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Effective siRNA knock-down constructs 

The present invention relates to polynucleotide 
constructs, methods for their preparation, and preparations 
5 for their use in methods that lower the amount of RNA and/or 
protein production in cells based on the intracellular 
expression of small interfering polyribonucleic acid 
molecules . 

Pharmaceutical companies are interested in reliable 

10 knockdown based technologies since their drug screens with 
small molecules are based on inhibiting the activity and 
effect of an expressed protein. Therefore, blocking 
expression or function of a potential target, either through 
screening in a cellular assay or through single gene 

15 validation will provide an important data set regarding drug- 
ability of the target early on in the drug development 
process. This data set forms a strong basis for the start of 
a drug development program, based on a compound, antibody or 
biological, with the aim to develop an effective therapy. 

2 0 Various knockdown or knockout approaches are used to 

study gene function in mammalian cells (e.g. antisense, 
antibodies, ribozymes, aptamers, zinc finger proteins, 
chimeric RNA-DNA oligos, etc.). However, these technologies 
are not robust and efficient nor they can be generically 

25 applied to all genes and all cell types. 

RNA interference (RNAi) i's the post-transcriptional 
process of gene silencing mediated by double stranded RNA 
(dsRNA) that is homologous in sequence to the silenced RNA 
and is observed in animals and plants. The dsRNA is processed 

30 into 21-23 nucleotides (nts) molecules, called small 

interfering RNAs (siRNAs), which guide the sequence-specific 
degradation of the target RNA. 
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RNAi provides researchers with an additional genetic 
tool to study gene functions. In C. elegans / chromosomes I 
and III have now systematically been analyzed for phenotypic 
effects. The RNAi approach creates extra possibilities in 
5 developmental studies. Classical knockouts with lethal 

effects during development could never be analyzed in later 
developmental stages. With RNAi, the onset of the effect may 
be varied and roles in later stages of development may be 
studied. 

10 The use of RNAi in mammalian cells has been problematic 

since introduction of long (>30 base pairs) dsRNA results in 
two major intracellular responses: activation of the double 
stranded RNA dependent protein kinase PKR, which results in a 
general block of protein synthesis. Long dsRNA is also known 

15 to activate the interf eron-induced (2' -5') oligoadenylate 

synthetase. Upon activation, this enzyme polymerizes ATP into 
2' -5' -linked nucleotide oligomers (also indicated by 2-5A) . 
The 2-5A oligomers activate the ribonuclease RNase L that 
results in RNA degradation. 

20 Recently, it has been demonstrated that RNAi can be used 

in a panel of mammalian cell lines. The approach is based on 
direct transfection of the 21-23 nts siRNA duplexes into the 
cells. This circumvents the intracellular responses mentioned 
above and results in sequence-specific silencing of 

25 endogenous and heterologous genes. 

An important bottleneck in the siRNA transfection 
approach is its limited applicability to target different 
cell types, especially primary cells. Primary cells are 
closest to the in vivo situation and often -have the highest 

30 physiological relevance. Non-viral DNA or siRNA transfection 
technologies have severe limitations with regard to these- 
cells and are not efficient and reliable. Practical use of 
these approaches needs significant optimisation of 
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conditions, and in general lack the robustness necessary for 
large-scale applications. The gene transfer reagents used 
are often toxic, yielding lower levels of viable transduced 
cells. In essence, they do not allow a generic siRNA 
5 application for a wide variety of cell types, including 
primary cell types such as T cells, B cells, mast cells, 
endothelial cells, synoviocytes and lung epithelial cells. 
Furthermore, transfection of the siRNA gives a short knock- 
down effect. For a prolonged knock-down effect in cells 

10 several additional transf ections are necessary. 

Viral constructs encoding the siRNA molecule circumvent 
the problems described above. WO03020391 describes adenoviral 
vectors which express hairpin RNAs that are further processed 
to siRNAs. Infection of cell lines, or primary human cells, 

15 with these viruses leads to an efficient, sequence-specific, 
and prolonged reduction of the corresponding target mRNA, 
resulting in a functional knock-down of the encoded protein. 

However, not every siRNA can effectively downregulate a 
gene. siRNAs directed to different regions of a mRNA can 

20 result in different levels of gene silencing. It is estimated 
that between 25% and 75% of siRNAs are effective. Some RNAi 1 s 
have a 10-fold effect, some have seen a 50-fold effect, and 
some don't work at all. For example , a siRNA directed 
against vimentin (nt 346-368 from Genbank (NCBI) : NM_003380 

25 relative to start codon) did not give a silencing effect. 

Three other siRNAs against vimentin were designed and these 
all gave an effective gene silencing effect (nt 1145-1167, nt 
863-885 and nt 1037-1059 from NM_003380 relative to start 
codon, (Elbashir et al 2001)). A procedure for designing 

30 siRNAs for efficiently inducing RNAi in mammalian cells has 
been suggested" (Elbashir et al 2002). However, a siRNA 
against c-myc, designed according to this protbcol was 
^ineffective in silencing, and did not show a reduction in 
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protein expression Jarvis and Ford (2002) . This clearly 
demonstrates that target site selection is critical for the 
effective induction of RNAi by siRNAs. 

The present invention provides polynucleotides that are 
5 very effective in the silencing a RNA molecule. 

The present invention provides polynucleotide comprising 
an RNA sequence comprising a first stretch of 21 consecutive 
nucleotides and a second stretch of 21 consecutive 
nucleotides, complementary to the first stretch of 21 
10 consecutive nucleotides, wherein in first stretch of 21 
consecutive nucleotides : 

a, in the 5 T -> 3 1 direction, the first nucleotide is an 
A-nucleotide , the second nucleotide is a C-nucleotide and 
the last nucleotide is a C-nucleotide; and 
15 b. no stretches of four or more consecutive identical 

nucleotides are present; 

c, the total number of G- and C-nucleotides is between 
33-71% of the total number of nucleotides; 

d. in the 5 f -> 3 1 direction, consecutive nucleotides 3- 
20 21 are homologous to a RNA-molecule . 

The total number of G- and C-nucleotides can be 33, 35, 
40, 45, 50, 55, 60, 65, 70, and 71 % of the total number of 
nucleotides. The consecutive nucleotides 3-21 in the 5 1 -> 3 1 
direction of the first stretch of 21 consecutive nucleotides 

25 are homologous to the RNA-molecule to be silenced. 

"Homologous" to the RNA-molecule can mean that 
nucleotides 3-21 of the stretch of 21 consecutive nucleotide 
are identical to a stretch of 19 consecutive nucleotides 
present in the RNA-molecule to be silenced/ or that 95%, 90%, 

30 85% or 80% of the nucleotides 3-21 of the stretch of 21 
consecutive nucleotide are identical to a stretch of 19 
consecutive nucleotides present in the RNA-molecule to be 
silenced. A polynucleotide with all 21 nucleotides of the 
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stretch of 21 consecutive nucleotide identical to a stretch 
of 21 consecutive nucleotides present in the RNA-molecule to 
be silenced is also possible. In a suitable manner of the 
present invention the first and second stretch of 21 
5 consecutive nucleotides form a double stranded RNA molecule. 
In a preferred embodiment the invention provides 
polynucleotides wherein the RNA-molecule is a human RNA 
molecule. The RNA molecule will be silenced by the 
polynucleotides of the present invention. The RNA molecule to 

10 be silenced can be a drugable gene. Drugable genes are genes 
with a pharmaceutical value, ie that can be used to discover 
and develop small molecule drugs. New drugable genes can be 
found on the bases on their similarity to proteins which have 
proven amenable to small molecule compound development in the 

15 past. Known drugable genes include but ar not limited to: G- 
protein coupled receptors (GPCRs), ion channels, nuclear 
hormone receptors, kinases, phosphatases, proteases and other 
enzymes . 

In a preferred embodiment the invention provides 
20 polynucleotides wherein in the first stretch of 21 

consecutive nucleotides no stretches of three or more 
consecutive A- nucleotides are present. 

In another preferred embodiment the invention provides 
polynucleotides wherein in the first stretch of 21 
25 consecutive nucleotides no stretches of three or more 
consecutive U-nucleotides are present 

In a preferred embodiment the invention provides 
polynucleotides, wherein, in the 5 f -> 3 T direction, 
consecutive nucleotides 3-21 of the first stretch of 21 
30 consecutive nucleotides are unique. These unique 

oligonucleotides are homologous to a stretch of 21 
consecutive nucleotides that is found only once in known 
sequences. Sequence databases can be searched to check if 
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these sequences occur only once. Known databases include the 
EST database, the EMBL nucleotide sequence database, GenBank, 
and the Entrez nucleotide database, but there are many more 
sequence databases and all of these can be used. The 
5 polynucleotide with the unique consecutive nucleotides 3-21 
in the 5 1 -> 3' direction, of the first stretch of 21 
consecutive nucleotides will silence only one specific mRNA 
molecule. Alternatively, the consecutive nucleotides 3-21 in 
the 5' -> 3 f direction, of the first stretch of 21 

10 consecutive nucleotides are found more than once in sequence 
databases. These polynucleotides can silence alternative gene 
transcripts of the same sequence or alternative splicing 
variants. In addition, the stretch of 21 consecutive 
nucleotides can be designed in such a way that the sequence 

15 is found in more than one member of a family of proteins. The 
polynucleotides containing this stretch of 21 consecutive 
nucleotides can silence more than one member of a family of 
proteins . 

According to another preferred embodiment of the 
20 invention polynucleotides are provided wherein, in the 5' -> 
3' direction, consecutive nucleotides 3-21 of the first 
stretch of 21 consecutive nucleotides are homologous to a 
sequence positioned at least 75 nucleotides downstream of the 
translation initiation site of the transcribed RNA molecule 
25 encoding a polypeptide. 

According to a preferred embodiment of the invention 
polynucleotides are provided wherein, in the 5 f -> 3 T 
direction, consecutive, nucleotides 3-21 the first stretch of 
21 consecutive nucleotides homologous are to a sequence 
30 positioned at least upstream of the translation termination 
site of the transcribed RNA molecule encoding a polypeptide. 

According to a preferred embodiment of the invention 
polynucleotides are provided, wherein the RNA sequence also 
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comprises a linker sequence linking the first stretch of 21 
consecutive nucleotides with the second stretch of 21 
consecutive nucleotides. 

Preferably the linker sequence is 4-30 nucleotides long, 
5 more preferably 5-15 nucleotides long and most preferably 8 
nucleotides long. 

In a most preferred embodiment the linker sequence is 
UUGCUAUA (SEQ ID NO: 1) . 

According to a preferred embodiment the invention 
10 provides polynucleotides, wherein the first stretch of 21 

consecutive nucleotides is selected from a group consisting 
of SEQ ID NO: 2-11888. 

According to another preferred embodiment the invention 
provides polynucleotides, wherein the first stretch of 21. 
15 consecutive nucleotides is selected from a group consisting 
of SEQ ID NO: 1342, 1338, 1343, 633, 635. 

Another embodiment of the invention provides vector 
capable of transfecting a host cell and comprising a sequence 
encoding the polynucleotides of the present invention and a 
20 promoter sequence operatively linked to the sequence encoding, 
the polynucleotide. 

Preferably the promoter is a microRNA promoter, more 
preferably a let-7 promoter. 

More preferably the promoter is a promoter recognized by 
25 RNA Polymerase III, more preferably U6 small nuclear RNA. A 
person skilled in the art can use other promoters recognized 
by Polymerase III for the vectors of the present invention 
such as, HI, tRNA, snRNA, VA RNA, 5S rRNA. 

According to a prefered embodiment of the invention 
30 vectors are provided, wherein the vector is an adenoviral 
vector, preferably the adenoviral vector is replication 
defective. The replication defective adenoviral vectors are 
El-deleted, and/or El and E2A deleted. The adenoviral vectors 
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include the El-deleted adenoviral serotype 5 vectors. Vectors 
may also be prepared from other adenoviral serotypes and 
corresponding packaging cells that include sequences for 
viral proteins deleted from such vector backbones. A suitable 
5 approach of the present invention has an adenoviral 

vector/packaging cell wherein the packaging cell and vector 
do not include any overlapping adenoviral sequences, which 
overlap would provide the statistical possibility of the 
production of replication competent adenoviral particles. 

10 Packaging cells useful in the production of such vectors 

include the 293 and 911 cells, with the most suitable cells 
being the PER.C6 cell line. The modified PER. C6/E2A cell line 
is especially suitable. It complements the El, E2A deleted 
adenoviral, vector constructs, with non-overlapping adenoviral 

15 El, E2A sequences. Other viral vector systems can be used 
such as the retroviral vector systems. Retroviruses are 
integrating viruses that infect dividing cells, and their 
construction is known in the art. Retroviral vectors can be 
constructed from different types of retrovirus, such as, 

20 MoMuLV ("murine Moloney leukemia virus" MSV ("murine Moloney 
sarcoma virus"), HaSV ("Harvey sarcoma virus")/ SNV ("spleen 
necrosis virus"); RSV ("Rous sarcoma virus") and Friend 
virus. Lentivirus vector systems such as human 
immunodeficiency virus (HIV) or equine lentivirus may also be 

25 used in the practice of the present invention. Another 

suitable viral vector system is the adeno-associated virus 
( "AAV" ) . The AAV viruses are DNA viruses of relatively small 
size that integrate, in a stable and site-specific manner, 
into the genome of the infected cells. They are able to 

30 infect a wide spectrum of cells without inducing any effects 
on cellular growth, morphology or differentiation, and they 
do not appear to be involved in human pathologies. It is also 
possible to introduce a DNA vector in vivo as a naked DNA 
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plasmid. Naked DNA vectors for gene therapy can be introduced 
into the desired host cells by methods known in the art, 
e. g. , transf ection, electroporation, microinjection, 
transduction, cell fusion, DEAE dextran, calcium phosphate 
5 precipitation, use of a gene gun, or use of a DNA vector 
transporter. 

The invention further provides libraries of 
polynucleotide of the present invention. 

Preferably the library of the present invention provides 

10 vectors according to the present invention. The vectors may 
comprise plasmids, naked RNA. Preferably, the vectors are 
viral vectors preferably selected from a group consisting of 
AAV, Lentivirus or Retrovirus. Alternatively, more than one 
vector thereby introducing more than one stretch of 21 . . . 

15 consecutive nucleotides can be introduced into a single host 
cell. 

More preferred vectors are adenoviral vectors, 
preferably the adenoviral vectors are replication defective. 
Replication deficient vectors may be multiplied in a 
20 packaging cell having complementary sequences to the sequence 
contained in the vector itself. 

The present invention also provides means to prepare 
libraries of polynucleotides and vectors as described herein. 
These libraries may be prepared as single element, 
25 compartmentalized, or discrete elements. Alternatively, a 

library comprising pools of vectors may be prepared. Methods 
are described for making a vector comprising the synthesis a 
forward primer and a reverse primer. 

a. The forward primer is synthesized with the following 
30 sequence: in the 5 T -> 3' direction: 

i. the nucleotides ACG 

ii. a DNA sequence corresponding to a sequence selected 
from the group consisting of SEQ ID NO: 2-11888 
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iii . the nucleotides TTGCTATA 

iv. the antisense sequence corresponding to the DNA 
sequence from step a-ii 

v. the nucleotides TTT 

5 b. the reverse primer is synthesized with the following 

sequence in the 5 r -> 3 1 direction 

i . the nucleotides TAAAAA 

ii. a DNA sequence corresponding to a sequence selected 
from the group consisting of SEQ ID NO: 2-11888 

10 iii. the nucleotides TATAGCAA 

iv. the antisense sequence corresponding to the DNA 
sequence from step b-ii 
c. The primers are annealed and cloned in plasmid pKD122, 
thereby exchanging the ccdB sequences for the annealed 
15 primers. 

The orientation of the sequence encoding the sequence 
selected from the group consisting of SEQ ID NO: 2-11888 can 
be reversed. The forward and reverse primers look then as 
follows: 

20 a. forward primer with the following sequence in the 5' -> 

3 ? direction: 

i. the nucleotides ACC 

ii. a DNA sequence corresponding to a sequence selected 
from the group consisting of SEQ ID NO: 2-11888 

25 iii. the nucleotides TTGCTATA 

iv. the antisense sequence corresponding to the DNA 
sequence from step a-ii 

v. the nucleotides TTT - . . . 

b. a reverse primer with the following sequence in the 5 1 
30 -> 3 f direction 

i. the nucleotides TAAAAA 

ii. a DNA sequence corresponding to a sequence selected 
from the group consisting of SEQ ID NO: 2-11888 
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iii. the nucleotides TATAGCAA 

iv. the antisense sequence corresponding to the 'DNA 
sequence from step b-ii 

The invention further provides methods of determining 
5 the function of a naturally occurring polynucleotide sequence 
comprising transfecting a host cell with a vector according 
to claims 12-15, the vector transcribing a polynucleotide 
sequence according to claims 1-11 and detecting a change in 
cellular phenotype. 
10 According to a preferred embodiment of the present 

inventions methods of determining the function of a naturally 
occurring polynucleotide sequence in a high throughput 
setting are provided wherein, 

a. providing a library of vectors according to claims- 16 - 
15 19 

b. transducing a host cell with the vectors of step (a), 

c. expressing in the host cell the product (s) of the ... 
vectors of step (a), 

d. thereby altering a phenotype of the host, 
20 e. identifying the altered phenotype and, 

f. assigning a function to the naturally occurring 
polynucleotide sequence (s) . 

The libraries according to the invention may be used to 
assist in the elucidation of the functions of host cell RNA 

25 molecules including the polynucleotide of the present 

invention residing in each compartment of said library. In 
other words, determining the function of a naturally 
occurring polynucleotide sequence comprising transfecting a 
host cell with a vector according to the invention, the 

30 vector, encoding a RNA molecule including a stretch of 21 
consecutive nucleotides homologous to a portion of the 
naturally occurring polynucleotide and detecting a change in 
cellular phenotype. Each vector in the library may be 
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introduced into one or more cells and changes in protein 
expression, or phenotype observed. Methods are described for 
infecting a host with the adenoviral vectors that express the 
RNA molecules including the stretch of 21 consecutive 
5 nucleotides in the host, identifying an altered phenotype 
induced in the host by the knockdown of the expressed RNA 
molecules, and thereby assigning a function to the product (s) 
encoded by the expressed RNA molecules. The methods can be 
fully automated and performed in a multiwell format to allow 
10 for convenient high throughput analysis of expressed RNA 
molecules . 

The term "homologous" to a RNA molecule refers to a 
nucleic acid having a nucleotide sequence of which 95%, 90%, 
85% or 80% of the nucleotides 3-21 of the stretch of 21 

15 consecutive nucleotide are identical to a stretch of 19 

consecutive nucleotides present in the RNA-molecule to be 
silenced. For example, with 95% homology the nucleotide 
sequence is identical to reference nucleotide, i.e. the RNA 
molecule, except that the nucleotide sequence may include up 

20 to five point mutations per each 100 nucleotides of the 

reference nucleotide sequence. In other words, to obtain a 
nucleic acid having a nucleotide sequence of at least 95% 
homology to a reference nucleotide sequence, up to 5% of the 
nucleotides in the reference sequence may be deleted or 

25 substituted with another nucleotide, or a number of 
nucleotides up to 5% of the total nucleotides in the 
reference sequence may be inserted into the reference 
sequence. 

The term identical refers to two stretches of 
30 nucleotides that have at each position of the stretch the 
same nucleotide, meaning that if one stretch has a A- 
nucleotide on position three, the other stretch of 
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nucleotides also has a A-nucleotide on position three. This 
is applicable for each nucleotide in both stretches. 

The term polynucleotide refers to a nucleic acid . 
sequence. A polynucleotide can be a DNA-, RNA-, peptide 
5 nucleic acid sequence. It may have natural occurring 
nucleotides but also chemically modified nucleotides. 

Brief Description of the Drawings 

Figure 1 is a schematic representation of the cloning 
10 strategy for vector construction showing utilization of Sapl 
sites and an E. coli death gene. 

Figure 2 is a schematic representation of the vector 
construction for cloning. Adenoviral vector development for 
56 nt inserts. The schematic presentation of the oligos used 
15 for the vector construction is also given. 

Figure 3 is a schematic presentation of the knock-down 
vector pKD122 . 

Figure 4 is a graph showing the functional knock-down of 
GNAS . Adenoviral constructs encoding hairpin siRNA targeted 

20 against GNAS give a specific knock-down of GNAS on the 
functional level . 

Figure 5 is a graph showing the functional knock-down of 
SYK as measured by the released beta-hexosaminidase . 

Figure 6 shows a graph demonstrating that adenoviral 

25 mediated knock-down of IKKP leads to reduced levels of 
phosphoryated IkBoc, an IkB kinase substrate, upon TNFa 
induction. Western detection of IKKP and p-tubulin in the 
samples derived from U20S cells (no virus infection, lanes 1- 
3; infected with adenovirus Ad-IKK-p, lanes 4-6) harvested at 

30 different time points after 50 ng/ml TNFa stimulation (0 
minutes, lanes 1, 4, or 10 minutes, lanes 2, 5, or 30 
minutes, lanes 3, 6) . Detection of phosphorylated IkBcx by 
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Bio-Plex phosphoprotein analysis of the same samples as 
described. The phosphorylation state of IkBcx is given as Mean 
Fluorescent Intensity (M.F.I.) at the vertical axis. 

Figure 7: shows a graph demonstrating the functional 
5 knock-down of MMP2 . The effect of adenoviral knock-down was 
determined by RT-PCR and at the level of protein activity. 
Gelatin-degrading activity of MMP2 was measured using 10% 
gelatin-zymogram gels. For reference, an adenoviral cDNA 
expression construct encoding the MMP2 protein (Ad-MMP2) was 
10 used and demonstrated the identity of the MMP2 band. The 
inverted image of the zymogram is presented. 

The various aspects of the present invention are further 
illustrated in the following non-limiting Examples. 

Example 1: selecting target sequences: 

The polynucleotides of the present invention are built 
from the stretches of 21 consecutive nucleotides as explained 
in example 2. The design for the 21 consecutive nucleotide 
sequences that form part of the polynucleotides of the 
present invention is fully automated. A program has been 
developed that looks for candidate sequences of 21 
consecutive nucleotides. These 21 nucleotide sequences are 
searched in a target cDNA sequence. The program searches 21 
nucleotide sequences according to the following scheme: 

1. The search for the 21 nucleotide sequences starts 75 
nucleotides downstream from the startcodon of the cDNA. 
If a startcodon is not known or available, the search 
30 starts 75 nt downstream of the first ATG. If no ATG is 

present, the 21 nucleotide sequences are searched starting 
from the first nucleotide of the cDNA sequence. 
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2. The cDNA sequence is scanned from 5' to 3' direction and 
when a 21 nucleotide sequence is found that conforms to a 

• NM(N 18 )C pattern, it is retained (N=any nucleotide, M=A,C). 
This procedure is stopped 21 nucleotides before the end of 
5 the cDNA sequence . 

3. At this point, the 21 nucleotide sequences that are found 
are attributed a score of 1000. 

4. Then, the candidate 21 nucleotide sequence is checked for 
the presence of 4 consecutive identical nucleotides. If 

10 this pattern is found, this candidate 21 nucleotide 

sequence is rejected and the program starts at step 2 
again. 

5. If the 21 nucleotide sequence is not rejected in step 4, 
the percentage of G and C nucleotides of the candidate 21 

15 nucleotide sequence is determined. The percentage of G and 

C nucleotides should be between 30 and 70%. If it is not 
between 30 en 70%, the 21 nucleotide sequence is rejected 
and the procedure starts at step 2 again. If the 
percentage is between 30 and 70%, the score of the 

20 candidate 21 nucleotide sequence is decreased according to 

the following rule : 
[ (G - 0.5) * 100] 

with G = the fraction of G and C nucleotides of the 21 
nucleotide sequence . The absolute value is subtracted 
25 from the score of the 21 nucleotide sequence. 

6. The candidate 21 nucleotide sequence is checked for the 
presence of 3 consecutive A- or T-nucleotides . If this 
pattern is found, the score of the 21 nucleotide sequence 
is decreased with 5 units. 

30 7. The 21 nucleotide sequence is then searched against a 

-number of public sequence databases. The blast algoritm, 
(the National Center for Biotechnology Information (NCBI)) 
is used to match the 21 nucleotide sequence against ; 



BNSDOCID: <WO 2004094636A 1 J_> 



WO 2004/094636 PCT/EP2003/004362 

16 

a. -a human cDNA database, consisting of the complete 
RefSeq collection. For every extra cDNA sequence, apart 
from the target cDNA sequence, that matches the 21 
nucleotide sequence , the score of the 21 nucleotide 

5 sequence is decreased. The score is decreased with 10 

units for the first additional matching cDNA sequence 
and with another 4 units for every additional matching 
cDNA sequence* 

b. -the mouse RefSeq database 

10 c. -the rat RefSeq database The score of the 21 nucleotide 

sequence is increased with 35 units for every matching 
mouse or rat cDNA sequence. 
8. The 21 nucleotide sequence is then searched against the 
human 'Expressed Sequence Tag' (EST) database. If the 21 
15 nucleotide sequence does not match any ESTs, it score is 

decreased by 10 units. If the 21 nucleotide sequence 
matches perfectly to an EST, the complete EST is matched 
against the target cDNA sequence. The program used for 
this pairwise sequence comparison is blast2seq, available 
20 from NCBI . From this pairwise sequence comparison, one can 

determine the sequence similarity of the EST and cDNA (p- 
value) . If the p-value is e" 100 or lower than the EST~is 
similar to the cDNA target sequence, if the p-value is 
more than e~ 100 than the EST is dissimilar to the cDNA 
25 sequence. If the 21 nucleotide sequence does match ESTs, 

its score is decreased by 50 units for the first 
dissimilar EST and another 5 units for every extra 
dissimilar EST. The score of the 21 nucleotide sequence 
- is increased with one unit for every EST sequence similar 
30 to the target cDNA sequence. 

9. Procedure 2 until 8 is repeated until the end of the cDNA 
is reached or when 25 oligonucleotide sequences homologous 
to the target cDNA have been identified when the cDNA is 
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shorter than 2 000 basepairs, or when the cDNA sequences is 
longer than 2000 basepairs, 50 nucleotide sequence are 
searched, and if the cDNA sequence is longer than 3000 
basepairs, 60 nucleotide sequence are searched. 
5 10. Each 21 nucleotide sequence has a score. All possible 
combinations of 4 of the designed 21 nucleotide sequence 
(so called x sets' ) are made. For each set a combined 
score is calculated according to the following formula : 
F(oligo 1-n) = T + ( (A x * * A n ^) * W / S"" 1 ) with 
10 T = sum of scores of all 21 nucleotide sequence in set 

A n = difference of position on target cDNA of oligo n+1 
and position on target cDNA of oligo n in set. Oligo 1 
to n are sorted according to their position on the 
target cDNA sequence 
15 W = weighing factor to weigh importance of second term 

in above formula, W is set to 10000. 

S = scaling factor to normalize for size of cDNA (= 
size of open reading frame on target cDNA sequence: 
(position stopcodon - position startcodon) . 
20 When sets are made of 5 or another number of 21 

nucleotide sequence then the formula above can still be 
used to calculate the combined score. 

11. For all computed sets and their attached function 
outcomes, the set with the highest function outcome is 

25 kept and marked in the output report as the x best' set. 

This x best' set of four is suggested to the end-user on 
the generated output report (see point 12) 

12. From this best set of 4 21 nucleotide sequences, 
obtained in step 10, the 3 highest scoring 21 nucleotide 

30 sequences are used to design the oligos for the plasmid 

construction as described in example 2. The first and 
second nucleotide in the 21 nucleotide sequence are 
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exchanged for AC. These 21 nucleotide sequence are listed 
in Table 1. 

13. Finally, an output report is generated. In this report, 
the cDNA sequence is graphically represented, together 
5 with all the designed 21 nucleotides sequence, and with 

the similar and dissimilar EST sequences. In a second part 
of the report, the designed 21 nucleotide sequences are 
listed with the characteristics mentioned in point 1 to 7 . 
These include the matching human, mouse and rat transcript 
10 sequences, the number of ESTs, and the outcome of each of 

the pairwise comparisons to the target cDNA sequence. 
The program performing the rules described above has 
been written in perl (practical extracting and reporting 
language) . In our case extensive use has been made of the 
15 'bioperl' bioinf ormatics toolkit (Perl, O' Reily.com) . 

However, a person skilled in the art can use another language 
to implement the rules set above in a program and use this 
program to design siRNA that give an effective knock-down 
effect. 

20 

Example 2; siRNA expression constructs: 
Non viral siRNA expression constructs: 

The construction of the siRNA expression constructs is 
depicted in figure 1. In short, oligos containing knock-down 
25 target sequences as depicted in table 1 (21 nt) are cloned in 
the knock-down vector, pKD122. This non-viral DNA expression 
plasmids can be used using DNA transfer methods known in the 
art, such as lipof ectamine or PEI . The individual knockdown 
constructs for each gene can be pooled or can be used 
30 separately. 

adenoviral siRNA expression constructs 

The siRNA. expression construct can also so be contained 
in viruses. The viruses can be made in an arrayed format, if 
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preferred. The arrayed viruses mediate expression of the 
siRNA constructs; each well contains a unique recombinant 
virus carrying a siRNA expression construct targeted against 
a gene, i.e. one target gene per well. Further details about 
5 the concept of arrayed adenoviral vectors can be found in WO 
9964582, US 6,340,595 and 6,413,776 (Arrayed adenoviral 
libraries for performing functional genomics) . 

In addition to the knock-down vector, pKD122 two other 
materials are needed for the generation of recombinant 

10 adenovirus particles: a helper cosmid and a packaging cell 
line (see also W09964582. US 6,340,595). The cosmid 
(pWE/Ad.Af HI-rITRAE2A) contains the main part of the 
adenovirus serotype 5 genome (bp 3534-35953) from which the 
E2A gene is deleted. The Per.C6/E2A packaging cell line 

15 (Crucell NV) is derived from human embryonic retina cells 

(HER) transfected with plasmids mediating the expression of 
the El and E2A genes. The adenoviral genes that are 
integrated into the genome of the PER . C6/E2A cell line share 
no homology with the adenoviral sequences on the knock-down 

20 plasmid and the cosmid. Consequently, vector stocks that are 
free of replication competent adenoviruses (RCAs) are 
prepared. 

To obtain viruses, the knockdown plasmid is co- 
transfected with the helper cosmid into a packaging cell line 

25 PER. C6/E2A. Once these plasmids are transfected into the 
PER. C6/E2A cell line, the complete Ad5 genome is 
reconstituted by homologous recombination. The helper and 
knock-down plasmids contain homologous sequences (bp 3535- 
6093), which are a substrate for this recombination event. 

30 Design of oligos: 

Oligonucleotides are designed to be targeted against 
specific mRNAs . The selected target sequences are listed in 
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Table 1 and are used for the construction of knock-down 
adenoviral expression clones. Specific pairs of forward (F) 
and reverse (R) oligonucleotides are annealed together 
forming a duplexed structure that is used for cloning into 
5 the knock-down vector (see figure 2) . The 56 nt oligos 

containing knock-down target sequences have the following 
structure : 

the Forward oligonucleotide: 

5'-ACC- N21*- TTGCTATA -N21 — TTT-3' 
10 Reverse oligonucleotide: 

3'-N21-AACGATA- N21* -AAAAAT-5' 

N21 are DNA sequences corresponding to the sequences as 
depicted in Table 1, N21* is the antisense sequence of this 
sequence . 

15 The single stranded oligonucleotide components are 

synthesized and annealed in 96 or 384 well plates to generate 
the double stranded oligonucleotides at a final concentration 
of 50 pmol/yil, 100 ]il total volume per well (Sigma) . 

2 yil annealing buffer (NEBuffer 2, lOx concentrated, 

20 Biolabs) to a 96 well PGR plate was added to 18 pi oligos, 

the plates are spun down briefly and subsequently sealed. The 
plates are incubated in the PCR machine for 5' at 95°C and 
slowly cooled. The annealed oligos are diluted lOOOx. 
Design of pKDl22 

25 The knock-down expression vector, pKD122_ (figure 3) is 

based on the pIPspAdapt6 (WO 9964582) . The pIPspAdApt6 
plasmids contain the 5' part (bp 1-454 and bp 3511-6093 of 
the adenovirus serotype 5 genome in which the El gene is 
deleted and a promoter is introduced. In contrast, to the 

30 plasmid pIPspAdApt6, the siRNA expression vectors of 

pIPspAdapt lack the CMV promoter and the SV4 0 polyadenylation 
site and the larger part of the polylinker, pKD122 further 
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contains U6 promoter, Sap I recognition sites and the E.Coli 
lethal gene, ccdB. 

Sap I cuts adjacent to its recognition sites 
(GCTCTTC (N) i/ 4 ) creating a 3' overhang (see figure 2). This 
5 has the advantage that it cuts any sequence containing the 

recognition sequence but the recognition sequence will not be 
present in the final construct since as it will be present on 
the excised fragment. For these reasons Sapl is used for the 
construction of expression plasmids. The ccdB, is included in 

10 the fragment to be excised. When the restriction fragment is 
not correctly excised and the ccdB gene remains in the 
plasmid, after transfection no E. coli colonies are formed. 
Only E. coli containing correct expression plasmids with the 
two unique Sapl overhangs and without the ccdB gene will form 

15 colonies. 

pIPspAdapt6 was grown in the methylase negative E. coli 
strain DM1 to prevent methylation of the second Xba-site. 
The DNA was isolated and digested with Xba I, thereby, 
excising a 142 bp fragment containing the poly A signal. The 

20 religated vector is called pIPspAdapt6-deltaPolyA. The 
polylinker was removed from pIPspAdapt6-deltaPolyA by 
digestion with EcoRI and BamHI, blunted with Klenow, 
religated and digested with AscI to reduce background This 
religated vector is called pIPspAdapt6-deltaPolyA delta- 

25 polylinker. 

pIPspAdapt6-deltaPolyA-delta polylinker was digested 
with Avrll and Hindlll to remove the CMV promoter and 
purified on a 1% agarose TAE gel and isolated using the 
Qiaquick gel extraction kit (Qiagen) . 

30 The ccdB gene is cut from pIPspAdaptlOZeoDestA 

(W09964582) with BamHI and Sal I. The 676 bp ccdB fragment is 
purified on a 0.8% agarose TAE gel and isolated using the 
Qiaquick gel extraction kit (Qiagen) . 
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The genomic human U6 gene (Accession number M1448 6 
(GenBank, NCBI) ) is cloned by a PCR based strategy using 
human genomic DNA. The region to be cloned starts at 
nucleotide -2 65 upstream of the transcription start site 
until nucleotide +198 downstream of the transcription start 
site. The primers used are: 

5' -GcacgTTCTAGAAGGTCGGGCAGGAAGAGGGCCT-3' (SEQ ID NO: 
11889) 

5 ' -ccgt gcAAGCTTTGGTAAACCGTGCACCGGCGTA-3 ' (SEQ ID NO: 
11890) 

The PCR product is cloned into the Xba I and Hind III 
sites of pIPspAdapt6-deltaPolyA, the resulting vector is 
hU 6 ( + 1 ) p I P spAdapt 6-dpA . 

Two U6 Sap I PCR fragments (a left, L, and a right R) 
containing the U6 promoter sequences together with the Sapl 
recognition sequences are made with the following primers: 

5' -CGACCATGCGCGGATCCGCTCTTCTGGTGTTTCGTCCTT-3' (SEQ ID 
NO: 11891) 

5' -CGGATCCGCGCATGGTCGACGCTCTTCATTACATCAGGTTGTTT-3' (SEQ 
ID NO: 11892) . 

(SEQ ID NO: 11891) with (SEQ ID NO: 11889) gives the L 
fragment and (SEQ ID NO: 11892) with (SEQ ID NO: 11890) 
gives the R fragment with the hU6(+l) pIPspAdapt 6-dpA delta 
polylinker as template. 

The PCR" fragments are purified on a 1% agarose TAE gel 
and isolated using the Qiaquick gel extraction kit (Qiagen) . 

The R-fragment is digested with Xbal and BamHl, and the 
L-fragment is digested with Sail and Hindlll. pIPspAdapt6- 
deltaPolyA-delta polylinker was digested with Avrll and 
Hindlll. The digested R- and L-fragments together with the 
digested pIPspAdapt6-deltaPolyA delta polylinker and the ccdB 
fragment are ligated with T4 in ligase buffer (about 30 ng of 
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each fragment in the ligation) and transformed in DB3 . 1 cells 
(wherein the ccdB is not toxic, Invitrogen) 

A colony PCR is performed to check sequences with 
primers SEQ ID NO: 11889 and 11890 this should generate a 
5 1000 bp fragment. Positive clones are digested with Hindi 
and BgLII, the correct clones give fragments of 3800, 1400, 
538, 402 and 134 bp in size. Clones that give these fragments 
are sequenced. The resulting vector is pKD122 (figure 3) 
Cloning of the oligos 
10 The knockdown vector pKD122 (figure 3) is digested by 

Sap I and gel purified. Digestion mix: 30 pi Neb 4, 10 pi Sap 
I in 300 nl total volume for 9 jug of knock-down vector, and 
incubated at 37 °C over night. Gel: 1 % agarose in Ix TAE, 2 
pi lOx loading buffer to 5 pi of digestion mix; the digested 
15 vector is isolated from gel with QIAquick gel extraction kit 
(Qiagen) . 

Ligation of the annealed oligos in the knock-down 
vector: 0.5 pi digested knock-down vector (40 ng/pl), 1 pi T4 
DNA ligase buffer (lOx concentrated, Biolabs) 0.5 pi T4 DNA 
20 ligase (Biolabs) and 7 pi milliQ are added per well. Added to 
this is 1 pi of the diluted annealed oligos. The plates are 
incubated over night at RT. 
Transformation : 

5 pi of each ligation mix is put into a new PCR plate 
25 and put on ice 25 pi competent DH5a-cells (Subcloning 

efficiency, Invitrogen) is added and incubated on ice for 30 
minutes. The bacteria are heat shocked for 40 seconds at 37°C 
and put on ice for 2 minutes. 170 pi RT SOC-medium 
(Invitrogen) is added to each well. The bacteria are 
30 recovered by shaking for 1 hour at 37 °C and 100-150 rpm. 

Cells are spun down at 1700 g for 1 min. 100 pi supernatant 
is taken and the bacteria are . resuspended in the remainder of 
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the supernatant (100 pi) . 50 pi of the cell suspension (50%) 
is plated out in 1 well of a 6-wells plate (filled with 3 ml 
LB agar+100 ug/ml ampicillin /well) . The plates are incubated 
overnight at 37 °C. 
5 Colony picking: 

3 colonies of each construct are picked and inoculated 
as agar-stab (LB agar with 100 pg/ml ampicillin) and liquid 
culture (LB medium with 100 pg/ml ampicillin) . The clones in 
the agar-stab are sequenced. Clones with the correct sequence 
10 are transfered to a new 96 well plate. The knock-down vector 
with the annealed oligos is digested with PI-PspI. 

PI-PspI digestion mix (lx) contains 0.5 ug annealed 
knock-down vector 2.5 ul PI-PspI enzyme, (lU/p,l Biolabs) , 
2.5 pi PI-PspI NEBuffer, (lOx concentrated Biolabs), 0.25 pi 
15 BSA (lOOx concentrated Biolabs) in a total volume of 25 pi 
(end concentration = + 20 ng/pl) . The mixture is incubated 
over night at 65°C in a humified box. The digestion is 
checked on gel: 10 ul PI-PspI digestion mix, added to this is 
2 pi loading buffer (lOx concentrated), and put on gel (1% 
20 agarose in lx TAE buffer + etdium bromide) . 
Transfection 

Co-transfect each clone to PER. C6/E2A cells together 
with the cosmid pWE/Ad.Af Hl-rITRAE2A (W09964582. US 
6,340,595. Score CPE 14 days after transfection. After the 
25 final scoring store the plates at -80°C until further 
propagation of the. viruses. 
Virus propagation 

The final virus propagation step is aimed at obtaining a 
higher percentage of wells showing CPE and more homogenous 
30 virus titers. Viruses are propagated according to the 

following procedure. The transfection plates stored at -80°C 
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are thawed at room temperature for about 1 hour. By means of 
a 96 channel Hydra dispenser (Robbins) , 20 fxl of the 
supernatant is transferred onto PER. C6/E2A cells seeded in 96 
well plates at a density of 2.25xl0 4 cells/well in 180 \xl of 
5 DMEM + 10% FBS . Cells are incubated at 34°C, 10% C0 2 for 

approximately 10 days and the number of wells showing CPE is 
scored. In general, the number of wells showing CPE is 
increased after propagation. The plates are then stored at - 
80°C. 

10 In addition, modifications to the viral coat proteins 

can be introduced to obtain a different or improved tropism 
(EP 1191105) . 

The individual knockdown adenoviruses can be used as 
arrays but also can be pooled to various degrees i.e. sets of 
15 pools or one large pool. 

Example 3: Knock-down effects with the selected knock- 
down target. sequences : 

Knock -down of GNAS: 

GNAS encodes the Gcc subunit of G s , a heterotrimeric G- 
protein* (a, J3, y) . G proteins interact with 7 transmembrane 
receptors, the so-called G-protein coupled receptor (GPCR) . 
Binding of a ligand to the GPCR induces a conformational 
change of the receptor that results in activation of the G- 
protein. The activated G protein will dissociate into its a 
subunit and the py subunit. In the case of Gas the a subunit 
will interact with adenylate cyclase and in turn activate 
this enzyme. - Adenylate cyclase converts ATP into cAMP. 
Activation of GPCRs that are coupled to G s will therefore 
upon activation elevate the cellular cAMP levels. Variation 
in cAMP levels in the cell can be measured by cAMP responsive 
elements (CRE) . cAMP responsive element activates 
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transcription when bound by activated cAMP responsive element 
binding protein (CREBP) . CREBP is activated by Protein Kinase 
A (PKA) that in turn is activated by cAMP. When the CRE is 
coupled to a luciferase gene, variations in cAMP levels in a 
5 cell can be visualized. An increase in cellular cAMP will 
result in an increase in the amount of luciferase and a 
decrease of cAMP results in a decrease of luciferase content* 

The following assay is designed to measure the knock- 
down of GNAS at a functional level. 

10 U20S cells are infected with an adenoviral construct 

encoding a GPCR ({32 adrenergic receptor) that couples to G s 
(MOI 500) together with an adenoviral reporter construct 
carrying CRE elements upstream of a luciferase gene (MOI 
750) . The infected cells are co-infected with either an 

15 adenoviral construct encoding a RNA molecule (SEQ ID NO: 1342) 
targeted against GNAS or an empty virus (MOI 1500) . 

Two days post infection, the {32 adrenergic receptor is 
activated with isoproterenol, which is an agonist for the {32 
adrenergic receptor. Six hours later the luciferase activity 

20 is measured. After activation of the receptor, successful 
knock-down of GNAS results in a much lower cAMP levels 
compared with cAMP levels observed in the control cells 
transfected with empty virus. To ensure that the decreased 
cAMP levels are due to the knock-down of GNAS and not due to 

25 a non-specific effect on cAMP levels, forskolin is added to 
the triply infected cells. Forskolin increases intracellular 
cAMP levels by direct activation of adenylate cyclase and 
therefore is independent of G-protein (GNAS) . 

Figure 4 shows the results, of the functional knock-down 

30 measurements of GNAS. The luciferase activity in cells 

infected with the adenoviral GNAS knock-down construct are 
much lower than the luciferase levels of the cells that are 
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not infected with the GNAS knock-down construct . The 
forskolin results show that the cAMP reduction is due to the 
knock-down of GNAS rather then a general down-stream effect 
on the signal transduction route leading to the activation of 
5 CREBP . 

Knock-down of SYK 

Syk (NM_003177) is a tyrosine kinase that is essential 
for mast cell degranulation mediated by IgE. In a paper by 
Moriya et al (1997), it is shown that a specific inhibitor 
10 abolished IgE -mediated mast cell degranulation. If a knock- 
down construct against Syk is successful then mast cells are 
unable to degranulate. 

Mast cell degranulation can be determined by measuring 
the release of (3-hexosaminidase . Total hexosaminidase is 
15 measured from the hydrolysis of the synthetic substrate 4- 
methylumbellif eryl N-acetyl-0-D-glucosaminide by 
hexosaminidase, which releases fluorescent 4- 
methylumbellif erone . 
Experimental : 
. "20 Culture of human Mast cells (hMC's) 

Human mast cells are derived from cord blood mononuclear 
cells (#2C-150A; 10 8 cells/vial, Cambrex) . Cells are cultured 
in RPMI 1640 (#52400-025, Gibco BRL) supplemented with 10% 
FBSHI (Gibco BRL), 1% MEM non essential amino acids (#11140- 
25 35, Gibco BRL), 1% L-Glutamin (200mM, lOOx) (#25030-024, 

Gibco BRL), 1% Pen/Strep (10000U: ug/ml) (#15140-122, Gibco 
BRL), 0.1% Gentamicin (lOmg/ml) (#15710-049, Gibco BRL) and 
0.1% 2-Mercaptoethanol (#31350-010, Gibco BRL) in the 
presence -of 100 ng/ml SCF (#300-07, Peprotech) , 50 ng/ml hlL- 
30 6 (#200-06, Peprotech) and 10 ng/ml hIL-10 (#200-10, 

Peprotech) . The cell suspensions are seeded at a density of 
10 6 cells/ml and the entire volume of cytokine supplemented 
medium is replaced on a weekly basis. The adherent fraction 
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of cells is discarded weekly by the transfer of the non- 
adherent cells to fresh culture flasks. Cells are cultured 
for 9-11 weeks before use as described by Ochi et al (1999) 
Two weeks prior to the experiment cells are cultured 
5 with addition of 10 ng/ml hIL-4 and 5 pg/ml human myeloma IgE 
(Biodesign) to enhance FcyRI expression as described by Ochi 
et al (2000) . Cells are checked by toluidine blue staining 
and Flow cytometric analysis. Toluidine blue staining is 
performed on a weekly basis starting 6 th week of culture. 
10 Cells are stained for C-kit and FceRI expression and analyzed 
by FACS. 

Degranulation assay 

Cells are seeded at a density of 1E+05 cells/well in a 
96 well V-bottom plate (Greiner) and transduced with an 

15 Adenovirus at a MO I of 1000. Three days past infection the 

culture medium containing virus is removed from the cells and 
replaced by 200 pi of 1500 ng/ml anti-IgE (#501, DAKO) in 
culture medium. After one-hour of stimulation, at 37 °c, 100 
pi supernatant is transferred to a (black) flat-bottom 96 

2 0 well plate (Greiner) . The remaining supernatant is discarded 
and the cells are lysed (to determine (5-hexosaminidase 
present in cells) using 200 pi 0.2% Triton X-100 (#B32844, 
Calbiochem) in culture medium. After cell lysyis 100 pi 
supernatant is transferred to a (black) flat-bottom 96 well 

25 plate. For fluorimetric (Exitation at 360nm/Emission at 

450nm) determination, 50 pi of 4raM 4-methylumbellif eryl N- 
acetyl-p-D-glucosaminide (4-MUG) (Sigma) is added to the 
supernatant on both plates. The plates are incubated for 1 
hour at 37°C-after which 100 pi 1 of 0.4 M "glycin buffer (pH 

30 10.7) is added to stop the reaction. The hydrolysis of 4-MUG 
is measured with exitation at 360nm and emission measured at: 
450nm. The degranulation is represented as the percentage of 
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p-hexosaminidase released from the total amount of 
^hexosaminidase present in the cells before stimulation. 
Experimental setup 

SykT402 a dominant negative form of Syk, which is a key 
5 player in the degranulation pathway, as shown by Moriya et al 
(1997) . SykT402 is a truncated form of WT Syk at amino acid 
402. Cells with the SykT402 mutant are unable to degranulate. 
In this experiment, cells are transduced, at a MOI of 

1000. 

10 Cells are transduced either with the SykT402 mutant, a 

Syk knock-down virus construct (SEQ ID NO: 1338 and see 
example 2) or empty virus as a negative control. Knock-down 
virus directed against GL2 is taken along to check for 
specific knock-down. Three days past transduction, cells, are 

15 stimulated with 1500 ng/ml anti-IgE as described in 

Megranulation assay' . Without stimulation the mast cells 
have already a p-hexosaminidase release of -7%, this 
background is subtracted from all values measured. When 
comparing anti-IgE only (no viral infection) to empty (virus) 

20 one can see that viral infection has little to no effect on 
degranulation. 
-Results: 

The results are summarized in figure 5. As expected, the 
truncated form of Syk (SykT402) shows a low level of p- 

25 hexosaminidase release (about 20% of normal levels) . The 
control virus for knockdown, GL2, shows a comparable p- 
hexosaminidase release level as the empty virus, 
demonstrating that there is no non-specific knock-down 
effect. The knockdown virus g-SYK (63) displays a level of p- 

30 hexosaminidase release similar to the dominant negative 

mutant of Syk (SykT402), demonstrating the effectiveness of 
our knock-down construes. 



BNSDOCID: <W O 2 004094636M I > 



WO 2004/094636 



PCT/EP2003/004362 



30 

Knock-down of IKK-p 

The functional effect of an adenoviral knock-down was 
studied using the well-known NFkB pathway by measuring the 
phosphorylation of IkBcx, one of the inhibitory proteins which 
5 normally associate with and hold NF-kB inactive in the 
cytoplasm. Activation of the IKK kinase complex by TNFa 
stimulation results in phosphorylation of IkB(3, followed by 
its ubiquitination and degradation by the 2 6S proteosome. 
Phosphorylation and degradation of IkB<x releases NF-kB, 
10 allowing it to translocate into the nucleus to activate 
target genes . 

In the following experiment, U20S cells were infected 
with IKKP knock-down virus (SEQ ID NO: 1343 ), GL2 control 
knock-down virus, or the cells were not infected at all. 

15 Figure 6 clearly shows that the adenoviral siRNA expression 

gives a specific reduction of the IKK0 protein, but leaves p- 
tubulin unaffected (6 days post infection) . At 6 days post- 
infection, the cells were stimulated with 50 ng/ml TNFa for 0 
minute, 10 minutes, or 30 minutes. The phosphorylation state 

20 of IkBoc was determined by Bio-Plex phosphoprotein analysis 

using phospho-specif ic IxBa antibodies. U20S cells stimulated 
with TNFa show strong induction of phosporylated IxBa peaking 
around 10 minutes and fading by 30 minutes. The peak level of 
induction of phosphorylated IxBa was reduced in cells that 

25 were infected with adenoviral knock-down constructs directed 
against IKK0. Altogether these data demonstrate that our 
adenoviral knock-down system results in specific reduction of 
the target at the levels of mRNA, protein, and function of 
the protein. 

*0 Phosphoprotein assay for IkB<x 

The phosphorylation state of IkBoc was determined by 
using the Bio-Plex phospho-lKBot kit (Bio-Rad) , an assay that 
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is similar to a capture sandwich EL ISA but utilizes 
antibodies covalently coupled to dyed polystyrene beads. 
U20S cells were infected with adenoviral knock-downs as 
indicated. Six days post infection, cell lysates were 
5 prepared after either treatment with 50 ng/mL of TNFoc 

(Sigma) for 10 or 30 minutes, or non-treated (0 minute) . The 
Bio-Plex phospho-IicBa assays were performed according to the 
manufacturer's instruction. Briefly, equal amount of cellular 
proteins were incubated overnight with the dyed beads 

10 conjugated with the IkBoc capture antibodies. After a series 

of washes to remove unbound protein, a biotinylated detection 
antibody specific for Phospho-lKBa (Ser32) was added to the 
reaction. Streptavidin-phycoerythrin (PE) was added to detect 
the formation of a sandwich of antibodies around the 

15 phosphoraylated IkBoc. The Luminex IS100 system was used to 
read each individual bead in the reaction mixture (Luminex, 
Austin) . 

Knock-down of MMP2 

In another experiment, the constitutively expressed 
20 matrix metalloproteinase MMP2 (gelatinase A) was targeted for 
knock-down with 2 different adenoviral constructs (Ad-siRNA- 
MMP2-1 (SEQ ID NO: 633 or Ad-siRNA-MMP2-3 SEQ ID NO: 635) in 
primary human synoviocytes. Supernatants of primary 
synoviocytes- were analysed 6 days after infection at MOI 7500 
25 with Ad-siRNA-MMP2-l and Ad- s iRNA-MMP 2 - 3 , and compared to Ad- 
siRNA- control, a virus containing a target sequence against 
" M6PR. Both constructs resulted in very efficient reduction 
(>95% knock-down) of MMP2 mRNA determined by real time PCR 
analysis (figure 7), as well as the MMP2 protein activity as 
30 determined by its gelatin-degrading activity using zymogram 
gels (figure 7) . Adenoviral overexpression of the MMP2 
protein (Ad-MMP2) demonstrates the identity of the band 
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visualised in this assay. Altogether, this clearly shows that 
adenoviral vectors can efficiently introduce and express 
siRNAs to levels that result in a specific functional knock- 
down of the targeted transcript and the encoded protein in 
5 primary human cells. 
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Table 1:Knock-down target sequences, 21 consecutive nucleotides. The target gene is given in 
column 1 and 2. Accession numbers starting with SKtare from the kinase database (Manning et 
al, 2002), ENS from ENSEMBL database and other from GenBank. 
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AF145710 
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ACCATTAACCCATCCAAACGC 


NM_015981 


CAMK2A 
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ACCAT TAACCCAT CCAAACGC 


SK057 


CaMK2a 
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ACCATTAACCCATCCAAACGC 


XM_042551 


CAMK2A 
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ACCATTAACCCATCCAAACGC 
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NMJ320126 


SPHK2 
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ACGCTTTGCCCTCACCCTTAC 


NM_020126 


SPHK2 
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ACTTCTGCATCTACACCTACC 


NM_030662 


MAP2K2 
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ACTTCGAAAGGATCTCAGAGC 


SK218 


MAP2K2 
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ACTTCGAAAGGATCTCAGAGC 


NM_002963 


S100A7 


25 


ACAGACTACCACAAGCAGAGC 


NM_012467 


TPSG1 


28 


ACTCATCCGACTACCAGGTGC 


NM_012467 


TPSG1 


29 


ACCCATCTGCGGATGGTACTC 


NM_1 45699 


APOBEC3A 


30 


ACCTGTGCTACGAAGTGGAGC 


NM_1 45699 


APOBEC3A 


31 


ACTAGATGAGCACAGCCAAGC 


NM_003955 


SOCS3 


32 


ACCTTTCTGATCCGCGACAGC 


NM_003955 


SOCS3 


33 


ACCCAGTCTGGGACCAAGAAC 


NM_003955 


SOCS3 


34 


ACGTGGCCACTCTTCAGCATC 


NM_003955 


SOCS3 


35 


ACTCCTATGAGAAAGTCACCC 


NM_002009 


FGF7 


36 


ACACAGTGGTACCTGAGGATC 


NM_002009 


FGF7 


37 


ACACTAAGTCTAGCACACAGC 


NM_002009 


FGF7 


38 


ACTAGAAAGAACTGCCCTTCC 


NM_004465 


FGF10 


39 


ACCAACTCTTCTTCCTCCTCC 


NM_001565 


SCYB10 


40 


ACCGTACGCTGTACCTGCATC 


NM_001565 


SCYB10 


41 


ACATGGAGTATATGTCAAGCC 


NM_001565 


SCYB10 


42 


ACTTCATGGACTTCCACTGCC 


NM_000584 


IL8 


43 


ACATACTCCAAACCTTTCCAC 


NM_000584 


IL8 


44 


ACTTCATGTATTGTGTGGGTC 


NM_001323 


CST6 


45 


ACATCATCAAGGCGCAGAGCC 


NM_001323 


CST6 


46 


ACTTTGAGGTCCTTGTGGTTC 


NM_001323 


CST6 
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ACTCCTCTCAGCTCCTAAAGC 


NM_000396 


CTSK 


48 


ACAAGGTGGATGAAATCTCTC 


NM_000396 


CTSK 


49 


ACAGGCAAGGCAGCTAAATGC 


NM_000396 


CTSK 
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ACAGGCAAGGCAGCTAAATGC 


NM_000396 


CTSK 


50 


ACTGTGGCCATCAGGACTTTC 


NM_000594 


TNF 


51 


ACCTCTCTCTAATCAGCCCTC 


NM_000594 


TNF 


52 


ACCTCATCTACTCCCAGGTCC 


NM_000594 


TNF 


53 


ACCAGACCAAGGTCAACCTCC 


NM_005409 


SCYB11 


54 


ACGCTGTCTTTGCATAGGCCC 


NM_005409 


SCYB11 
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ACAATCAGAATTCCACTGCCC 


NM_005409 


SCYB1 1 
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ACCTTAAGAAAGGCTGGTTAC 


NM_006664 


SCYA27 
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ACTGCCTGCTGTACTCAGCTC 


NM_006664 


SCYA27 
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ACCTCCAGGCTTTCGTGCTTC 


NM_015926 


ZSIG11 
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ACTGTGGCCTACAAGTTCCAC 


NM_015926 


ZSIG11 
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S.100A2 


61 


ACTGTCATGTGCAATGACTTC 


NM_003745 


SSI-1 
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NM_003745 


SSI-1 
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ACGCAGCATTAACTGGGATGC 


NM_003745 


SSI-1 
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ACTGTATCTGGAGCCAGGACC 


NM_003745 


SSI-1 
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ACCTGAACTCGCACCTCCTAC 


NM_004591 


SCYA20 


66 


ACACAGACCGTATTCTTCATC 


NM_004591 


SCYA20 


67 


ACATCATGGAGGGTTTAGTGC 
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NM_004591 


SCYA20 


68 


ACT TTCTTGCAAGCAACAAGC 


NM_005547 


IVL 


69 


ACCTGAAGCACCTAGAGCAGC 


NM_005547 


IVL 


70 


ACCTGGATCAGCAGGAGAAGC 


NM_024628 


SLC12A8 


71 


ACCTGCTCTTAGAGAAAGCTC 


NM_024628 


SLC12A8 


72 


ACCAAGGACATGGATCAGCTC 


NM_024628 


SLC12A8 


73 


ACCCAGGAGAATGCAGACTTC 


NM_024628 


SLC12A8 


74 


ACTAGATGCAGTGCTGGGACC 


AB083587 


AB083587 


75 


ACATGCCTGGCTGTGTACTAC 


AB083589 


AB083589 


76 


ACACCTCCATTCTGTGCGTTC 


XM_1 15681 


LOC200379 


76 


ACACCTCCATTCTGTGCGTTC 


AB083589 


AB083589 


77 


ACAGTGAGGTACTCATGATGC 


XM_1 15681 


LOC200379 


77 


ACAGTGAGGTACTCATGATGC 


AB083593 


AB083593 


78 


ACTGTCCTCAACGTCTATGCC 


XM_060898 


LOC128227 


78 


ACTGTCCTCAACGTCTATGCC 


AB083601 


AB083601 


79 


ACATTGCCAGGGCTGTGGAAC 


AB083601 


AB083601 


80 


ACACTGTTGTCCCTCCTCTCC 


AB083605 


AB083605 


81 


ACTGCTACTCTTCACTCAGGC 


ENSG00000175180 


ENSG00000175180 


81 


ACTGCTACTCTTCACTCAGGC 


AB083605 


AB083605 


82 


ACCTTAGGCTTCATCCTCTTC 


ENSG00000175180 


ENSG00000175180 


82 


ACCTTAGGCTTCATCCTCTTC 


AB083607 


AB083607 


83 


ACCTGCCTCTTGAGTGTCTTC 


AB083609 


AB083609 


83 


ACCTGCCTCTTGAGTGTCTTC 


AB083607 


AB083607 


84 


ACTGCTGCACTAATCATTGCC 


XM_064908 


LOC126022 


84 


ACTGCTGCACTAATCATTGCC 


AB083608 


AB083608 


85 


ACCTGTCTCTCATCCACATAC 


AB083610 


AB083610 


86 


ACAGCTGTGTATGTGATACAC 


ENSG000001 74930 


ENSG000001 74930 


86 


ACAGCTGTGTATGTGATACAC 


AB083610 


AB083610 


87 


ACTCAACTTACATCCATGCAC 


ENSG000001 74930 


ENSG000001 74930 


87 


ACTCAACTTACATCCATGCAC 


AB083614 


AB083614 


88 


ACAAGCGGCATGCTCATCAGC 


AB083614 


AB083614 


89 


ACCGCTAAACGAGACAGACAC 


AB083617 


AB083617 


90 


ACTGTCATCGATGACAGATCC 


XM_167214 


LOC222611 


90 


ACTGTCATCGATGACAGATCC 


AB083620 


AB083620 


91 


ACGTCTACTCTGGCTACCTGC 


ENSG000001 75514 


ENSG00000175514 


91 


ACGTCTACTCTGGCTACCTGC 


AB083620 


AB083620 


92 


ACTCCGACTACCTGATCCTAC 


ENSG000001 75514 


ENSG000001 75514 


92 


ACTCCGACTACCTGATCCTAC 


AB083620 


AB083620 


93 


ACAGCTCAGCCACAGCTGAAC 


ENSG00000175514 


ENSG00000175514 


93 


ACAGCTCAGCCACAGCTGAAC 


AF380189 


TA3 


94 


ACTTCAAACAACTGCACACAC 


AF380189 


TA3 


95 


ACAGTGAGGTCTGTGGAGAGC 


NM_000025 


ADRB3 


96 


ACCTTCCTCTTCTCGTGATGC 


XWM65515 


LOC220846 


96 


ACCTTCCTCTTCTCGTGATGC 


NM_000025 


ADRB3 


97 


ACTCTCTGCTGGTTGCCCTTC 


NM_000054 


AVPR2 


98 


ACCTATGTCACCTGGATTGCC 


NM_000054 


AVPR2 


99 


ACGCTAGTGATTGTGGTCGTC 
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NMJ)00115 


EDNRB 


100 


ACP.TTATGGCCCAAGGGTTPP 


NM_003991 


EDNRB 
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ACCTTATGGCCCAAGGGTTPP 


NM_000115 


EDNRB 


101 
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NMJ503991 


EDNRB 


101 


ACCCATCGAGATCAAftftAftAP 


NM_000273 


OA1 


102 


APTATftTPAPPATftTAPPTftP 


NMJD00529 


MC2R 


103 


ACCGCTACATCACCATPTTPP 


NM_000634 


IL8RA 


104 


ACTCTTTGCCCTGAPPTTftPP 


NM_001557 


IL8RB 


104 


ACTCTTTGCCCTGAPPTTftPP 


NM_000648 


CCR2 


105 


ACTTCAACAAACAPftPPTTPP 


NMJ)00677 


ADORA3 


106 


ACATGGTATACTTCAGPTTPP 


NM_000678 


ADRA1D 


107 


ACCATGGAGGTTCTGGGPTTP 


NM_000678 


ADRA1D 


108 


ACTTCAACAGCTGPftTftAAPP 


NM_000682 


ADRA2B 


109 


ACTGAACCCTGTTATPTAPAP 


NM_000682 


ADRA2B 


110 


ACCATPTTCAACPAftftAPTTP 

n^v^ni X x win vwAU on w X X w 


NMJJ00707 


AVPR1B 


111 


APATftftftPTTPAAPAftPPAPP 


NMJJ00752 


LTB4R 


112 


APTftPPPTftATftftTftPTPa ap 
X uUW'U x unx X x oriri^ 


NMJ300752 


LTB4R 


1 Iw 


APftA APA'PftAftPPTPTPPTTP 


NM_000797 


DRD4 


114 

1 1 "T 


^pftrrrnrrii APTppTTpn tp 


NM_000797 


DRD4 


1 15 


a pp a a r >r rr , r tr r r rr > a p ppp r pr' a pp 


NM_000797 


DRD4 


1 16 


APTftTPTTPAAPftPPftAftTTP 


NM_000865 


HTR1E 


117 


APftTPAftPAftATPTPTAftPAP 


NM_000871 


HTR6 


118 


APTftTA APAftPAPPATPa apr* 


NM_000913 


OPRL1 


119 


ACGTPAAPAftPTftPPTPAAPP 


NMJ305161 


AGTRL1 


119 


ACGTCAACAftPTftPPTP A APP 


NMJ)00916 


OXTR 


120 


ACPTPTTPPAPftAAPTPftTftP 


NM_000955 


PTGER1 


121 


ACPCTTftftftTftTAPATPPTAP 


NMJJ00956 


PTGER2 


122 


ACGATGCTPATGPTPTTPftPP 


NMJ500956 


PTGER2 


123 


ACCCTTGGGTPTTTftPPATPP 


NM_000957 


PTGER3 


124 


ACGTftftTftPTTPATPAftPAPP 
«v^V3 X ova X \3\*> X X V_»ri.X LnoLnLU 


NM_000960 


PTGIR 


125 


ACGTCGTCPAAAGPAftAAftPP 


NMJ)00960 


PTGIR 


126 


ACAGTPAGftTPTftPTPTftftTP 


NM_001051 


SSTR3 


127 


ACATCGTCAAPftTftftTftTftPP 


NM_001052 


SSTR4 


128 


ACAPTTTPPTGPTnnnPTTPP 
nuno xxx x x UuuLi X X OV„r 


NMJ)01053 


SSTR5 


129 


ACAACTTPPGPPAGAnPTTPP 


NM_001058 


TACR1 


130 


ACCACATCTGTGTGAPTGTftP 
nv/unvn x w x o x o x onv x o X VjL» 


NM_015727 


TACR1 


130 


ACCAPATPTGTGTGAPTGTftP 


NM_001058 


TACR1 


131 


APATPAAPPPAPATPTPTAPP 


NM_015727 


TACR1 


131 


ACATPAAPPPAGATPTPTAPP 


NM_001060 


TBXA2R 


132 


ACGGAGAAGGAGCTGPTPATP 


NMJ)00955 


PTGER1 


133 


ACCTGGAACCAGATCCTGGAP 


NMJJ01060 


TBXA2R 


133 


ACCTGGAACCAGATCCTGGAC 


NM_001462 


FPRL1 


134 


ACAGTCAGCACCATCTGTTAC 


NMJ301462 


FPRL1 


135 


ACTTCCGAGAGAGACTGATCC 


NM_001480 


GALR1 


136 


ACTTCTTCACCGTGTCCATGC 


NM_001504 


GPR9 


137 


ACT T CAGCCTGAAC T TCGACC 


NM_001505 


GPR30 


138 


ACGGGCCACATTGTCAACCTC 
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NM. 


.001506 


GPR32 


139 


ACGTGGTGCTGTTGGTCCATC 


NM. 


.001507 


GPR38 


140 


ACCAACTTGTACCTGGGCAGC 


NM.001507 


GPR38 


141 


ACTGCTGCTCGCAAGGAAGTC 


NM_001508 


GPR39 


. 142 


ACCGTGTTCCAGTCCAGCATC 


NM. 


.001526 


HCRTR2 


143 


ACTATGACGACGAGGAATTCC 


NM. 


.001784 


CD97 


144 


ACGCATGAAGCTGAATTGGGC 


NM. 


.078481 


CD97 


144 


ACGCATGAAGCTGAATTGGGC 


NM. 


.001841 


CNR2 


145 


ACAGCTGTTGCTGTGTTGTGC 


NM. 


.002029 


FPR1 


146 


ACAAGTGCCCTGGCCTTCTTC 


NM. 


.002036 


FY 


147 


ACTGGATTTCCTGGTGAGGTC 


NM. 


.002386 


MC1R 


148 


ACATCTCCATCTTCTACGCAC 


NM. 


.002548 


OR1D2 


149 


ACGGTGGTGGGAAATGTGCTC 


NM. 


.002548 


OR1D2 


150 


ACGCAGCTCTACTTCCTGGTC 


NM_002564 


P2RY2 


151 


ACCAACCTTTACTGCAGCATC 


NM. 


.002565 


P2RY4 


152 


ACCCTATGGCTCTTCATCTTC 


NM. 


.002566 


P2RY11 


153 


ACAGAGCGTATAGCCTGGTGC 


NM. 


.002921 


RGR 


154 


ACCCTGACCATCTTCTCTTTC 


NM. 


.002921 


RGR 


155 


ACGATCACTTCCTACAGTCTC 


NM. 


.003382 


VIPR2 


156 


ACCAGTCTCAGTACAAGAGGC 


NM. 


.003468 


FZD5 


157 


ACCTACCACAAGCAGGTGTCC 


NM. 


003505 


FZD1 


158 


ACCATCGTCATCGCCTGCTAC 


NM. 


.003507 


FZD7 


159 


ACGCTCTTTACCGTTCTCACC 


NM. 


.003508 


FZD9 


160 


ACGCTGGTCTTCCTACTGCTC 


NM. 


.003552 


OR1D4 


161 


ACGGTGCTGGGAAATGTGCTC 


NM. 


.014566 


OR1D5 


161 


ACGGTGCTGGGAAATGTGCTC 


XM. 


.064470 


LOC125182 


161 


ACGGTGCTGGGAAATGTGCTC 


NM. 


.003552 


OR1D4 


162 


ACAGCATTGATTGCCACTGGC 


NM. 


.003552 


OR1D4 


163 


ACACCTATGATGAACCCTTTC 


NM. 


.014566 


OR1D5 


163 


ACACCTATGATGAACCCTTTC 


NM. 


.003553 


OR1E1 


164 


ACTGGATTCCCATCTCCACAC 


NM. 


.003553 


OR1E1 


165 


ACCTTCCATGCCATGTTACAC 


NM. 


.003554 


OR1E2 


165 


ACCTTCCATGCCATGTTACAC 


NM. 


.003554 


OR1E2 


166 


ACTACACCGCCATCTGCTTCC 


NM. 


.003614 


GALR3 


167 


ACGGACCTGTTCATCCTCAAC 


NM. 


.003614 


GALR3 


168 


ACCATCTACACGCTGGATGCC 


NM. 


.003775 


EDG6 


169 


ACATCACGCTGAGTGACCTGC 


NM. 


.003857 


GALR2 


170 


ACCAACCTGTTCATCCTTAAC 


NM. 


.003950 


F2RL3 


.171 


ACCATGCTGCTGATGAACCTC 


NM. 


.003950 


F2RL3 


172 


ACATGTATGGCTCAGTGCTGC 


NM. 


.003967 


PNR 


173 


ACAGTACATACTCTGGGCATC 


NM. 


.003967 


PNR 


174 


ACACTGAGCCAGAAGGTCTTC 


NM. 


.003979 


RAI3 


175 


ACCATGAATAGGACCAACGTC 


NM. 


004122 


GHSR 


176 


ACCACCAACCTCTACCTGTCC 


NM. 


.004154 


P2RY6 


177 


ACCTGCTATATGCCTGCTCCC 


"NM. 


.004154 


P2RY6 


178 


ACTTCACCCAGAAGAAGTTCC 


NM 


004230 


EDG5 


179 


ACAAGAGCTGCCGCATGCTTC 
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NM 004230 


EDG5 


180 


a p rp t P a a t t ppp t pp t p a a p 

Abbb X bAAX X uLL 1 bb X bAAb 


NM 004248 


GPR10 


181 


a PP^2 T P T & T P T P T PPP T PT T P 


NM 004720 


EDG4 


189 


ZV P P a P P PP a T P T 2\ r^T R P» P* T P* P 1 
Abbnbbbbnl b I rib 1 Abb 1 bb 


NM 004778 


GPR44 


18^ 


ZV P 21 2V T (2 T f2 P* TCP T PP T PI 2\ 2V P" P* 
AbJrxrlX w J. V3b X X bb X briribb 


NM 004778 


GPR44 


184 


ZVPPIiPPP'PCCPPTTPT'PPJiTIP 
Abb/iubu X bbbb X 1 b X X bi-Lf-ib 


NM 004885 


NPGPR 


I Ov> 


TV P2V P2Z1 ZiPPTPJTTPPTPPIi P 71 P 
HbAbivlbblbl X iab I bbrlb/ib 


NM 004885 


NPGPR 


I Ou 


aPTaPTfiTPTTPIiPPaPPPTP 
AbX/iblAlbi IbHbbAbbblb 


NM_053036 


GPR74 


186 

1 ou 


ZiPTaPTaTPTTPTlPPZlCPPTP 
rib X X rll b X X bnbbAbbb X b 


NM 005161 


AGTRL1 


187 


ZV PP 21 PT Zi, 2\ PCTCP Zi PJT/ZPT a P 
nbbnb X nribb X bUnb X ob X Ab 


NMJ505161 


AGTRL1 


188 


zvppzx TPZiTP:PTP-iZiPP , T , p^ r r r P a p 

ribbni brlX Ob X bribb lbll nb 


NM 005226 


EDG3 


18Q 


Z\ PPfZ'PPiPTPTTPT'PfZCTP ZVTP 
ribbb X bb X b X X b X X bb X brl X b 


NM_005281 


GPR3 


190 


ZVPPinAPPTATnTP^ATPIPTPiPiP 
rtv\j\jfi^>U X AX v3 X on.1 bb X bbb 


NM_005281 


GPR3 


191 


APAPPTZVTPTTAPPTTP^PTPP 
raVxrt.V.'V^ X AX v-» X inbbi X bb X bl~ 


NMJD05282 


GPR4 


192 


APPAP4P4TP4PAP4PTP4AZ\P4ATnP 


NM_005283 


CCXCR1 


193 


APPATPATP4APPATPPAPPP4P 


NM_005285 


GPR7 


194 


APPATPTP-JTP4TPPTPTATAPP 
nuuni ^luibl v^bo X bl/lXnbb 


NM_005285 


GPR7 


195 


ACCTTPPTR^TP4fiTP4P4PAATP 


NM 005291 


GPR17 

V* * 1 1X1/ 


1Q6 


APPTPIPTAPPTCPTP-ATPATP 
rlbbX bb X Abb X bbX briX brlX b 


NM_005291 


GPR17 


1Q7 


APTCTTTAP-fZAPTPAPPAPaP 

Ab X b X X X AbbAb X bAbbAbAb 


NM_005293 


GPR20 


1Q8 


APAPPPTPAPTPaTPTaPaPP 
AbAbbb X bAb X bAX b X rib/ibb 


NM 005293 


GPR20 




APPPTPPTPATPATPTfTTPTP 
Abbb X bb X b A X bAX b X X X b X b 


NM 005294 


GPR21 


?oo 


A PTPTPP APPTTTPTTPA a PP 
Ab X b X bbAbb X X X b X X bAAbb 


NM 005294 


GPR21 


901 


AP A r PPT , T , PPPPA r PP , w , p , p , a a r 1 
AbAX b X X bbbb ax b 1 bbbAAb 


NMJ505298 


GPR25 


909 


A P A CZ T T P P P T P T 1 T P P P T* T P P 1 P 1 
AbAb X X bbb X b X X bbb X 1 bbb 


NM 005299 


GPR31 


90*3 


APPPTPTPT APPTPPTPa aPP 
Abbb X bX bX Abbl bb X bAAbb 


NM_005299 


GPR31 




A pp a pptppp a p a pt t 1 t p* Tf 1 a p* 

Abb Abb X bbb AbAb X X X b X Ab 


NM 005299 


GPR31 




APPTPPAPAPTPTPPTP'a RPP 
Abb 1 bbAbAb X b I bb X bAAbb 


NM_005303 


GPR40 


tUD 


7\ ccvdr^rpc p tp a p a ptp* tp t p 

Abb X bb X bb 1 bAbAb 1 b X b X b 


NM 005304 

■ »lf 1 www w~ 


GPR41 


907 

^W i 


app APpaTPTaTPTPappppp 

AbbAbbAX bX AX b X bAb bbbb 


NM_005305 


GPR42 


907 


APP APPaTPT ATPTPaPPPPP 
AbbAbbA X b X AX b X b Abb bbb 


NM_005306 


GPR43 


908 


flPPTCPTZiPrZZiPZiZlPT'PPaPP 
Abb X bb X AbbAbAAb X X bAbb 


NMJ305683 


GPR55 


209 


APPPP A APPATPPPT ATPT AP 
AV^OVJbAAbb AX bbb X A X b X Ab 


NMJ)05684 


GPR52 


210 


APTPTPTPAPTTPTPPAPTAP 

AV-» lulUl bAb X X b X bb Ab X Ab 


NMJJ05684 


GPR52 


211 


APTPTP/PPPTTPTT A APA APP 
A^ X \* X b X bb X X b X X AA bAAbb 


NMJ305767 


P2Y5 


212 


APTTPPPA ATPTPAPAPTTPP 
«b X X OObAAX b X bAbAb X X bb 


NM_005767 


P2Y5 


213 


ACTTCAPAAPAPP.PAATTPPP 


NM_005913 


MC5R 


214 


APPTAPPTPATPPTPTPPPTP 
x nwu x \^AX \*\s> lul bbb X b 


NM_005959 


MTNR1B 


215 


APTPfPPATPPPPATTAAPPPP 


NMJ305959 


MTNR1B 


216 


ACGPPAPTPPATTPAAPATPP 

nuvjvjuri^ X O^il X X OAAbA X bb 


NM_006018 


HM74 


217 


TV ppm CZflC A PT A PPTP A P TT TP 
*ibb x bbbAb X Abb X bAb 111b 


NM_006018 


HM74 


218 


ACTTTCTACTGATCATCTGCC 


XMJ590326 


LOC1 60484 


218 


ACTTTCTACTGATCATCTGCC 


NM_006018 


HM74 


219 


ACTGTTGGCCTAACAGTCCAC 


NMJ)06056 


GPR66 


220 


ACGCTACTGTTTGAGATGGTC 


NM_006174 


NPY5R 


221 


ACGGTAAACTTCCTCATAGGC 


NM_006583 


RRH 


222 


ACTTCGGACACCCACAAATGC 
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NM. 


.007197 


FZD10 


223 


ACCGTGCTCACCTTCCTCATC 


NM. 


.007197 


FZD10 


224 


ACCTCCAAGACTCTGCAGTCC 


NM. 


.007264 


ADMR 


225 


ACCTGGGCATTGTCCTGTCTC 


NM. 


.012152 


EDG7 


226 


ACAGTCCTCAGCAGGAGTGAC 


NM. 


.012344 


NTSR2 


227 


ACCGCGCTCCAAGTCTTTATC 


NM. 


.014373 


GPCR150 


228 


ACCACATCTGCCTATTTACTC 


NM. 


014449 


GRCA 


229 


ACTTCCTTTGGGACTAAGCGC 


NM. 


.019858 


GRCA 


229 


ACTTCCTTTGGGACTAAGCGC 


NM. 


.014499 


P2Y10 


230 


ACAGTGCAGCCTTGTGGGTTC 


NM. 


.014626 


GPR58 


231 


ACTTCTATGTTGGTCGGTCCC 


NM. 


.014626 


GPR58 


232 


ACCTTGTTTATGGCAGGTTTC 


NM. 


.014627 


GPR57 


233 


ACTGGAGCCATGATTATCCAC 


NM. 


.014627 


GPR57 


234 


ACTTCAACTCTACTTGCAACC 


NM. 


.016235 


GPRC5B 


235 


ACACTGCTCCTGATGCTCATC 


NM_0 16235 


GPRC5B 


236 


ACCTCTTCGGCAATGTCAAGC 


NM. 


.016557 


CCRL1 


237 


ACTCCTTCTATTCACTCTGCC 


NM. 


.000795 


DRD2 


238 


ACACTGTGACTGCAACATCCC 


NM. 


.016574 


DRD2 


238 


ACACTGTGACTGCAACATCCC 


NM. 


.017986 


FLJ 10060 


239 


ACCTGCCACCTCCTTTCTTAC 


NM. 


.017986 


FLJ 10060 


240 


ACCTGATGGCACTGGCAATCC 


NM. 


.018485 


GPR77 


241 


ACAGCTGCCTCAATCCCATGC 


NM. 


.018654 


GPRC5D 


242 


ACTGCAGCCAGTGGAATGTCC 


NM. 


.018949 


GPR14 


243 


ACGCTGCTCACCAGGAACTAC 


NM_018970 


GPR85 


244 


ACCGCTTCTATACAAAGAGGC 


NM. 


.014430 


CIDEB 


245 


ACCGCTTTCGTGCTTCCTTTC 


NM. 


.019839 


BLTR2 


245 


ACCGCTTTCGTGCTTCCTTTC 


NM. 


.019839 


BLTR2 


246 


ACTACGGCCTTGGCCTTGTTC 


NM. 


.020400 


GPR92 


247 


ACTCTCTGTCTTCCTTCACAC 


NM_020400 


GPR92 


248 


ACAAAGTGTGGAAGCCAGGGC 


NM. 


.020633 


V1RL1 


249 


ACTGGACACAAGCTGAGACCC 


NM. 


.020633 


V1RL1 


250 


ACAAGAGTTTCCCTCAGCACC 


NM_020633 


V1RL1 


251 


ACTGTAGTTGCAAACCCAGGC 


NM. 


.020960 


GPR107 


252 


ACCAAGAAGGCCTTTACAGTC 


NM. 


.021624 


HRH4 


253 


ACCATCACAACACAGTCGGTC 


NM. 


.022049 


GPR88 


254 


ACGTGGAGGAACGAGGAGTTC 


NM_022571 


HUMNPIIY20 


255 


ACCACATCTGCAAGACGGTGC 


NM. 


.022788 


P2RY12 


256 


ACTTATCACAAATGGCCTGGC 


NM. 


.023915 


GPR87 


257 


ACACAATTGTCTTGCCGGTGC 


NM. 


.023915 


GPR87 


258 


ACATCCACAAATCCAGCAGGC 


NM. 


.023915 


GPR87 


259 


ACCTGCTTTCTACCATATCAC 


NM. 


.030760 


EDG8 


260 


ACGCTTGCTCCACTGTCTTGC 


NM. 


.030760 


EDG8 


261 


ACAGAGATGGTGATGGTGGTC 


NM. 


.031866 


FZD8 


262 


ACCGTGGTCTTCTTGCTGGTC 


NM. 


.031936 


GPR61 


263 


ACCCTTTCTTCTATGGATGTC 


NM. 


.031940 


BLP1 


264 


ACCATGGCAGAAGTAGAATCC 


NM 


031940 


BLP1 


265 


ACGTGGAACACACTTCAGTCC 
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AF280400 
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D13538 


HUMA2CIIA 


293 


J03853 - 


HUMADRA2C 


293 


NM 000683 


ADRA2C 


293 



ACGTGGAACACACTTCAGTCC 
ACTG T ACAAACTACAC AGCTC 
ACCGTGACCAACTTCTACATC 
ACCAACTTCTACATCGCCAAC 
ACTGTCTGCTCCATCTCCAAC 
ACTGTCTGCTCCATCTCCAAC 
ACTGTCTGCTCCATCTCCAAC 
ACGTACAGCGGTGCTGTGTTC 
ACGTACAGCGGTGCTGTGTTC 
ACGTACAGCGGTGCTGTGTTC 
ACTGTGATGACCTGTGCCTAC 
ACCAGGCTGTACCTGACCATC 
ACAGTGAAGGATGCTTCCGTC 
ACAGGAAACGCGGTTGTGCTC 
ACTTCCTCTTCCTTAGCGGCC 
ACAGTGCTGGTCTTCCTCCTC 
ACAGTGCTGGTCTTCCTCCTC 
ACGTGCATCATTTCCCTTGTC 
ACGTCAGATTTCATCCCAGTC 
ACATCTTTGGCTATGTTCGCC 
ACATCTTTGGCTATGTTCGCC 
ACTTCTAGACGTGTGCTGTCC 
ACTTCTAGACGTGTGCTGTCC 
ACCTTCCTCATCTGCTTTGCC 
ACCCGTTCACGTACTCTCTGC 
ACACAGAGAATGATTCCTGCC 
ACATCTTCCTGCTCCTCTGCC 
ACCTGCCTGCACAACTACTTC 
ACACAGTCACCATGGAGATGC 
ACAGGAAACGCAGTTGTGCTC 
ACTTTGCAGGCCTGAGCTTTC 
ACAGTACTGGTCTTCCTCCTC 
ACTTCATAACCTGAGCTCTCC 
ACTTCCTCCTGATCAGCAACC 
ACTTCCTCCTGATCAGCAACC 
ACAGAACCTCTTCCTGGTGTC 
ACAGAACCTCTTCCTGGTGTC 
ACAGAACCTCTTCCTGGTGTC 
ACAGAACCTCTTCCTGGTGTC 
ACAGAACCTCTTCCTGGTGTC 
ACAGAACCTCTTCCTGGTGTC 
ACAACCT GAAGCGCAC ACC AC 
ACAACCTGAAGCGCACACCAC 
ACAACCTGAAGCGCACACCAC 
ACAACCTGAAGCGCACACCAC 
ACAACCTGAAGCGCACACCAC 
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U72648 


HSU72648 


293 


XM_044591 


GPR108 


294 


XM_061555 


LOC1 19586 


295 


XM_066605 


LOC1 39271 


296 


XM_066605 


LOC1 39271 


297 


XM_066605 


LOC1 39271 


298 


XM_089954 


LOC1 59954 


299 


XM_089954 


LOC1 59954 


300 


XM_115412 


LOC204496 


301 


XM_1 15412 


LOC204496 


302 


XM_115412 


LOC204496 


303 


XM_1 15784 


LOC205316 


304 


XM_1 72703 


LOC256774 


305 


AB012305 


AB012305 


306 


NM_001798 


CDK2 


306 


NM_052827 


CDK2 


306 


BC005169 


BC005169 


307 


BC007835 


BC007835 


307 


BC008344 


BC008344 


307 


SK492 


SgK495 


307 


XM_029031 


MGC4796 


307 


BC005169 


BC005169 


308 


BC007835 


BC007835 


308 


BC008344 


BC008344 


308 


SK492 


SgK495 


308 


XM_029031 


MGC4796 


308 


NM_001394 


DUSP4 


309 


NM_057158 


DUSP4 


309 


NM_001394 


DUSP4 


310 


NM_057158 


DUSP4 


310 


NG_000874 


NG_000874 


311 


NM_002138 


HNRPD 


311 


NM_031369 


HNRPD 


311 


NM_031370 


HNRPD 


311 


NM_002138 


HNRPD 


312 


NM_031369 


HNRPD 


312 


NM_031370 


HNRPD 


312 


NM_003690 


PRKRA 


313 


NM_003690 


PRKRA 


314 


NM_004853 


STX8 


315 


NM_005394 


PMS2L8 


316 


NM_005394 


PMS2L8 


317 


NM_005399 


PRKAB2 


318 


NM_005399 


PRKAB2 


319 


-NM_006176 


NRGN 


320 


NM 006176 


NRGN 


321 



ACAACCTGAAGCGCACACCAC 
ACCAAGAGCATCTCTCTCCTC 
ACTC T CACAGCCAGAACAT TC 
ACCTGGCCAACACATCAGGTC 
ACCCAGTTTCCCGTATACTTC 
ACACAATCAGCTGGCTCCCTC 
ACTTCATCCTTTCCAACCTGC 
ACCCAGTCATTGTGAATCCTC 
ACTCTGCAAAGTCTGGGAAAC 
ACCCAACTCTTTGGTCATTCC 
AC AT T C AT AGGACCCACT GGC 
ACTGTGATGGCCTATGACAGC 
ACCATGATTCCATATCCAGTC 
ACCTTAAACCTCAGAATCTGC 
ACCTTAAACCTCAGAATCTGC 
ACCTTAAACCTCAGAATCTGC 
ACCATGCTGTATGGCCAGTTC 
ACCATGCTGTATGGCCAGTTC 
ACCATGCTGTATGGCCAGTTC 
ACCATGCTGTATGGCCAGTTC 
ACCATGCTGTATGGCCAGTTC 
ACGAGTTTGAGAACTACATGC 
ACGAGTTTGAGAACTACATGC 
ACGAGTTTGAGAACTACATGC 
ACGAGTTTGAGAACTACATGC 
ACGAGTTTGAGAACTACATGC 
ACGGCTCTGTTGAATGTCTCC 
ACGGCTCTGTTGAATGTCTCC 
ACCTCGCAGTTCGTCTTCAGC 
ACCTCGCAGTTCGTCTTCAGC 
ACAACAAGACCAATAAGAGGC 
ACAACAAGACCAATAAGAGGC 
ACAACAAGACCAATAAGAGGC 
ACAACAAGACCAATAAGAGGC 
ACCAATAAGAGGCGTGGGTTC 
ACCAATAAGAGGCGTGGGTTC 
ACCAATAAGAGGCGTGGGTTC 
ACACCGATTCAGGTATTACAC 
AC T T TCACC TT CAGAG T AACC 
ACAGGATGCAGGCCTTGATGC 
ACACCAAGGCTCGGAATCCAC 
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ACTCTACTATAAGGGCACGCC 


NM. 


.004055 


CAPN5 


538 


ACGATGAGACTAAGAGGAACC 


NM. 


.004055 


CAPN5 


539 


ACACCTTCTTCCAGAACCCAC 


NM. 


.004121 


GGTLA1 


540 


ACAGGGAAGGTGGAGGTCATC 


NM. 


.004121 


GGTLA1 


541 


ACCACCACCTTGTAGAGACGC 


NM. 


.004121 


GGTLA1 


542 


ACCAGCACCATCAACACACCC 


NM. 


.004131 


GZMB 


543 


ACAAGACGACTTCGTGCTGAC 


NM. 


.004131 


GZMB 


544 


ACGCCAT TAT TACGACAGT AC 


NM. 


.004131 


GZMB 


545 


ACGAAACAATGGCATGCCTCC 


NM. 


.004969 


IDE 


546 


ACCCTTTCCAAGAAGAACATC 


NM. 


.004969 


IDE 


547 


ACACCCT CAT T GAAC AT GC T C 


NM. 


.004969 


IDE 


548 


ACATGACAGAAGAGGCCTTCC 


NM. 


.005317 


GZMM 


549 


ACCTTCCACATCAAGGCAGCC 


NM. 


.005317 


GZMM 


550 


ACATCAAGGCAGCCATCCAGC 


NM. 


.005317 


GZMM 


551 


ACCCGCATGTGTAACAACAGC 


NM. 


.003793 


CTSF 


552 


ACTTTCAGCTCAGTCATTTCC 


NM. 


.003793 


CTSF 


553 


ACAGCTC AG TATGG AGT GAC C 


NM. 


.003793 


CTSF 


554 


ACAGCTACCAGGGTCACATGC 


NM. 


.005800 


D13S106E 


555 


ACTGTGCTCGAAGGAGGAATC 


NM. 


.005800 


D13S106E 


556 


ACTAATGACCAACACGCTCTC 


NM. 


.005800 


D13S106E 


557 


ACTTGGTGGAAGGTCAGATTC 


NM. 


.005630 


SLC21A2 


558 


ACAGCTGCAGTTAACTTGGTC 


NM. 


.005630 


SLC21A2 


559 


ACCACCATCATCACCATCTCC 


NM~ 


.005630 


SLC21A2 


560 


ACTATGACAACGATGCTCTCC 


NM_ 


005925 


MEP1B 


561 


ACATCAGACTTGATAGGGCAC 


NM. 


.005925 


MEP1B 


562 


ACTTTGAGGATGTGATCGGCC 


NM_ 


005925 


MEP1B 


563 


ACAGACCCATTTATGACCACC 


NM_ 


.006191 


PA2G4 


564 


ACATCGCCAACAGGGTACTTC 


NM. 


.006191 


PA2G4 


565 


ACTTCGGTCCTTGGTGGAAGC 


NM. 


.006191 


PA2G4 


566 


ACTGTGTATGTCACTTCTCCC 


XM_ 


.167030 


LOC222530 


566 


ACTGTGTATGTCACTTCTCCC 


NM_ 


,006290 


TNFAIP3 


567 


ACGAACGGTGACGGCAATTGC 


NM. 


006290 


TNFAIP3 


568 


ACCAGCGTTCCAAGTCAGATC 


NM. 


006290 


TNFAIP3 


569 


ACAGCGTCCAGGTTCCAGAAC 


NM_ 


006447 


USP16 


570 


ACGCCAAGATCTGAACCTCAC 


NM. 


006447 


USP16 


571 


ACGGAGACAGTGTAATGGACC 
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NM_006447 


USP16 


572 


ACACACATGTGCAAGCTGTGC 


NM_006528 


TFPI2 


573 


ACAGGAAAT AACGCGGAGAT C 


NM_006528 


TFPI2 


574 


ACTACTACGACAGGTACACGC 


NM_006528 


TFPI2 


575 


ACTGGCTGTGGAGGGAATGAC 


AF073344 


AF073344 


576 


ACTGCCATTTGTGCCACAGGC 


NM_006537 


USP3 


576 


ACTGCCATTTGTGCCACAGGC 


AF073344 


AF073344 


577 


ACAGCAGGAAGGCGGACATAC 


NM_006537 


USP3 


577 


ACAGCAGGAAGGCGGACATAC 


AF073344 


AF073344 


578 


ACACCAGGCCAAAGCTGGATC 


NM_006537 


USP3 


578 


ACACCAGGCCAAAGCTGGATC 


NM_006785 


MALT1 


579 


ACTGAAGTTCTTCAGCTTCTC 


NM_006785 


MALT1 


580 


ACCAAGGAACCTACTGGTGTC 


NM_006785 


MALT1 


581 


ACCCATTCCATGGTGTTTACC 


NM_007215 


POLG2 


582 


ACAAAGAGCTGAGTAAGGAAC 


NM_007215 


POLG2 


583 


ACTTCAGCAGCAGTGACTGTC 


NM_007215 


POLG2 


584 


ACATCTGAGAAGCAGAGACAC 


NM_013270 


TSP50 


585 


ACCACCATGGAGACCCAATTC 


NM_013270 


TSP50 


586 


ACGGACTATGTGTTGAAGGAC 


NMJ313270 


TSP50 


587 


ACCCATCTACCTACAGGTCTC 


NM_013272 


SLC21A11 


588 


ACCTGGAGCAGCAGTTTAACC 


NM_013272 


SLC21A11 


589 


ACTGTTCCCTATGGAAACAGC 


NM_013272 


SLC21A11 


590 


ACAATGTGGTCTACCGATACC 


NM_016006 


LOC51099 


591 


ACCCAGGTTTGACAGTGATGC 


NM_016006 


LOC51099 


592 


ACCCATCAAGGGTTAATCATC 


NM_016006 


LOC51099 


593 


ACCACTGTAATGTGCAGACTC 


NM_001700 


AZU1 


594 


ACGACCTGATGCTGCTTCAGC 


NM_005099 


ADAMTS4 


595 


ACTAGAGCTGGAGCAGGACTC 


NM_005099 


ADAMTS4 


596 


ACTGACTTCCTGGACAATGGC 


NM_005099 


ADAMTS4 


597 


ACACGCCTCCGATACAGCTTC 


NM_022098 


LOC63929 


598 


ACCTATGTGGATTCCAAGAGC 


NM_022098 


LOC63929 


599 


ACAAGCTTGGAGAACATCTAC 


NM_022098 


LOC63929 


600 


ACTCAGGACTCACCTCTCATC 


NM_004555 


NFATC3 


601 


ACAGTATGGACTTGGACACTC 


NM_004555 


NFATC3 


602 


ACATCTCTTAGCCCATACACC 


NM_004555 


NFATC3 


603 


ACT CAAG C ACAAAG TACGGGC 


NM_000027 


AGA 


604 


ACCACACTAGATGCCATGATC 


NM_000027 


AGA 


605 


ACTTATCTACCAGTGCTTCTC 


NM_000027 


AGA 


606 


ACATGGCCGTGTAGGAGACTC 


NM_004505 


USP6 


607 


ACTCTCCGGAACCATGTCTTC 


- X63546 


HSTRE210 


607 


ACTCTCCGGAACCATGTCTTC 


X63547 


HSTRE213 


607 


ACTCTCCGGAACCATGTCTTC 


XM_1 65948 


USP6 


607 


ACTCTCCGGAACCATGTCTTC 


NM_004505 


USP6 


608 


ACGATGACACCGTGCTCAAGC 


X63546 


HSTRE210 


608 


ACGATGACACCGTGCTCAAGC 


X63547 


HSTRE213 


608 


ACGATGACACCGTGCTCAAGC 


XM_1 65948 


USP6 


608 


ACGATGACACCGTGCTCAAGC 
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NM 000447 


PSEN2 


609 


ACCCTCATCATGATCAGCGTC 


NM_ 


012486 


PSEN2 


609 


ACCCTCATCATGATCAGCGTC 


NM_ 


000447 


PSEN2 


610 


ACCTACAATGTGGCCATGGAC 


NM_ 


012486 


PSEN2 


610 


ACCTACAATGTGGCCATGGAC 


NM_ 


000447 


PSEN2 


611 


ACTTCATCTTCTACAGTGTGC 


NM_ 


012486 


PSEN2 


611 


ACTTCATCTTCTACAGTGTGC 


NM 


000665 


ACHE 


612 


ACTGTGCTGGTGTCCATGAAC 


NM 015831 


ACHE 


612 


ACTGTGCTGGTGTCCATGAAC 


NM_ 


001199 


BMP1 


613 


ACAGCTCGTAAGTCCTCCATC 


NM_ 


006128 


BMP1 


613 


ACAGCTCGTAAGTCCTCCATC 


NM_ 


006129 


BMP1 


613 


ACAGCTCGTAAGTCCTCCATC 


NM_ 


.006130 


BMP1 


613 


ACAGCTCGTAAGTCCTCCATC 


NM_ 


.006131 


BMP1 


613 


ACAGCTCGTAAGTCCTCCATC 


NM. 


006132 


BMP1 


613 


ACAGCTCGTAAGTCCTCCATC 


NM. 


001199 


BMP1 


614 


ACAGCTGTGCCTACGACTATC 


NM. 


.006128 


BMP1 


614 


ACAGCTGTGCCTACGACTATC 


NM 


006129 


BMP1 


614 


ACAGCTGTGCCTACGACTATC 


NM 006130 


BMP1 


614 


ACAGCTGTGCCTACGACTATC 


NM. 


.006131 


BMP1 


614 


ACAGCTGTGCCTACGACTATC 


NM. 


.006132 


BMP1 


614 


ACAGCTGTGCCTACGACTATC 


NM. 


.001199 


BMP1 


615 


ACAAGAACTGCATCTGGCAGC 


NM. 


.006128 


BMP1 


615 


ACAAGAACTGCATCTGGCAGC 


NM 


006129 


BMP1 


615 


ACAAGAACTGCATCTGGCAGC 


NM 006130 


BMP1 


615 


ACAAGAACTGCATCTGGCAGC 


NM. 


.006131 


BMP1 


615 


ACAAGAACTGCATCTGGCAGC 


NM. 


.006132 


BMP1 


615 


ACAAGAACTGCATCTGGCAGC 


NM. 


.002390 


ADAM 11 


616 


ACTCAAACTTCACCCTGGACC 


NM. 


.002390 


ADAM 11 


617 


ACCAGCAACTTTGCCAAGTCC 


NM. 


.021612 


ADAM 11 


617 


ACCAGCAACTTTGCCAAGTCC 


NM. 


002390 


ADAM 11 


618 


ACGAGTACAACCAGTTTCTGC 


NM. 


.021612 


ADAM11 


618 


ACGAGTACAACCAGTTTCTGC 


NM. 


.002390 


ADAM1 1 


619 


ACCAACATCATCATTGGCTCC 


NM. 


.021612 


ADAM 11 


619 


ACCAACATCATCATTGGCTCC 


NM. 


.006350 


FST 


620 


ACCGAGGAGGACGTGAATGAC 


NM. 


.013409 


FST 


620 


ACCGAGGAGGACGTGAATGAC 


NM. 


.006350 


FST 


621 


ACCGCAATGAATGTGCACTCC 


NM. 


.013409 


FST 


621 


ACCGCAATGAATGTGCACTCC 


NM. 


.006350 


FST 


622 


ACCTGAGAAAGGCTACCTGCC 


NM. 


.013409 


FST 


622 


ACCTGAGAAAGGCTACCTGCC 


NM. 


.014244 


ADAMTS2 


623 


ACAATGTCACGGTCTTTGGCC 


NM. 


.021599 


ADAMTS2 


623 


ACAATGTCACGGTCTTTGGCC 


NM. 


.014244 


ADAMTS2 


624 


ACCTGCACTCCTATGACTGCC 


NM. 


.021599 


ADAMTS2 


624 


ACCTGCACTCCTATGACTGCC 


NM. 


.003183 


ADAM 17 


625 


ACCAGAGAATGGACACCATCC 


NM. 


.021832 


ADAM 17 


625 


ACCAGAGAATGGACACCATCC 


NM- 


022790 


MMP19 


626 


ACATGGGACTTCAGCATGAGC 
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NM. 


.022791 


MMP19 


626 


ACATGGGACTTCAGCATGAGC 


NM. 


_022792 


MMP19 


626 


ACATGGGACTTCAGCATGAGC 


NM. 


_002426 


MMP12 


627 


ACTGCTGTTCACGAGATTGGC 


NM. 


.005940 


MMP11 


628 


ACCTCACCTACAGGATPPTTP 


NM_005940 


MMP11 


629 


ACCCTGTGAAGGTRAAGGPTP 


NM. 


.004142 


MMPL1 


630 


ACATCCTCATPRAPTTTRfrr 


NM. 


.022468 


MMP25 

■ ¥■1 V 1 1 


630 




NM. 


.022718 


MMP25 


630 


ACATCCTCATPGAPTTTGPPP 


NM. 


.004142 


MMPL1 


631 


ACCCTAGPPPATRPPTTPTTP 


NM. 


.022468 


MMP25 


631 


ACCCTAGCCCATGPPTTPTTP 


NM. 


.022718 


MMP25 


631 


ACCCTAGCPPATGPPTTPTTP 


NM. 


.005941 


MMP16 

1 VI IVI 1 I \s 


632 


ACAGCCAGCAPTGTGAAAGPP 


NM. 


.004530 


MMP2 


633 


ACAACTTCTTPPPTPGPAAGP 


NM. 


.004530 


MMP2 


634 


APPAAGRGTAPAGPPTGTTPP 


NM. 


.004530 


MMP2 

IVIIVII £. 




APAPPTAPAPPAAGAAPTTPP 


NM_002423 


MMP7 


636 


ACTGGAATGTT A A APTPPPGP 


NM. 


.002423 


MMP7 


637 


ACTRPTfiAPATPAT^ATTr3f3P 


NM. 


.002423 


MMP7 


638 

Www 


ACTCCTAPPPATTTGATGGGP 


NM. 


.004994 


MMP9 

IVI IVI 1 w 


639 


APAAPATPAPPTATTfifiATPP 


NM. 


.004994 


MMP9 

IVIIVII 9 


640 


APRRPAATHPTRATfiRRAAAP 


NM. 


.004994 


MMP9 

IVIIVII 9 


641 


APTTTPPTCCf^TAAriCaCTAP 


NM. 


.006690 


MMP24 

IVIIVII fc*T 


642 


APTf^APPTTTna AGAGCPGPP 


NM. 


.006690 


MMP24 


643 




NM. 


.006690 


• VI IVI 1 tL.'-f 


644 


APPTAPTATAAnr^nPPACTP 


NM. 


.021801 


MMP26 

1 VII VI i £J\J 


64*5 


APAPARPTPPTftir'aaPADTTP 


NM. 


.021801 


MMP26 

IVI 1 VI \ C~\J 


646 


APATRATATfiAAGPPATPPRP 


NM. 


.021801 


MMP26 


647 


APAPTfinTPARPTTPARAPAP 


NM. 


.021251 


CAPN10 


648 


ACCTAPAAGGTTGTGPPPTPP 
x nunnvsw x x \j x w w w w X wW 


NM. 


.023083 


CAPN10 

M 1^1 w 


648 


ACCTACAAGGTTGTGPPPTPP 


NM. 


.023084 


CAPN10 


648 


ACCTACAAGGTTGTGCCCTCC 


NM. 


.023085 


CAPN10 


648 


ACCTACAAGGTTGTGCCCTCP 


NM. 


.023086 


CAPN10 


648 


ACCTACAAGGTTGTGPPPTPP 


NM_023087 


CAPN10 


648 


ACCTACAAGGTTGTGPPPTPP 


NM_ 


.023088 


CAPN10 


648 


ACCTACAAGGTTGTGCCPTPP 


NM. 


.021251 


CAPN10 


649 


ACPATPGPAAPPAGGATTGAP 


NM_ 


.023083 


CAPN10 

V^/ »l 1 1 1 w 


649 


ACCATPGCAACPAGGATTGAP 


NM_ 


023084 


CAPN10 

\l 111 1 \J 


649 


APPATPGPAAPPAGGATTCAP 


NM_ 


023085 


CAPN10 


649 


APPATPGPAAPPAGGATTGAP 


NM_ 


.023086 


CAPN10 

%l IVI w- 


649 


APPATPGPAAPPAGGATTGAP 


NM_ 


023087 


CAPN10 


649 


APPATPfiPAAPPACfiATT^AP 
nU^nl UbwnnULnbbAl X vjiriO 


NM_ 


023088 


CAPN10 


649 


ACCATCGCAACCAGGATTGAC 


NM_ 


023089 


CAPN10 


650 


ACT TCACCAGATTCAGCCACC 


NM_ 


023089 


CAPN10 


651 


ACC TGAAACTC T ACCAAC AGC 


NM_ 


.003474 


ADAM 12 


652 


ACAATCCCAGGAGATTGCTGC 


NM_ 


021102 


SPINT2 


653 


ACTTCATCTATGGAGGCTGCC 


NM_ 


017493 


HSHIN1 


654 


ACAGCAGTCTGCTGAAGTTTC 
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NM_000091 


COL4A3 


655 


ACCAGGTACTCCAGGTCTTCC 


NM_031362 


COL4A3 


655 


ACCAGGTACTCCAGGTCTTCC 


NM_031363 


COL4A3 


655 


ACCAGGTACTCCAGGTCTTCC 


NM_031364 


COL4A3 


655 


ACCAGGTACTCCAGGTCTTCC 


NMJD31365 


COL4A3 


655 


ACCAGGTACTCCAGGTCTTCC 


NM_031366 


COL4A3 


655 


ACCAGGTACTCCAGGTCTTCC 


NM_032549 


IMMP2L 


656 


ACACCGTGGTGACATTGTATC 


NM_032549 


IMMP2L 


657 


ACTTCTGCATGCCCATGCCAC 


NG_000013 


NG_000013 


658 


ACTGGAGTACGTGTGTCCTTC 


NM_001710 


BF 


658 


ACTGGAGTACGTGTGTCCTTC 


NM_001710 


BF 


659 


ACTTGCAGAGGTGATTCTGGC 


NM_020249 


ADAMTS9 


660 


ACTCAACAGATCGCATTGAGC 


NM_015571 


SUSP1 


661 


ACTGCAGTTCAGAAATAGGAC 


AJ312398 


HSA312398 


662 


ACACGCTCAGAAGTAACCCAC 


AJ312399 


HSA312399 


662 


ACACGCTCAGAAGTAACCCAC 


NM_033029 


LMLN 


662 


ACACGCTCAGAAGTAACCCAC 


AJ312398 


HSA312398 


663 


ACTTCTGTGAGCTCTGTCCTC 


AJ312399 


HSA312399 


663 


ACTTCTGTGAGCTCTGTCCTC 


NM_033029 


LMLN 


663 


ACTTCTGTGAGCTCTGTCCTC 


NM_004346 


CASP3 


664 


ACAGATGTCGATGCAGCAAAC 


NM_032991 


CASP3 


664 


ACAGATGTCGATGCAGCAAAC 


NM_004346 


CASP3 


665 


ACTGGACTGTGGCATTGAGAC 


NM_032991 


CASP3 


665 


ACTGGACTGTGGCATTGAGAC 


NM_001229 


CASP9 


666 


ACATCGACTGTGAGAAGTTGC 


NM_001229 


CASP9 


667 


ACTGCTGCGTGGTGGTCATTC 


NM_001229 


CASP9 


668 


ACTCTGAAGACCTGCAGTCCC 


NM_032996 


CASP9 


668 


ACTCTGAAGACCTGCAGTCCC 


NM_001224 


CASP2 


669 


ACCAGACTGCACAGGAAATGC 


NM_032982 


CASP2 


669 


ACCAGACTGCACAGGAAATGC 


NM_032983 


CASP2 


669 


ACCAGACTGCACAGGAAATGC 


NM_032984 


CASP2 


669 


ACCAGACTGCACAGGAAATGC 


NM_001224 


CASP2 


670 


ACCAAACGAGGTTCCTGGTAC 


NM_032982 


CASP2 


670 


ACCAAACGAGGTTCCTGGTAC 


NM_032983 


CASP2 


670 


ACCAAACGAGGTTCCTGGTAC 


NM_032984 


CASP2 


670 


ACCAAACGAGGTTCCTGGTAC 


NMJ301226 


CASP6 


671 


ACTGGCTTGTTCAAAGGAGAC 


NM_032992 


CASP6 


671 


ACTGGCTTGTTCAAAGGAGAC 


NM_001226 


CASP6 


672 


ACTGTGAACGGCTCATGGTAC 


NM_032992 


CASP6 


672 


ACTGTGAACGGCTCATGGTAC 


NM_001230 


CASP10 


673 


ACAACCACAGCTTTACCTCCC 


NM_032974 


CASP10 


673 


ACAACCACAGCTTTACCTCCC 


NM_032976 


CASP10 


673 


ACAACCACAGCTTTACCTCCC 


NM_032977 


CASP1Q 


673 


ACAACCACAGCTTTACCTCCC 


NM_032974 


CASP10 


674 


ACTCTAAACTCTGAAACCAGC 


NM_015984 


UCH37 


675 


ACAACTTGCAGAGGAGGAACC 


J04605 


HUMPEPD 


676 


ACGTCACAGAAGCCCTCTGTC 
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NM 000285 


pfpd 

1 U.I L/ 


R7R 
Of D 


appjitp apapzi apppptptptp 

ribb 1 brAbribrlAbb 1 tlbiL 


J04605 


nuivir cr l/ 


R77 
Of f 


2i rc pip a a p. t t p 21 n t p p tv p a p p 

AbbbbAAb 1 X LAU 1 bL^AbnUL 


NM 000285 

IN IVI VUUbUv 


pcpn 
rcru 


R7"7 
Of f 


7\ PPPPTA TV PTTPTV PTPP7\ P TV PP 

AbbbbAAb 1 I LAU I bbAb Abb 


104605 


Ml IMPPPD 


O/ O 


j\ pttpptpppptv ttptv op'ppp 
AL 1 I bb I bbbbAl 1 bAbb 1 bb 


NM 000985 


pcpn 


Of o 


7\ PTTPPTPPPPTV mfnpTv/ipmpp 
Abl lULlbbbLAl IbAbbTbb 


NM 006102 




RTQ 

O/ 57 


zv p ti p t pp t c* is. c ts. r* n t t\ t t r 11 


NM 016134 

1^1 IVI y Iw Iwt 


I OV-/I 


RTQ 

Of 57 


AUAVj IbLl LAbAbAbb lAU TC 


NM 033292 

InIVI www^w^ 


unOr I 


Ran 

DOU 


H-U IblAl kj/iA iblblbl tjLaUiL. 


NM 033293 


HASP1 
vAor I 




r\\-> 1 bi JLi-l 1 b/iAIblt 1 blbbbb 


NM 033294 

IMIVI VWWfcW*T 


vAor i 


R8n 


riw 1 o Jl A 1 b»/-Lrt. iblblbl bbbb 


NM 033295 

IM IVI V/w&Cv 




Ran 

DOU 


/ib- 1 w Jl Al bj/lA 1 bXblbl bbbb 


NM 013379 

1^1 IVI V/ 1 JO / w 


npp7 


rbi 

DO I 


/it-Lr llbllbl AbAb 1 bbrbiA/ib. 


NM 093038 

INI VI UfewUwO 




RRO 


Abb I bbAbiAAbAAX bAbbAAb 


NM 033274 

IN IVI UUJfa 1 *T 


ADAM1Q 


RR9 


-ribb 1 o bAbAAbAH 1 bAb bAAb 


NM 023038 

IN IVI UfcJUJO 


APIAM1Q 


DOO 


21 P 1 T P* P* P^P 1 T 7A P«P* 7A TV P*T»T»P 1 T7A r^P^ 

Ab 1 bbbb 1 AbbAAb 1 Ibi/ibb 


NM 033274 


PvL-'PuVI | 57 


683 


21 r"T PIP* PV T 21 P" P* 21 21 PT 'PP' T 7A PP 
rib 1 bbbb 1 AbbAAL 1 1 b 1 Abb 


NM 023038 


ADAM 19 

*M-//\IVI 1 57 


684 


21 P T (Z d H 21 P* P 21 21 P^ T P.T PI PJ P" 1 'P 7A P* 
M.b 1 bbAAbbAAb Ibi bob 1 Ab 


NM 033274 


ADAM 19 

PU-/P4IVI 1 57 


684 


21 PT PI P! 21 21 P P 21 21 PJT P^ P2P T 7A P 
rib 1 bbAAbbAAb 1 bl bbb 1 Ab 


NM 030955 


ADAMT^12 


DOO 


21 PPTT TP 71 PIP* 21 21 TPTP TP 7A P* P* 
Abb ill bAbbAAl b 1 b 1 bAbb 


NM 005467 

INI VI VVWtw l 


NAAI AD2 


686 
DOO 


21 P TTPIPJPJ 21 P2P^ 21 2V TTPPT PP 7\ P 
Ab 1 1 bbbAbbAAl 1 bb 1 bbAb 


NM 005467 
in ivi www*-rwr 


NAAI AD9 


DO f 


7A P^TP 71 'PPP'PPPTP'P'TA 7\7\P7\PP 

Ab 1 bA 1 bb i bb 1 bbAAAbAbb 


NM 0045Q8 
in ivi uwggo 


Or b/b>l\ 


RAP 
DOO 


T\ (~* 7\ r P/^* 7\ 7\ prnTi fnpftppmppmpp 
AbAl bAAb 1A1 bAbb 1 bbTbb 


NM 001971 

IN IVI UU I O f 1 


PI A1 
CLn 1 


RAQ 
0057 


AbAbAAb i bbb I bAl bAb Abb 


NM 001227 

1 V IVI Ul/ IZ.^/ 


PAQP7 


RQO 


7A P m P P TP T T 1 P 1 m P* P»P t 7A 7\ P 1 TV m P» P 1 

Ab 1 bb lb 1 1 b 1 bbbAAbAi bb 


NM 033338 

1 V IVI UvJO JU 




RQO 


DP r PPP , T , P r PTP r PPPP7\ 7\p7\ rri /-»/-! 

Ab 1 bb 1 b 1 1 b 1 bbbAAbA 1 bb 


NM 033339 

inivi vwwJvg 
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NM 000382 

IN IVI \J\J\J 


ALDH3A2 


190R 


APPA ATTPTTPPaaTaPTPPP 
nbLAtti Ibl Ibbnnlnblbbb 


NM 000382 


AL DH3A9 


190R 


APPPATPATTPATPTiPAPHTP 


NM 000418 

INIVI Www*T IU 


IL4R 


1907 


APGTGTATPPPTGAPAAPAAP 


NM 000418 

INJVI UUUt IU 


IL4R 


190ft 


APPA APTPfZPAPfi ttPTPPTZlP 
rlbbrlrio 1 bbbribnnb 1 Ob 1 rib- 


NM 000418 


IL4R 
i Ltrv 


190Q 


APAPPTPPZiPPA APTZiPJMVPP 


NM 000418 


IL4R 

1 L*rr\ 


1910 


APPTGAAAPAPTPTPATPPPP 
nbb 1 bnAnbAb lul Ori 1 bbbb 


NM 000852 


GSTP1 


1211 

1 £m 1 1 


APPPTPTAPPAPTPPAATAPP 

jtxooo X UXAvUrlUl OOr^n.Xrt.00 


M24902 


HUMPAPA 


1919 


APA APPATTTPPPPA APTPZVr* 
AWiAbbAX 1 1 bbbbAAb 1 bAb 


NM 001099 


ACPP 


1919 


APA APPATTTPPPPZlAPTPaf 
AbAAbbAl 1 1 bbbbAAb 1 bAb 


NM 001099 


ACPP 


1913 


APAPTAPTPTPAPTPPPPTAP 
AbAb 1 AO iOl bAb 1 bbbb 1 Ab 


M24902 


HUMPAPA 


1214 

1 1 "T 


APTPPTTPPTPPPTATPPTTP 

r^o X OO X X OO X OOO X A.X bO X 1 o 


NM 001099 

• Nil 1 W 7 w/ v w^ w w 


ACPP 


1214 


APTPPTTPPTPPPTATPPTTP 

AO X OO X X OO X OOO X AX bO X X o 


NM 001099 

■ 1 » l_ _ W/ W/ 1 W/ W 7 w 


ACPP 


1215 

1 1 w 


APGPAGTPTATPAPPAPAAAP 

AOVJbAb X b X A X bAOOAOAAAO 


NM_001152 


SLC25A5 


1216 

1 Cm 1 \J 


APAPTGPAAAGGGAATPPTTP 

AOAO X VSOAAAbb^3AAX bO X X O 


NM_001152 


SLC25A5 

^-W LaWfewf ^W/ 


1217 


ACATCATGTAPAPAGGPAPGP 


NM_001634 


AMD1 


1218 


ACAAGCAGGAAGPTTATPTAP 
nv,/nnv3unv3V3/muu x x a i ox ao 


NM 001634 


AMD1 


1219 


ACAGTGGGTTTGAPTPAATTP 

AOAb X bbb XXX bAO <L OAA X X O 


NM 001634 

1 11 VI W/ W/ 1 W/ W'^T 


AMD1 


1220 


APPAGPTTPTPTPATTPATPP 
AooAbb x x o x b x oax x bA 1 bO 


NM 001634 

■ Nil w 1 w/ W/ I W/ W V 


AMD1 


1221 
i f-t- i 


APPTPPTATGATGAPPTPATP 

AOO X OO X A. X UA1 bA.O O X bA X O 


NM 001676 


ATP12A 

*\ III ^./V 


1222 


APPPPTPAPATPPTPAAPTTP 
AObOO 1 bttbftl Ob 1 OAAb lib 


NM 001676 


ATP12A 

/* 1 1 1 


1223 


APTPAPPPAPAAPAPPATPAP 
Ab 1 bAb b b Ab AAb Ab b A 1 bAb 


NM 001676 

I^IIVI W lUl u 


ATP12A 

#» III jCmf\ 


1994 


APTPPPATPPAPPTPaaPPAP 
Ab 1 bbbAl bbAbb 1 b AAb bAb 


NM 001677 


ATP1B1 


1925 


APATATPAPPAPPPaPTPPPP 
Ab A 1 A 1 OAbbAOObAb 1 bbbb 


NM_001677 


ATP1B1 


1226 


ACTTATGGCTACAaAGAGGGC 


NM_001677 


ATP1B1 


1227 


ACCATGGACACTGAAATTCGC 


NM_002068 


GNA15 


1228 


ACCACGTTTGAGAAGCGCTAC 


NM_002068 


GNA15 


1229 


ACCACTGGCATCaACGAGTAC 


NM_002068 


GNA15 


1230 


ACGAGATCAACCTGCTGTGAC 


NM_002079 


GOT1 


1231 


ACCTGGGAGTGGGAGCaTATC 
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NM_ 


.002080 


GOT2 


1232 


ACCGGGATGATAATGGAAAGC 


NM 


002080 


GOT2 


1233 


ACCATTTCTGGAACTGGAGCC 


NMJ302080 


GOT2 


1234 


ACCTTGCCCATGCCATTCACC 


NM 002455 


MTX1 


1235 


ACCAGTCATGGAGAGGTCATC 


NM_ 


.002455 


MTX1 


1236 


ACATGGAACGGCTACAGCTGC 


NM_ 


.002455 


MTX1 


1237 


ACCCACATTCTCAGTCTCTAC 


NM_ 


.002462 


MX1 


1238 


ACAATCAGCCTGGTGGTGGTC 


NM. 


.002629 


PGAM1 


1239 


ACATCTGCTTCACCTGAGTGC 


NM. 


.002629 


PGAM1 


1240 


ACAGCAACATCAGTAAGGATC 


NM. 


.002629 


PGAM1 


1241 


ACCTCACAGAAGATCAGCTAC 


NM. 


002715 


PPP2CA 


1242 


ACCAAGCTGCAATCATGGAAC 


NM. 


.002962 


S100A5 


1243 


ACTATGGTGACCACGTTTCAC 


NM. 


.003129 


SQLE 


1244 


ACAGTGGAAGGTCTTGATGCC 


NM. 


.003129 


SQLE 


1245 


ACTGGAGATATCAAGGAACTC 


NM. 


.003129 


SQLE 


1246 


ACTTACTGGTGGAGGAATGAC 


NM. 


.003132 


SRM 


1247 


ACCAGGAGATGATCGCCAACC 


NM. 


~003132 


SRM 


1248 


ACTCTAGCTCGAAGGTGACCC 


NM. 


.003132 


SRM 


1249 


ACCAGCTCATGAAGACAGCCC 


NM. 


.003246 


THBS1 


1250 


ACGGCCAACAAACAGGTGTGC 


NM. 


.003345 


UBE2I 


1251 


ACCAAATATCCAAGACCCAGC 


NM. 


.003345 


UBE2I 


1252 


ACAAGCCAAGAAGTTTGCGCC 


NM. 


.003364 


UP 


1253 


ACCTTAACAAGAAGCTGGTGC 


NM. 


.004000 


CHI3L2 


1254 


ACCTCCTGTCCTTTGACTTCC 


NM. 


.004000 


CHI3L2 


1255 


ACTGGATACATAAGGGAATGC 


NM. 


.004358 


CDC25B 


1256 


ACGAGCAGTTTGCCATCAGAC 


NM. 


.021872 


CDC25B 


1256 


ACG AGC AG T TTGCCAT CAGAC 


NM. 


.021873 


CDC25B 


1256 


ACGAGCAGTTTGCCATCAGAC 


NM. 


.021874 


CDC25B 


1256 


ACGAGCAGTTTGCCATCAGAC 


NM. 


.004358 


CDC25B 


1257 


ACTGTGAATTCTCATCTGAGC 


NM. 


.021872 


CDC25B 


1257 


ACTGTGAATTCTCATCTGAGC 


NM. 


.021873 


CDC25B 


1257 


ACTGTGAATTCTCATCTGAGC 


NM. 


.021874 


CDC25B 


1257 


ACTGTGAATTCTCATCTGAGC 


NM. 


.004358 


CDC25B 


1258 


ACAAGGAGTTCTTCCCTCAGC 


NM. 


.021872 


CDC25B 


1258 


ACAAGGAGT TCTTCCCTCAGC 


NM 021873 


CDC25B 


1258 


ACAAGGAGTTCTTCCCTCAGC 


NM. 


.021874 


CDC25B 


1258 


ACAAGGAGTTCTTCCCTCAGC 


NM. 


.004730 


ETF1 


1259 


ACAAAGTACCTCCAAATGGTC 


NM. 


.004730 


ETF1 


1260 


ACAAATTCACTGTGGATCTCC 


NM. 


.004730 


ETF1 


1261 


ACAAAGAGACCGGACAGGAAC 


NM. 


.005116 


SLC23A1 


1262 


ACAGAACACATCTGGT-ATCCC 


NM. 


.005116 


SLC23A1 


1263 


ACAGCTGTTGGCCTCTCTAAC 


NM. 


.005729 


PPIF 


1264 


ACGAGAACTTTACACTGAAGC 


NM. 


.005729 


PPIF 


1265 


ACAGACTGTGGCCAGTTGAGC 


NM. 


.005729 


PPIF 


1266 


ACTCCACTGTCACAGTGTGCC 


NM. 


.006198 


PCP4 


1267 


ACCAGAGACAGAACGTGCAGC 


NM 


006198 


PCP4 


1268 


ACACCCTAGAGAGAAGTCATC 
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NM_006198 


PCP4 


1269 


ACACACGCATAGCAAACCTCC 


NM. 


012319 


1 1% / A 

LIV-1 


1270 


ACCATGAGCATCACT CAGACC 


NM_012319 


LIV-1 


1271 


ACACTGTCTCTGAAGGAACTC 


NM. 


.014226 


RAGE 


1272 


ACCT ACGAG AG AT CCAAGCAC 


NM. 


014226 


RAGE 


1273 


ACACGGAATACATCT CCACCC 


NM. 


.014226 


RAGE 


1274 


ACTGATGGGTTCTACACGTAC 


NM. 


014226 


RAGE 


1275 


ACCCTTGAAGTGCATCCCTGC 


NM. 


.000021 


PSEN1 


1276 


ACAGCCAGTGGAGACTGGAAC 


NM. 


007318 


PSEN1 


1276 


ACAGCCAGTGGAGACT GGAAC 


NM. 


.007319 


PSEN1 


1276 


ACAGCCAGTGGAGACTGGAAC 


NM. 


000021 


PSEN1 


1277 


ACGACAGACGGAGCCTTGGCC 


NM_007318 


PSEN1 


1277 


ACGACAG ACGGAGCCT TGGCC 


NM_007319 


PSEN1 


1277 


ACGACAGACGGAGCCTTGGCC 


NM. 


.000021 


PSEN1 


1278 


ACAGGTGCTATAAGGTCATCC 


NM. 


007318 


PSEN1 


1278 


ACAGGTGCTATAAGGTCATCC 


NM_007319 


PSEN1 


1278 


ACAGGTGCTATAAGGTCATCC 


NM. 


.000021 


PSEN1 


1279 


ACCTATAACGTTGCTGTGGAC 


NM. 


.007318 


PSEN1 


1279 


ACCT AT AACGT TGCT GT GG AC 


NM. 


.007319 


PSEN1 


1279 


ACCTATAACGTTGCTGTGGAC 


NM. 


.000021 


PSEN1 


1280 


ACTTCGTATGCTGGTTGAAAC 


NM. 


.007318 


PSEN1 


1280 


ACTTCGTATGCTGGTTGAAAC 


NM. 


.007319 


PSEN1 


1280 


ACTTCGTATGCTGGTTGAAAC 


NM. 


.000396 


CTSK 


1281 


ACCCACAGGAAGCAATATAAC 


NM_000396 


CTSK 


1282 


ACCTGAAGTATATTTCCATCC 


NM. 


.000396 


CTSK 


1283 


AC AT AT GAACTGGCT AT GAAC 


NM. 


000396 


CTSK 


1285 


ACGCCTGTGGCATTGCCAACC 


NM. 


.001065 


TNFRSF1A 


1286 


ACCTTCACCTCCAGCTCCACC 


NM. 


.001065 


TNFRSF1A 


1287 


ACTGTCCCAACTTTGCGGCTC 


NM. 


.001065 


TNFRSF1A 


1288 


ACCAAGTGCCACAAAGGAACC 


NM. 


.001065 


TNFRSF1A 


1289 


ACCTCTCCTGCCAGGAGAAAC 


NM. 


.001065 


TNFRSF1A 


1290 


ACCAACGGTGGAAGTCCAAGC 


NM. 


001110 


ADAM 10 


1291 


ACCACAGACTTCTCCGGAATC 


NM. 


.001110 


ADAM 10 


1292 


ACACTGGAATTATTACTGTTC 


NM. 


.001110 


ADAM 10 


1293 


AC AATG TGG AT TCAT T ACACC 


NM. 


001110 


A r~\ A ft MA f\ 

ADAM 10 


1294 


ACTCTGCCATTTCACTCTGTC 


NM. 


001110 


ADAM 10 


1295 


ACCTCAAGAAG AACAT GCT GC 


NM. 


.001278 


CHUK 


1296 


tv /-i tv /inmnn/^mA tv tv /^m^m^/i/^^ 

ACAGCTGCGTAAAGTGTGGGC 


NM. 


.001278 


CHUK 


1297 


ACGTCTGTCTGTACCAGCATC 


NM. 


.001278 


CHUK 


a Ann 

1298 


ACTGTTCTGGAGGAGATCTCC 


NM. 


.001278 


OHUK 


1299 


ACTTGATGGAATCTCTGGAAC 


NM. 


.001278 


CHUK 


1300 


ACTCCCTAAGGTGGAAGTGGC 


NM. 


.002355 


M6PR 


1301 


ACAGTGGTAGGGAGACTCAAC 


NM. 


.002355 


M6PR 


1302 


ACAACCACTGTGGCAAGGAGC 


NM. 


.002355 


M6PR 


1303 


ACTGTGGCAAGGAGCAGCGTC 


NM. 


.002355 


M6PR 


1304 


ACTTAGCCTTCTGGCAGGATC 


NM_002355 


M6PR 


1305 


ACCTCGAAATGTGCCTGCAGC 
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NM_ 


.004348 


RUNX2 


1306 


ACTTCCTGTGCTCGGTGCTGC 


NM. 


004348 


RUNX2 


1307 


ACCAGATGGGACTGTGGTTAC 


NM_ 


004348 


RUNX2 


1308 


ACCTTGACCATAACCGTCTTC 


NM_ 


004348 


RUNX2 


1309 


ACCATGGTGGAGATCATCGCC 


NM_ 


004348 


RUNX2 


1310 


ACAAGGACAGAGTCAGATTAC 


NM. 


005037 


PPARG 


1311 


ACTACTGTTGACTTCTCCAGC 


NM_ 


015869 


PPARG 


1311 


ACTACTGTTGACTTCTCCAGC 


NM_ 


.138711 


PPARG 


1311 


ACTACTGTTGACTTCTCCAGC 


NM_ 


.138712 


PPARG 


1311 


ACTACTGTTGACTTCTCCAGC 


NM_ 


.005037 


PPARG 


1312 


ACCTGAAACTTCAAGAGTACC 


NM. 


015869 


PPARG 


1312 


ACCTGAAACTTCAAGAGTACC 


NM_ 


.138711 


PPARG 


1312 


ACCTGAAACTTCAAGAGTACC 


NM. 


.138712 


PPARG 


1312 


ACCTGAAACTTCAAGAGTACC 


NM. 


.005037 


PPARG 


1313 


ACAATAAGCCTCATGAAGAGC 


NM. 


.015869 


PPARG 


1313 


ACAATAAGCCTCATGAAGAGC 


NM. 


.138711 


PPARG 


1313 


ACAATAAGCCTCATGAAGAGC 


NM_ 


.138712 


PPARG 


1313 


ACAATAAGCCTCATGAAGAGC 


NM. 


.005037 


PPARG 


1314 


ACAGATGTGATCTTAACTGTC 


NM. 


.015869 


PPARG 


1314 


ACAGATGTGATCTTAACTGTC 


NM 


138711 


PPARG 


1314 


ACAGATGTGATCTTAACTGTC 


NM_1 38712 


PPARG 


1314 


ACAGATGTGATCTTAACTGTC 


NM 005037 


PPARG 


1315 


ACAACAGACAAATCACCATTC 


NM. 


.015869 


PPARG 


1315 


ACAACAGACAAATCACCATTC 


NM. 


.138711 


PPARG 


1315 


ACAACAGACAAATCACCATTC 


NM. 


.138712 


PPARG 


1315 


ACAACAGACAAATCACCATTC 


NM. 


012104 


BACE 


1316 


ACTCGCTGTACACAGGCAGTC 


NM. 


.138971 


BACE 


1316 


ACTCGCTGTACACAGGCAGTC 


NM. 


.138972 


BACE 


1316 


ACTCGCTGTACACAGGCAGTC 


NM. 


.138973 


BACE 


1316 


ACTCGCTGTACACAGGCAGTC 


NM. 


.012104 


BACE 


1317 


ACCACCAACCTTCGTTTGCCC 


NM 


138971 


BACE 


1317 


ACCACCAACCTTCGTTTGCCC 


NM 138972 


BACE 


1317 


ACCACCAACCTTCGTTTGCCC 


NM. 


.138973 


BACE 


1317 


ACCACCAACCTTCGTTTGCCC 


NM. 


.012104 


BACE 


1318 


ACCATCCTTCCGCAGCAATAC 


NM. 


.138971 


BACE 


1318 


ACCATCCTTCCGCAGCAATAC 


NM. 


.138972 


BACE 


1318 


ACCATCCTTCCGCAGCAATAC 


NM. 


.138973 


BACE 


1318 


ACCATCCTTCCGCAGCAATAC 


NM. 


.012104 


BACE 


1319 


ACT TTGCAGTGGGTGCTGCCC 


NM. 


.138971 


BACE 


1319 


ACTTTGCAGTGGGTGCTGCCC 


NM. 


J 38972 


BACE 


1319 


ACTTTGCAGTGGGTGCTGCCC 


NM. 


J 38973 


BACE 


1319 


ACTTTGCAGTGGGTGCTGCCC 


NM. 


.012104 


BACE 


1320 


ACTGAATCAGACAAGTTCTTC 


NM. 


J 38972 


BACE 


1320 


ACTGAATCAGACAAGTTCTTC 


NM. 


.000346 


SOX9 


1321 


ACGGCTCCAGCAAGAACAAGC 


NM. 


000346 


SOX9 


1322 


ACGGAGCAGACGCACATCTCC 


NM 


000346 


SOX9 


1323 


ACGCCATCTTCAAGGCGCTGC 
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NM 000346 

IN IVI UUU\TTU 


SOX9 


1324 

1 W^*T 


ACGAGTTTGACCAGTACCTGC 


NM 000346 

IN IVi UUUUtU 


SOX9 


1325 

1 W&.W 


ACGTGTGGATGTCCAAGCAGC 


AF031416 


AF031416 

*»I WW 1 "T 1 W 


1 326 


ACAATCAGGAAACAGGTGAGP 


RCnnfi931 


RCG06231 


1 w^w 


ACAATCAGGAAaPAGGTRAGP 


SK176 


IKKb 


1326 


ACAATCAGGAAACAGGTGAGC 


XM 039491 


1KB KB 


1396 


ACAATCAGGAAACAGGTGAGC 


AFn3141fi 


AF031416 
#»r ww it iu 


1397 


.0.00 J. J. VTJO X OMO X VSrXV^A X X vJv^Vw 


RPOOR931 


RC006231 


1397 


APPTTGPTGAGTGAPATTGPP 


OlX 1 fu 


IKKh 
ir\r\w 


1397 


APPTTGPTGAGTGAPATTGPP 


XM 0394Q1 


IKBKR 

1 l\UI\U 


1397 

1 w^. / 


APPTTGCTGAGTGAPATTGPP 

rivU X X w w X vJ-ti-vj X V3jT1.0/"i X X UvO 


nrUO l*f ID 


AF031416 
Mi UO If I D 


139ft 


APTGGAGPARPAGAAGTAPAP 


Ronnfi93i 


RH006931 


139ft 


APTGGAGPARPAGAAGTAPAP 


OI\ 1 fD 


lr\J\U 


1 39ft 


APTGGAGPAGPARA ARTAPaP 
rio X 0 on VJonorxrt. 0 X nono 


XM 039401 


IKRKR 


139ft 


APTGGAGPAGPAGAAGTAPAP 


nrUO I*t 1 D 


AF031416 
nrUO l*t 1 0 


1 OX w 


APTAPTGGAGPTTPGGPAPPP 


RH006931 


RC006931 


1399 


apt act ggagct TfGcr Arrr 


QK176 


IKKh 


139Q 

1 w/£ w 


APTAPTGGAGPTTPGGPAPPP 

rtv X nO X UOnOO X X wO«30r*iOOO 


XM 0394Q1 


IKRKR 

IrXDixD 


139Q 


APTAPTGGAGPTTPGGPAPPP 

HO X fi^ X VJUnU^ X X O \>3 V_J LiAU OO 


AF031416 


AF031416 


1330 

1 www 


APAGTGTPPTGGPTGAGPGAP 

rlv^rlO X w X OO X vJvJv/ X OxiVj O' OilO 


SK176 


IKKh 


1330 

1 www 


APAGTGTCCTGGPTGAGPGAC 

riv/lVJ X V3 X OO X vJwv X wnA»3 wUX*Vw 


XM 0324Q1 


1KB KB 

1 [\Ul\U 


1330 

1 www 


APAGTGTPCTGGPTGAGPGAP 
rivriv/ x \j x x ouvy x oinvj 0 vjn.o 


NM 000516 

IN IVI WWWW 1 *J 


GNAS 


1332 

1 WW£. 


ACAGATCGACGTGATCAAGC 


NM 016592 


GNAS 


1332 

1 ww/» 


AC AGATCGAC GTGATCAAGC 


NM 080425 


GNAS 

W* 1 N/^W 


1332 

1 WW£. 


ACAGATCGACGTGATCAAGC 

**v»f*v3** x vjnv<> \j x \jn x \^rxri\j 0 


NM 080426 

1 N 1 V 1 WW WTfaW 


GNAS 


1332 


ACAGATCGACGTGATCAAGC 


NM 000516 


GNAS 


1333 


ACTGTTTGACGTGGGTGGCC 

X V-J XXX <J X VJVJVJ X VJ V^ V-* 


NM 016592 

1NIVI v lywut 


GNAS 


1333 

1 www 


ACTGTTTGACGTGGGTGGCC 


NM 080425 

IN IVI WWw"T^W 


GNAS 


1333 

1 www 


ACTGT TTGACGTGGGTGGCC 


NM 080496 

In IVI_UOU*T£.0 




1333 

1 Www 


APTGTTTGAPGTGGGTGGPP 

AW X X X X UAV/U X UV7VJ X oou\^ 


NM 000516 

IN IVI WW WW IV 


GNAS 


1334 

1 ww*t 


APATPTPTRTRATPPTGTTP 

X X \«/ X O X vlii X WO X w X X 


NM 0165Q9 

IN IVI W luJ9c 


GNAS 

wJ IN/AO 


1334 

1 00*T 


APATPTPTGTGATPPTGTTP 
ri.v//i x x v»# x 0 x on XwV^xox x w 


NM 080425 

IN IVI V/WtfcU 


GNAS 

wJ 1 >i/\w 


1334 

1 WW*T 


ACATCTCTGTGATCCTGTTC 

iiwfi X w X v«» X V_J X X w w X VJ X X \w 


NM 080426 

1 N IVI UOvlfcV 


GNAS 


1334 

1 WW*T 


ACATCTCTGTGATCPTGTTC 

X^V^rt X W X V-» X X Vj-fA. XwOXVSX X 


NM 000516 


GNAS 


1335 

1 www 


ACCCTGAGGATGCTACTCCC 


NM 016592 

INIVI W 1 UUCJt. 


GNAS 


1335 

1 www 


ACPCTGAGGATGPTAPTPPP 


NM 080425 

INIVI UUlrtfcU 


GNAS 

V3 l\nw 


1335 

1 www 


ACPCTGAGGATGCTAPTPPP 


NM 080426 

INIVI UUU*T£.U 


"GNAS 


1335 

1 www 


ACCCTGAGGATGCTACTPPP 

fivvw X U/luwAi ww x no X Www 


BC011399 

UVV 1 1 WW V 


BC011399 

U W*W 1 1 www 


1336 


ACGTCTGCPTPCTCAAGAAGC 

fiou x w x vj w x Ow x orinuririuo 


NM 003177 

INIVI www Iff 


SYK 


1336 

1 www 


ACGTCTGCCTPCTCAAGAAGP 

riou x o> x 00 w x ww x onnuruiuo 


OrxODO 


O 1 IX 


1336 
1 000 


APRTPTRPPTPPTP A AR A a GP 
fiO/O X w 1 bUo X ww 1 onnunnuo 


Z29630 


HSSYKPTK 


1336 


ACGTCTGCCTCCTCAAGAAGC 


BC011399 


BC011399 


1337 


ACCAT GCAGC AGCT GGACAAC 


NM_003177 


SYK 


1337 


ACCATGCAGCAGCTGGACAAC 


SK363 


SYK 


1337 


ACCATGCAGCAGCTGGACAAC 


-229630 


HSSYKPTK 


1337 


ACCATGCAGCAGCTGGACAAC 


BC011399 


BC011399 


1338 


ACTTGTGCACAGAGATCTGGC 
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NM_003177 


SYK 


1338 


ACTTGTGCACAGAGATCTGGC 


SK363 


SYK 


1338 


ACTTGTGCACAGAGATCTGGC 


Z29630 


HSSYKPTK 


1338 


ACTTGTGCACAGAGATCTGGC 


BC011399 


BC011399 


1339 


ACACTACTACAAGGCCCAGAC 


NM_003177 


SYK 


1339 


ACACTACTACAAGGCCCAGAC 


SK363 


SYK 


1339 


ACACTACTACAAGGCCCAGAC 


Z29630 


HSSYKPTK 


1339 


ACACTACTACAAGGCCCAGAC 


BC011399 
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NM_002559 


P2RX3 


1975 


ACCTCGGTCTTTGTCATCATC 


NM. 


.002559 


P2RX3 


1976 


ACTTTGAGAAGGGAAACCTCC 


NM. 


.002559 


P2RX3 


1977 


ACTGTTCTCTGTGACATCATC 


NM. 


.002561 


P2RX5 


1978 


ACCTGGTCGTATGGGTGTTCC 


NM. 


.002976 


SCN7A 


1979 


ACAAAGACTGTCAACTCCCAC 


NM. 


.002976 


SCN7A 


1980 


ACAAGAGGCAGTTTCAGCAAC 


NM. 


.002978 


SCNN1D 


1981 


ACCTTCTTCTGCACCAATGCC 


NM. 


.002978 


SCNN1D 


1982 


ACTATGTGGATATCCTGGCCC 


NM_ 


.003040 


SLC4A2 


1983 


ACGGGATCCAGTTCTATGAGC 


NM_ 


.003048 


SLC9A2 


1984 


ACATCACTTTGCTCCAGAACC 


NM. 


.003048 


SLC9A2 


1985 


ACAGTTTGACTGAAGGCATCC 


NM. 


.003052 


SLC34A1 


1986 


ACCTCTGTCACCAACACCATC 


NM. 


.003304 


TRPC1 


1987 


ACCATACGTCTAGTGACGAGC 


NM. 


.003307 


TRPM2 


1988 


ACAAGCAGCTCAAGAACAAGC 


NM. 


.003740 


KCNK5 


1989 


ACAGGGAACCAGACCTTCAAC 


NM. 


.003740 


KCNK5 


1990 


ACTTTGTGGCCGGTGTGAACC 


NM. 


.003759 


SLC4A4 


1991 


ACATGTATGGAGAAAGGATCC 


NM. 


.003759 


SLC4A4 


1992 


ACTCACTATTCTGAGCAGCAC 


NM. 


.003759 


SLC4A4 


1993 


ACGGTCATCTCCATTGCTCAC 
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Kl ft fl 


_004137 


KCNMB1 


1994 


ACCGGTGGCCTCCTCATTATC 


NM. 


OO A A "7 A 

J304174 


SLC9A3 


1995 


ACCAAGCATGTGCGTATCATC 


MR A 

NM. 


oo a A t a 

_004174 


SLC9A3 


1996 


ACGCAGATTCCCTACTCTCCC 


KIR fl 


oo a a no 

_0041 98 


^i iniLi a a 

CHRNA6 


1997 


ACAATGCTGTTGGTGACTTCC 


NM. 


AO A A AA 

_0041 98 


CHRNA6 


1998 


ACAGCCACTACTTGGGAACAC 


K 1 R fl 

NM. 


AO a 

_004366 


CLCN2 


1999 


ACCTGAACCGGAAGATTGTCC 


kin a 

NM. 


_004366 


CLCN2 


2000 


ACAGCACAGGGTGTGAAAGTC 


Kin /i 

NM. 


.004518 


KCNQ2 


2001 


ACCGCAAGCTGCAGAATTTCC 


K 1 R fl 

NM. 


.004518 


KCNQ2 


2002 


ACGTCTTTGCCACATCTGCGC 


K 1 R fl 

NM. 


.004518 


KCNQ2 


2003 


ACTCAGAAGAAGCAAGCCTCC 


KIR fl 

NM. 


o o vt f* *• a 

.004519 


KCNQ3 


2004 


ACTGAAGTTTGCCAGGAAGCC 


NM. 


.004519 


f J? a***. 9k t y*™V 

KCNQ3 


2005 


ACAGTGACACACCTCTGTCCC 


NM. 


J) 04621 


TRPC6 


2006 


ACGGTTCTCCCATGATGTGAC 


kin A 

NM. 


O O .j4 "TOO 

.004700 


KCNQ4 


2007 


ACTGGGCATCTCTTTCTTTGC 


KIIV fl 

NM. 


.004727 


SLC24A1 


2008 


ACCATCCGCAGCACCATCTAC 


NM. 


.004769 


ACCN3 


2009 


ACTCCCTGGATGACATGCTGC 


Klft fl 

NM. 


.020321 


ACCN3 


2009 


ACTCCCTGGATGACATGCTGC 


NM. 


.020322 


A OOkl O 

ACCN3 


2009 


ACTCCCTGGATGACATGCTGC 


kilt A 

NM. 


Art i ~7 A A 

.004769 


ACCN3 


2010 


ACCAGACCTTTGTTTCTTGCC 


MR/1 

NM. 


.020321 


ACCN3 


2010 


ACCAGACCTTTGTTTCTTGCC 


Kl ft/! 

NM. 


OOOO aa 

.020322 


ACCN3 


2010 


ACCAGACCTTTGTTTCTTGCC 


kill A 

NM. 


A A A "7AA 

.004769 


ACCN3 


2011 


ACTACCTCTGTGAGGTGTTCC 


kin ■ 

NM. 


.020321 


ACCN3 


201 V 


ACTACCTCTGTGAGGTGTTCC 


k in m 

NM_ 


OA AO A A 

.020322 


ACCN3 


2011 


ACTACCTCTGTGAGGTGTTCC 


KIR fl 

NM. 


Aft i *T A A 

.004769 


ACCN3 


2012 


AC T CC AGCACCAATCTGCTT C 


NM. 


A A A A A *4 

.020321 


ACCN3 


2012 


ACTCCAGCACCAATCTGCTTC 


NM. 


.004770 


KCNB2 


2013 


ACTGCAACACACACGAGAGCC 


NM_ 


004823 


KCNK6 


2014 


ACAGTCTACCTCTTCCTGGGC 


NM_ 


.004823 


KCNK6 


2015 


ACACCGACTACGCTTCCATCC 


NM. 


.004858 


SLC4A8 


2016 


ACAGCATGAGGGTTAAAGTGC 


NM. 


A A A O P A 

.004858 


SLC4A8 


2017 


ACCGAGATGCACTCAGC TTAC 


k in /i 

NM. 


OO vl A AO 

.004909 


TRAG3 


2018 


ACCAGGT GGAC TGGAGTATAC 


k in it 

NM. 


OA A AAA 

.004909 


TRAG3 


2019 


ACCAACACCAAAGAGGT TCCC 


klft A 

NM. 


A Ail A A A 

.004961 


GABRE 


2020 


ACTGTTGAGATCGCCGTCAAC 


MA A 
NM. 


a A/i r\~r A 

.004974 


l/AK 1 A A 

KCNA2 


2021 


ACTCTGCATCATCTGGTTCTC 


INIVI. 


rirtvi o*7>i 
.UU4y f 4 


KCNA2 


A AAA 

2022 


ACAAC TG TAGGC TATGGAGAC 


miwi 

INIVI. 




KCNC1 


AAAO 

2023 


ACAGCCACTTCGACTATGACC 


INI VI. 


.uu4y / o 


KCNC1 


AAA A 

2024 


ACTCTCCACACCACAGTACTC 


NIVI. 


_uu4y/o 


KCNC4 


AAA T~ 

2025 


ACCACTTTCTGCCTGGAGACC 


klft A 

NM_ 


OO vl OT O 

004978 


KCNC4 


2026 


ACACCGACT T CAAGAACATCC 


nm[ 


004979 


KCND1 


2027 


ACTTGGAAGAATACGCTGGAC 


NM_ 


.004979 


KCND1 


2028 


ACTCACAGGGCTTGAGGATTC 


NM_ 


004980 


KCND3 


2029 


ACCACGAGTTTATTGATGAGC 


NM_ 


.004981 


KCNJ4 


2030 


ACGTTGCTGTTCAGCCACCAC 


NM_ 


004981 


KCNJ4 


2031 


ACTTTGAGATCGTGGTCATCC 


NM_ 


.021012 


KCNJ12 


2031 


ACTTTGAGATCGTGGTCATCC 
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XMJ71828 


LOC254633 


2031 


ACTTTGAGATCGTGGTCATCC 


NM_004982 


KCNJ8 


2032 


ACCATGTCCTTCCTCTGCAGC 


NM. 


.004983 


KCNJ9 


2033 


ACATACCGCTACCTGACGGAC 


NM. 


.004983 


KCNJ9 


2034 


ACATAGTGGAGGCCTCCATCC 


NM. 


.005070 


SLC4A3 


2035 


ACTGCTCTGGGTGGTCAAGTC 


NM. 


.005072 


SLC12A4 


2036 


ACAATGAGACAGTGGCCACCC 


NM_005072 


SLC12A4 


2037 


ACCATTGTTGGTTCTGTCATC 


NM. 


.005072 


SLC12A4 


2038 


ACGAGAACTACATGGAGTTCC 


NM. 


.005074 


SLC17A1 


2039 


ACCTCCTATGGTGTCATCATC 


NM. 


.005074 


SLC17A1 


2040 


ACAATCTCTGCCTATCAAGGC 


NM. 


.005135 


SLC12A6 


2041 


ACATGGAGTTCCTAGAGGTGC 


NM. 


.005136 


KCNE2 


2042 


ACAACAGCTGAGCAAGAGGCC 


NM. 


.005173 


ATP2A3 


2043 


ACCACCAATCAGATGTCTGTC 


NM. 


.005173 


ATP2A3 


2044 


ACTTCCTCATCCTGCTCGTGC 


NM. 


.005199 


CHRNG 


2045 


ACCAGAAGGTGGTGTTCTACC 


NM. 


.005199 


CHRNG 


2046 


ACTCATCAGCAAGTACCTGAC 


NM. 


.005446 


P2RXL1 


2047 


ACCCACAGGACCTGTGAGATC 


NM. 


.005446 


P2RXL1 


2048 


ACCTTCAGCAAGTTCAACTTC 


NM. 


.005472 


KCNE3 


2049 


ACAGCAATTTGCTCTGCCGGC 


NM. 


.005472 


KCNE3 


2050 


ACCTGGCCGTGATGACAACTC 


NM. 


.005477 


HCN4 


2051 


ACACCGTCTTCATCCTCCTTC 


NM. 


.005549 


KCNA10 


2052 


ACAGACTTCGACTCAACCAGC 


NM. 


.005549 


KCNA10 


2053 


ACTCTCATCACAGAGCTAGTC 


NM. 


.005832 


KCNMB2 


2054 


ACTGCTCCTTCAGCTGTGGTC 


NM. 


.005832 


KCNMB2 


2055 


ACTTCTCCTGCTATTCTGACC 


NM. 


.006028 


HTR3B 


2056 


ACCAAGGCCACCACAGTCTAC 


NM. 


.006071 


PKDREJ 


2057 


ACAACTCTCTACCGAGGTAGC 


NM. 


.006071 


PKDREJ 


2058 


ACTGTGACTAAGCTGGAAGAC 


NM. 


.006359 


SLC9A6 


2059 


ACCTGCTCATCTTCATCCTGC 


NM. 


.006424 


SLC34A2 


2060 


ACTGTCCATGACTTCTTCAAC 


NM. 


.006424 


SLC34A2 


2061 


ACCTACAAGGAGAACATCGCC 


NM. 


.006529 


GLRA3 


2062 


ACTGGAAAGCTTTGGGTACAC 


NM. 


.006529 


GLRA3 


2063 


. ACAGAGTTCAGGATCACGAGC 


NM. 


.006922 


SCN3A 


2064 


ACCACCACTGAAACGGAAGTC 


NM. 


.006922 


SCN3A 


2065 


ACTGTCAGGCTCTTGGCAAGC 


NM. 


.007332 


ANKTM1 


2066 


ACATGTGACGATATGGACACC 


NM. 


.007332 


ANKTM1 


2067 


ACCGCATAGAGCTTCTCAATC 


NM. 


.012128 


CLCA4 


2068 


ACACACTCATGGCAGGATTAC 


NM. 


.012128 


CLCA4 


2069 


ACATTGATCCTACTCCTACTC 


NM. 


.012226 


P2RX2 


2070 


ACCATCCTCATCAAGAACAGC 


NM. 


.016318 


P2RX2 


2070 


ACCATCCTCATCAAGAACAGC 


NM. 


.012281 


KCND2 


2071 


ACCGTGACCCAGACATCTTCC 


NM. 


.012281 


KCND2 


2072 


ACCATGGCTATCATCATCTTC 


NM. 


.012281 


KCND2 


2073 


ACGAGCAGACAAACGAAGGGC 


NM. 


.012283 


KCNG2 


2074 


ACATCATTGACATCCTGGCGC 


NM_012285 


KCNH4 


2075 


ACGTGACAGCCATCATCCAGC 
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NM_012285 


KCNH4 


907R 


APTTPAPAPPTTPPATATTPP 


NM. 


_012471 


TRPC5 


9077 


APPTPTPATPAPAAPPATPPP 


NM. 


.013348 


KCNJ14 


907R 


APPPTPPTPTTPAPPPAPAAP 


NM. 


.013943 


CLIC4 


907Q 


nUnuu x /-ittJ-ix x x w J. Ounl www 


NM. 


_013943 


CLIC4 


90R0 


APPAPTTPAPPAATAPPTPTP 


NM. 


_014139 


SPM19A 


90R1 


npn ATPTAPPPPTTPAPTPPP 
Awrori J. w X /Aw www X 1 v^rlu 1 www 


NM. 


_014139 




90ft9 


APTPAPPTPPPPATPAPPATP 

.raw X Un\3U X UUwV^Al vAvUAX w 


NM_014211 


GABRP 


90M 


raw J,vlUX www X OOrtw X 00-Txrt.w 


NM. 


.014217 




90R4 


APPTPPAATPAAATPAPTPAP 
.rlww x LLnrll wrlrirt.1 ^n(J X w-Mw 


NM. 


.014217 


KCNK2 


90R5 


n^vnunni UnounuL> X w-rAw X w 


NM. 


.014274 


ARP/7F 

r\Dr/£.r 


90RR 


A nPT T T CPP T P P P A P A T d T A f* 


NM_018646 


TR PVR 


90RR 


APPTTTCPPT/ZPPACATC'T'AP 
XXX Oww X bULiibiil O X M-w 


NM. 


.019841 


TDpWC 


9nnR 


ALL 111 oww X bUU/ibiii o 1AL 


NM. 


.014274 


ARP/7F 
nDnL" 


90fi7 


a p n p t p p t r* n *r p p t p a a p p p 

nL.AL- X o w X w/A. 1 ww X LnHUL X w 


NM. 


.018646 


TRPVfi 


9087 


APZlPTPPTPIiTPPTPa ZiPPTP 
nUHL X Ow 1 wxiX bL X LHHUL X w 


NM. 


.014382 


ATP9P1 


90RR 


APTPAPPTTAPTPPZiPTTPPP 
nL X bnbb X X nL X ubftu X X www 


NM. 


.014382 


ATP9P1 


90AQ 


APTPATTCPPTPAP^APTATP 


NM. 


.014386 


PKD9I 9 


9oqo 


APA ACTTPATTCAPPTTPCAP 
AUfinb X X Un. X X onLL X X wO-riw 


NM. 


.014407 




90Q1 


APTPAPTPTPPTAPPTPPTPP 
raw X orlL X w X Ow Inbb X OO X O w 


NM. 


.014505 


KPNIW1R4 


9009 


APa^TTPTPPTPPPPPTTPTP 
1 Iblbbl bbbbbl 1L1L 


NM. 


.014619 




90Q^ 


APPcnppapaTT^AATTrAap 


NM_016112 






APTPPA^TPPTCTTnTiTr'PD P 
HL X bbilb 1 oo loll wril UoAU 


NM. 


.016112 




90QR 


APPTATPTPTTPTTPCTPTTP 
ALL XriloXLX XLX X Lo X L X X L 


NM. 


.016121 




90QR 


ZV P P Ti P T P 2V T T PT 2\ P 21 2i P I\ C*C*C 
HLbHu 1 ori X 1 0 1 ALnnLALLL 


NM. 


.016179 


TRPP4 


90Q7 


APTCflA ATPTPCAfinATTACP 
rlU X bbnn 1 w X Ubnbbn X XriOw 


NM. 


.016601 






APACPATCr^TPATTPAPATPP 
ALnbLnl OOXLriX 1LALA1LL 


NM. 


.016611 


KCMKA 


90QQ 


APPA APTPCAPPA^PA APUPP 
riLLruiL X UbnLLribLnriLnbL 


NM. 


.033310 


KPNIK4 


90QQ 


A PP H 21 P'TP P 21 PP 21 fZC* 21 21 P Zl PP 
ALLririL X LbnLLnbLnHLAbL 


NM. 


.033311 


KPNIK4 

i\.LINi\*t 


90Q0 


APPA APTPPAPP21PP21 21 P 21 PP 
ALLHHL 1 LbALLrlbLHALAbL 


NM. 


.016929 


PI IPR 


Z IUU 


21 PPTP 21 21 P 21 21 PPPPT 21 TPPPP 
ALL 1 LAAoAALoLL 1 Al oLLL 


NM. 


.017662 


TRPMR 




A PPTPP 21 P21 21 PT APPTPTPTP 
ALL X ooAoAAo X ALL X L 1 L X L 


NM_017662 


TRPMR 


91 09 


APATPPAPPTPPZITZITPTPAP 
AwAX oLAooX LLAX AX O X oAL 


NM_ 


.017915 


FL J90R41 




APAPAPTATPTPPTAPTPAAP 
Awriv^riO X A X L X ww X AO X Lnnb 


NM_ 


018298 


IVIvULINw 


9104 


APAPTTPPTPATPAAPAAPTP 
nUnb X X LO X waX wArVOAAL X L 


NM. 


.018298 


IVI w* V_/L_jN CJ 


910R 

Cm \ \J\J 


AP AP ATT AP A APAT<^ APPPTP 
rVUrlunl X raOrxriOriX bnLLL X L 


NM_018558 


GABRO 


91 OR 


APPAPTAPAPPAPPTTPTTPP 

raww/T-w X rtwraOwxaOw X XOX Xww 


NM_018658 


KCNI J1R 


9107 


APATPTPAPPAATPTAPA APP 
ALA XLX LALLAA1 L X AoAAoL 


NM_ 


018658 




9108 


APAPPTTATPAPAAAPPTPTP 
ALALL X X AX LAOAAAOL X L X L 


NM_ 


018674 




910Q 


APATPTTPPAPPTPPPPA ATP 
ALAX L 1-1 LLALL X OOLLAAX L 


NM_ 


018674 


ASIC4 

nui wj*t 


9110 


APPATPTPPPPAPPAAATATP 
rawwriX w X UvuUfi^vnnn X rl X 


NM_ 


018674 


ASIC4 


2111 


ACGTTGCTGGAGATCCTCGAC 


NM_ 


018896 


CAGNA1G 


2112 


ACCAGCAGCCCATCATGAACC 


NM_ 


018992 


FLJ20040 


2113 


ACCCGAAATCCTTCCTGTACC 


NM_ 


019098 


CNGB3 


2114 


ACAGCCAATCAGAACTACTTC 


NM_ 


019098 


CNGB3 


2115 


ACTCATTATCAGCATGGCTCC 


NM_ 


.019841 


TRPV5 


2116 


ACCTGGACAAGCTTCATATGC 



3NSDOCI D: <WO 20O4094636A 1 J_> 



WO 2004/094636 



PCTVEP2003/004362 



95 



NM_019841 


TRPV5 


2117 


ACTCAGACAAGGAGGATGACC 


NM_020344 


SLC24A2 


2118 


ACACCGTCATTCACAGATTCC 


NM_020389 


trp7 


2119 


ACAAGTGGTGGCCTTCAGACC 


NM_020402 


CHRNA10 


2120 


ACTCTATAACAAAGCCGACGC 


NM_020402 


CHRNA10 


2121 


ACTATGACCATGGTCACATTC 


NM_020402 


CHRNA10 


2122 


ACCATTGCCAATACCTTCCGC 


NM_020533 


MCOLN'I 


2123 


ACATCCAGGAGTGTAAGCACC 


NM_020689 


NCKX3 


2124 


ACAGCAAGAACTGCACCGAAC 


NM_020689 


NCKX3 


2125 


ACCGTACACACCATTCGACAC 


NM_021007 


SCN2A2 


2126 


ACGCAT T GCAGAAG AGAAAGC 


NM_021096 


CACNA1I 


2127 


ACATGGAACCGCCTGGATTTC 


NM_021096 


CACNA1I 


2128 


ACCAACATCCTGGAGATCTGC 


NM_021096 


CACNA1I 


2129 


ACTCATCTCCTCCCTCAAGCC 


NM_021097 


SLC8A1 


2130 


ACTACCAAGTCCTAAGTCAGC 


NM_021097 


SLC8A1 


2131 


ACTTGTGGAGAGCTCGAATTC 


NM_021097 


SLC8A1 


2132 


ACGAATATGATGACAAGCAGC 


NM_021098 


CACNA1H 


2133 


ACCTGTGAGCTGAAGAGCTGC 


NM_021137 


TNFAIP1 


2134 


ACCATGCTCAAGGCCATGTTC 


NM_021137 


TNFAIP1 


2135 


ACCAGCCTGTGTGCAACATCC 


NM_021161 


KCNK10 


2136 


ACAACTCCAGCACAGCCATGC 


NM_138317 


KCNK10 


2136 


ACAACTCCAGCACAGCCATGC 


NM_138318 


KCNK10 


2136 


ACAACTCCAGCACAGCCATGC 


NM_021196 


SLC4A5 


2137 


ACCCTCATGGTAGATGATCTC 


NM_033323 


SLC4A5 


2137 


ACCCTCATGGTAGATGATCTC 


NM_1 33478 


SLC4A5 


2137 


ACCCTCATGGTAGATGATCTC 


NM_1 33479 


SLC4A5 


2137 


ACCCTCATGGTAGATGATCTC 


NM_021196 


SLC4A5 


2138 


ACTCCATTCTGGGAACGCTGC 


NM_033323 


SLC4A5 


2138 


ACTCCATTCTGGGAACGCTGC 


NM_021614 


KCNN2 


2139 


ACTTACAATGCTGAGCGGTCC 


NM_021949 


ATP2B3 


2140 


ACTACAAAGAGATTCCGGCCC 


NM_022054 


KCNK13 


2141 


ACCATCTTGTTCTTCAACCTC 


NM_022055 


KCNK12 


2142 


ACCATCCTGTTCTTCAACCTC 


NM_022055 


KCNK12 


2143 


ACCTTCAGCACCATCGGCTTC 


NM_022058 


SLC4A10 


2144 


ACTGTGTGGAACCGCATAATC 


NM_022358 


KCNK15 


2145 


ACGCTGGTCACTTTCCAGAGC 


NM_024076 


MGC2628 


2146 


ACCGGAGACGTCATGTGCAAC 


NM_024080 


TRPM8 


2147 


ACTGGAAGATTATCCTGTGTC 


NM_024681 


FLJ12242 


2148 


ACAGGAGAAAGGTTCCCGTCC 


NM_031460 


KCNK17 


2149 


ACCACCATTGGCTATGGCAAC 


NM_031460 


KCNK17 


2150 


ACAGAGGGCTTCTACTTCGCC 


NM_031886 


KCNA7 


2151 


ACGCCGTGCTCTACTACTACC 


NM_032115 


KCNK16 


2152 


ACCAGTTTCAGTTGGAGAAGC 


NM_032115 


KCNK16 


2153 


ACTATGTTGTTGGCACAGACC 


NM_032591 


SLC9A7 


2154 


ACCATCTGGCTCTTCAAGCAC 


NM_032591 


SLC9A7 


2155 


ACTGTCCTCGTCTATTGTTGC 


NM_032591 


SLC9A7 


2156 


ACCACCCTTCTCATTGTGTTC 
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NM. 


033223 


GABRG3 

W*#VI— J I \ \J 




APPPTPAAPTAPTATTPPAGP 


nm' 


J)33223 


GABRG3 


91^8 
c. i uo 


APTGGGTTGGATAPPTGTATP 


NM. 


.033272 


KCNH7 


91*^0. 

fa 1 u9 


A P P A A (2 A fiCf 1 A T 1 (Z A T A TTCPP 
rtww/"irtlJ.rt.oow.r4X orlXriX XbuL 


NM. 


_033272 


KCNH7 


fa low 


A PG T T AP A A TC A P AC TfTl A PTP 


NM. 


.005714 


KCNK7 


9161 


A P A G G T T A T C (2 HC ZV P 21 TC^ r* P 


NM. 


.033347 


KCNK7 


9161 


APAGGTTATGGPPAPATGGPP 


NM. 


.033348 


KCNK7 


9161 


APAGGTTATGGPPAPATGGPP 


NM_033455 


KCNK7 


2161 

fa 1 W 1 


ACAGGTTATGGPPAPATGGPP 


NM. 


.033456 


KCNK7 


2161 

fa lv 1 


APAGGTTATGGPPAPATGGPP 


NM. 


.053054 


CATSPER1 


2162 


ACCATTAPGAGTTGPAPPATP 


NM. 


J)53054 


CATSPER1 


2163 

fa 1 \J\J 


ACPPAPTPPTTPGPPATPTAP 

**v-» W W.T1 W X WW X X UUUOrtA W X nv 


NM. 


.053054 


CATSPER1 

>^#» 1 V-^l fail » 1 


2164 

fa 1 W*T 


ACCATGCT G A AGCGGP TPA TP 


nm" 


.054020 


CATSPER2 


2165 


ACCATGTTGTCCCTGCTTCCC 

w** X w X X vj X WW W X uv X X WWW 


NM. 


.018727 


TRPV1 


2166 


ACGCTGAGGTCTTCAAGAGTC 


NM. 


.080704 


TRPV1 


2166 

fa 1 WW 


ACGCTGAGGTPTTPAAGAGTP 
Av w w x vjnvju x w x x v^rirxuAO x w 


nm" 


.080705 


TRPV1 


2166 


ACGCTGAGGTCTTCAAGAGTC 


nm] 


l080706 


TRPV1 


2166 


ACGCTGAGGTCTTCAAGAGTC 


NM. 


.130770 


HTR3C 


2167 

Cm 1 W 1 


ACCAAPTAPAGPATPPPTAPP 
xivLrnno x nwiuun x www i/i^ w 


NM. 


.130770 


HTR3C 


2168 

Cm 1 WW 


APTGGAPATPTTPTAPTTPPP 
xTiw x oononi w x x w l£rw X X www 


NM. 


.130770 


HTR3C 


2169 


APAPTTPTGPTCGGPTAPAAP 
nV-cnV/ J. x w X vjw X buuL 1 xaw/xriw 


NM. 


.133329 


KCNG3 


2170 

fa 1 / w 


APGAGTAPTT.PTTPGAPPGCP 

nounu X X X w X XwOiT.wwO\Jw 


NM. 


.133329 


KCNG3 


2171 
fa i # 1 


APPTAPAPPTTPTAPTPGCPP 

r^.wwXr*.wriww X X w Xrlw X wv^www 


NM. 


.133329 


KCNG3 


9179 
fa i / fa 


A P a rz tzccz a p i\ a p t p t p n a pt p 


NM. 


.133497 


Kv11 1 


9173 

fa I / o 


.riw X X X w X w X bL-bbL X O X w X Aw 


NM. 


.138392 


LOC92799 


9174 

fa 1 / *T 


APPPACTTTPTACPPTCPTZIP 
nvUOnu X X X w X rlo X w X bL> X 


NM. 


.138392 


LOC927QQ 


91 7R 

fa I f w 


ap appTPPPii 2\r , 7v r pp , 7\ 7i^ , ^* ,^ p^ , 

/iw/iww X www/LH.VjilX bMbL X w 


NM. 


138444 


LOC1 15207 


9176 

fa I / D 


HPUPPaAD^PPPPPT'PP'P'PTP 
AwioUiAHbbL/UbL X X w X X X w 


NM. 


.139075 




9177 
fa I # / 


/\ww/lVj/i X X Vj X LjLjAUw X ww 


XM_ 


.030524 


KIAA0939 


9178 

fa 1 f o 


A P A PP G A A (2 A TC A TCTTP a TP 
nUnUbb/irt.bnl bHl oil Unl w 


XM. 


.030524 


KIAA0939 


217Q 


APTPTPAPPA APA AGTGCTAP 
■tWmf ± w 1 w/i.Ow/iAwArt.o X v^Va X raw 


SK423 


ChaK1 


2180 

fa 1 WW 


APAGAGPTAAGTATGTGAGGP 


XM. 


030709 


TRPM7 


2180 

fa I ww 


APAGAGPTAAGTATGTGAGGP 
nvfwjnuv^ x nriu x n X o X bribb^ 


XM_ 


036123 


TRPM3 


2181 


ACTTPTPPAAPPTTAATGPPP 

x x w x wwfvr\.ww X x rt-rt.X www w 


XM_ 


.038736 


SLC4A9 


2182 


ACTCTACATTTAPPTGGPPAP 

**wxwxnwnx x x ^iww x wwwwrtw 


XM_ 


038736 


SLC4A9 


2183 


ACAPPAAAGPTPATGGTAPPP 
nunv/^nnnuv x wfix o w x^xwww 


XM_ 


.044785 


KCNJ13 


2184 


ACCAGTTTCAPAGPTGPATTP 

n^^nu xxx ^fiUAU w x UvnX X w 


XM_044785 


KCNJ13 


2185 


ACAGGACTGAPPTGGATATPP 

**wnvjwnw x onvO x oun x ril ww 


XM_ 


046881 


SLC9A1 


2186 


ACCTCCCGATTTAPPTPPPAP 

x*ww x vvvun x x xnww x wow/aw 


XM_ 


.059638 


LOC1 33308 


2187 


ACAAGAAACACCAAPTGAAGP 


XM_ 


059638 


LOC1 33308 


2188 

fa l WW 


APPTGPTGGGTTTAPPATGGP 


XM_ 


062645 


LOC121456 


2189 


ACCATATGGCTCTTCAAGTAC 


XM_ 


062645 


LOC121456 


2190 


ACACAAGCTCATTACACCTTC 


XM_ 


.062909 


LOC1 22032 


2191 


AC AGAAAGCACAGGCT T TGCC 


XM_ 


.063451 


SLC24A4 


2192 


ACCTTCATGGCTGCAGGAAGC 


XM_ 


.063451 


SLC24A4 


2193 


ACGAGAT TAT GAGCTCCAGC C 


XM_ 


.063919 


LOC123948 


2194 


ACTCAGAATCTAAGCCAACCC 
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\/ ft a A"! A. A, A, yl /*\ 

XM_063919 


LOC1 23948 


2195 


ACCCGTTACAACAACCTGATC 


XM_G66258 


LOC 128944 


2196 


ACCACAGATTGGCCTCCAATC 


XM_066258 


LOC1 28944 


2197 


ACACTTAGCCAGAGGTTTGGC 


XM_066360 


LOC1 28997 


2198 


ACCAGCTCATTACTCTAGGTC 


XMJ366360 


LOC1 28997 


2199 


ACAAGGTCACCAGCATAGTCC 


XWL066668 


LOC 139390 


2200 


ACCCTGATGCCAAGAAAGTCC 


XM_069849 


LOC 136363 


2201 


ACGTCACTTGGAGGAGCAGTC 


XWM370698 


LOC1 37979 


2202 


ACCATCTATAGACCACCAGCC 


XM_072244 


LOC 130535 


2203 


ACAGATGAGCAAACCCGCATC 


XM_084997 


bA430M15.1 


2204 


ACAGTGGTCGTCAGCATGTAC 


XM_085367 


LOC146212 


2205 


ACAGCTGGGTGGAGCTTACAC 


XM_085367 


LOC 14621 2 


2206 


ACTCCATCCTGGGAAAGTACC 


v/ a a r\ n a a. 

XM_086379 


MGC25056 


2207 


ACTCTTGGCTGCATTTCTGTC 


XM_086565 


KIAA1535 


2208 


ACATCTTCCTAGTGGTGGAGC 


NM_005477 


HCN4 


2209 


ACTCATCCAGTCCCTGGACTC 


XM_086565 


KIAA1535 


2209 


ACTCATCCAGTCCCTGGACTC 


XMJD91397 


LOC 162 163 


2210 


ACTGCTGGTCAGCATCCATAC 


wa a aaaaa. .4 

XM_092804 


CLIC6 


2211 


ACATCCCGAATCTAATTCCGC 


XM_092804 


CLIC6 


2212 


ACACGCATATTCAGATGTTGC 


XM_093929 


LOC 166538 


2213 


ACCAAGCAGAACTCTCTCAAC 


vy a a r\ a a fi a a 

XM_094080 


LOC1 66765 


2214 


ACAGCATTGGACCAGTTGATC 


Vaf Pi at r<ir\ aft #S a*"** 

XM_094080 


LOC 166765 


2215 


ACAACCCTGAGTACAATTGCC 


XMJ395739 


LOC206980 


2216 


ACACCTAACGTACTAAGGCTC 


XM_095780 


LOC1 69572 


2217 


ACTTTGTGATGGTACAGAGCC 


XM_095797 


LOC 169596 


2217 


ACTTTGTGATGGTACAGAGCC 


XM_095780 


LOC1 69572 


2218 


ACCTCAGAGAAAGGATCACGC 


XM_095797 


LOC169596 


2218 


ACCTCAGAGAAAGGATCACGC 


NM_002295 


LAMR1 


2219 


ACTCCAATTGCTGGCCGCTTC 


XM_095780 


LOC1 69572 


2219 


ACTCCAATTGCTGGCCGCTTC 


XWM 14305 


LOC200845 


2220 


ACCAGATTGAGCCCTTGATTC 


XWM 66742 


LOC219896 


2221 


ACTTTCACGGGACCATTCATC 


XWM 66943 


LOC220370 


2222 


ACTGAACCAGCGTGTGCAGAC 


W a a ^4 aaa .a a 

XWM 66943 


LOC220370 


2223 


ACAAGCAGAT CAACAGC T TCC 


v/aa A — » /~« — 7 i-w ^ 

XWM 70731 


LOC254387 


2224 


ACAAAGCCAGGGAATGTAACC 


v/ a a j^aaah 

XWM 70803 


LOC253980 


2225 


ACCATGCTCAAAGCCATGTTC 


XWM 70803 


LOC253980 


2226 


ACATCCTCATCTACGAGACTC 


XWM 70908 


LOC255231 


2227 


ACATGTTTGCAACCTTTGCCC 


XWM 70908 


LOC255231 


2228 


ACAGAATGGGTTTCCTGAAAC 


XWM 71 197 


LOC253971 


2229 


ACCTTCTTCAGTGGACTCATC 


V/ K a <i*74 Oil o 

XWM71318 


I a* - ***. a«*-*4. 0"% J— *— ' a»"*. a*"**. •*» 

LOC255695 


2230 


ACAACAGAATCCTCATAGTCC 


A WM 7 1318 


1 a*""**4 p** a*"\ a**\ a""* 

LOC255695 


2231 


ACTCCTGAAACATGGTCCTCC 


XWM 71 31 8 


LOC255695 


2232 


ACTGCAGATTCCAATGTGGTC 


XWM 71 384 


LOC256342 


2233 


ACGTGGAACATGGCCTTCATC 


XWM 71 720 


LOC253188 


2234 


ACCTCATGCAAACTTCACGTC 


XWM71749 


LOC255087 


2234 


ACCTCATGCAAACTTCACGTC 


XWM71720 


LOC253188 


2235 


ACTCAGGAGGAACGATCTGTC 
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XM_171749 


LOC255087 


2235 


XM_1 72164. 


LOC253355 


2236 


SK112 


DMPK2 


2237 


SK112 


DMPK2 


2238 


NM_024876 


FLJ12229 


2239 


SK013 


ADCK4 


2239 


SK015 


BRSK2 


2240 


XM_1 13646 


STK29 


2240 


SK016 


Wnk2 


2241 


NM_000051 


ATM 


2242 


SK038 


ATM 


2242 


SK060 


CaMK2g 


2243 


NM_006482 


DYRK2 


2244 


SK115 


DYRK2 


2244 


NM_003583 


DYRK2 


2245 


NM_006482 


DYRK2 


2245 


SK115 


DYRK2 


2245 


NM_005233 


EPHA3 


2246 


SK123 


EphA3 


2246 


NM_005233 


EPHA3 


2247 


SK123 


EphA3 


2247 


SK125 


EphA5 


2248 


X95425 


HSEHK1 


2248 


XM_046083 


LOC201771 


2248 


SK125 


EphA5 


2249 


X95425 


HSEHK1 


2249 


XMJ346083 


LOC201771 


2249 


SK125 


EphA5 


2250 


X95425 


HSEHK1 


2250 


XM_046083 


LOC201771 


2250 


SK183 


IRR 


2251 


XM_043563 


INSRR 


2251 


SK200 


PIM3 


2252 


SK205 


KSR1 


2253 


XM_034172 


KSR 


2253 


SK250 


NEK1 


2254 


XMJM8605 


LOC257463 


2254 


NM_000323 


RET 


2255 


NM_020629 


RET 


2255 


NM_020630 


RET 


2255 


NM_020975 


RET 


2255 


SK326 


RET 


2255 


NM_000323 


RET 


2256 


NM_020629 


RET 


2256 


NM_020630 


RET 


2256 


NM_020975 


RET 


2256 



ACT CAGGAGGAACGATCTG T C 

ACTACCATATTCAGCAGCTGC 

ACACCTCAGGCAGTCACAGTC 

ACGCATCTTTAGGGTGACAAC 

ACCTC T TCC AGGAC ACCTACC 

ACCTCTTCCAGGACACCTACC 

ACTCC ATCAAGAACAGC T T TC 

ACTCCATCAAGAACAGCTTTC 

ACCTTCCTGAACAAGCTGCTC 

ACCTAACTGTGAGCTGTCTCC 

ACCTAACTGTGAGCTGTCTCC 

ACCAGATGCTGACCATAAACC 

ACACGATTGGCGGCAGTAAGC 

ACACGATTGGCGGCAGTAAGC 

ACAGTGTTTAGAGTGGGATCC 

ACAGTGTTTAGAGTGGGATCC 

ACAGTGTTTAGAGTGGGATCC 

ACATTACACACCCATCAGGAC 

ACATTACACACCCATCAGGAC 

ACTCACCAACACCACGGTGAC 

ACTCACCAACACCACGGT G AC 

AC AGAACT T G ATCT T GG T GAC 

ACAGAACTTGATCTTGGTGAC 

ACAGAACTTGATCTTGGTGAC 

ACTGTGATTCAGCTTGTTGGC 

ACTGTGATTCAGCTTGTTGGC 

ACTGTGATTCAGCTTGTTGGC 

ACAGATCAGTAGGTGAATGGC 

ACAGATCAGTAGGTGAATGGC 

ACAGATCAGTAGGTGAATGGC 

ACTGGTCATCTTTGAGATGCC 

ACTGGTCATCTTTGAGATGCC 

ACGGTCTACACCGACTTCGAC 

ACTGACAAAGAAGGAGCACCC 

ACTGACAAAGAAGGAGCACCC 

ACATAAACAGGCCCATCAAAC 

ACATAAACAGGCCCATCAAAC 

ACCGTCTACCTCAAGGTCTTC 

ACCGTCTACCTCAAGGTCTTC 

ACCGTCTACCTCAAGGTCTTC 

ACCGTCTACCTCAAGGTCTTC 

ACCGTCTACCTCAAGGTCTTC 

ACCAGGAACTTCTCCACCTGC 

ACCAGGAACTTCTCCACCTGC 

ACCAGGAACTTCTCCACCTGC 

ACCAGGAACTTCTCCACCTGC 
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SK326 


RET 


2256 


NM_000323 


RET 


2257 


NM_020629 


RET 


2257 


NM_020630 


RET 


2257 


NM_020975 


RET 


2257 


SK326 


RET 


2257 


SK345 


MAST1 


2258 


XM_032034 


SAST 


2258 


SK345 


MAST1 


2259 


XM_032034 


SAST 


2259 


NM_003137 


SRPK1 


2260 


SK358 


SRPK1 


2260 


NM_018571 


ALS2CR2 


2261 


SK434 


STLK6 


2261 


NM_018571 


ALS2CR2 


2262 


SK434 


STLK6 


2262 


SK440 


ZC4/NRK 


2263 


SK443 


CDK11 


2264 


XM_1 66324 


KIAA1028 


2264 


SK443 


CDK11 


2265 


XM_166324 


KIAA1028 


2265 


SK450 


ULK3 


2266 


XM_044630 


DKFZP434C131 


2266 


SK450 


ULK3 


2267 


XM_044630 


DKFZP434C131 


2267 


SK450 


ULK3 


2268 


XM_044630 


DKFZP434C131 


2268 


SK453 


TTBK2 


2269 


SK453 


TTBK2 


2270 


SK458 


MLKL 


2271 


XM_1 13849 


LOC1 97259 


2271 


SK459 


DCAMKL3 


2272 


XM_047355 


KIAA1765 


2272 


SK459 


DCAMKL3 


2273 


XM_047355 


KIAA1765 


2273 


SK460 


SgK493 


2274 


XM_038576 


LOC91461 


2274 


NM_139158 


ALS2CR7 


2275 


SK462 


PFTAIRE2 


2275 


NM_139158 


ALS2CR7 


2276 


SK462 


PFTAIRE2 


2276 


SK466 


CDKL4 


2277 


XM_065861 


LOC1 30736 


2277 


BCO 15792 


BC015792 


2278 


3G000001 65752 


• ENSG00000165752 


2278 


SK469 


YANK3 


2278 



ACCAGGAACTTCTCCACCTGC 

ACCTCATCTCATTTGCCTGGC 

ACCTCATCTCATTTGCCTGGC 

ACCTCATCTCATTTGCCTGGC 

ACCTCATCTCATTTGCCTGGC 

ACCTCATCTCATTTGCCTGGC 

ACAAACAGGTGTGTGGGACCC 

ACAAACAGGTGTGTGGGACCC 

ACACGGATGTCTATAGTGTCC 

ACACGGATGTCTATAGTGTCC 

ACCAAGTGCCGTATCATCCAC 

ACCAAGTGCCGTATCATCCAC 

ACTTGGTTGATGAGCCAACCC 

ACTTGGTTGATGAGCCAACCC 

ACAGGAGTATTAAAGCCAGCC 

ACAGGAGTATTAAAGCCAGCC 

ACTTCATGAGAAGACTGGTGC 

ACCCTAATGTGATTGCATTGC 

ACCCTAATGTGATTGCATTGC 

ACTCCTGACCATGGATCCAAC 

ACTCCTGACCATGGATCCAAC 

ACTGAGCTCCTTGGAGAAGCC 

ACTGAGCTCCTTGGAGAAGCC 

ACTTCTTTGTACCTGCCCTGC 

ACTTCTTTGTACCTGCCCTGC 

ACACCCT GGACAAAG AGG G AC 

ACACCCTGGACAAAGAGGGAC 

ACTATGTGGTCATGCAGTTGC 

ACTCAGCTACTACTGAACCTC 

ACCAAG GAAAGAGGAGCG T GC 

ACCAAGGAAAGAGGAGCGTGC 

ACAAGAAAGAGGACAGAGGCC 

ACAAGAAAGAGGACAGAGGCC 

ACCTGATCCTGGAGTACGTGC 

ACCTGATCCTGGAGTACGTGC 

ACTGGATGGAGCCAAGTGGTC 

ACTGGATGGAGCCAAGTGGTC 

ACTCTTCAGAAGTCGTGACCC 

ACTCTTCAGAAGTCGTGACCC 

ACAATCCAGAATGGTTCCCAC 

ACAATCCAGAATGGTTCCCAC 

ACTCAGTATGGTTCTTCAGTC 

ACTCAGTATGGTTCTTCAGTC 

ACATGTTCATGGTCGTGGACC 

ACATGTTCATGGTCGTGGACC 

ACATGTTCATGGTCGTGGACC 
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SK469 


YANK3 


007Q 


NMJ) 17988 


FLJ 10074 


ZZoU 


SK475 


SCYI 2 


ZZoU 


SK476 


111 i-i\o 




SK476 


NEK8 


99B9 
ZZOZ 


SK476 


NEK8 


ZZOO 


NM_033266 


ERN2 




SK498 


IRE2 




NM_033266 


ERN2 




SK498 


IRE2 




SK500 


NDR2 


ZZOO 


SK500 


NDR2 


99R7 


SK510 


PAK5 


99RR 


XM_045653 


PAK7 


99RR 
ZZOO 


SK510 


PAK5 


99RQ 


XMJD45653 




zzay 


AL1 37662 


HSM801974 


99Q0 


SK520 


NRBP2 


zzyu 


SK558 


NEKS 


99Q1 


XM_1 66970 


LOC22043*? 


990*1 

zzy j 


SK581 


SaK069 


99Q9 


XM_064914 


LOC126030 


99Q9 


SK581 


SaK069 


99Q3 


XM_064914 


LOC 126030 


zzyo 


SK581 


SaK069 

'y i www 


99CM 


XM_064914 


LOC1 26030 


9904 


SK592 


oy r\ i i u 


99QK 

zzyo 


XM_064914 


[ OPi9fi03o 


zzyt> 


SK592 


SaK110 


99QR 


XM_064914 


LOC1 26030 


99QR 


SK627 


EbhA10 


99Q7 


SK627 


EDhA10 


99DP 


SK641 


Wnk3 


92QQ 


XM_029183 


PRKWNK3 


99QQ 


SK643 


SgK223 


9300 


SK643 


SgK223 


9301 


SK645 


NEK10 


2309 


XIVM71056 


LOC25651 9 


9309 


SK646 


EphA6 


2303 


XWM 14973 


LOC203806 


2303 


SK650 


SBK 


2304 


XM_171786 


LOC254078 


2304 


SK658 


SgK288 


2305 


XWM 71494 


LOC255239 


2305 


SK690 


LRRK2 


2306 



ACATGGCTCCGGAGATCTTCC 

ACATGGCTCCGGAGATCTTCC 

ACTTTCTGTGAGCTGTGAAAC 

ACTTTCTGTGAGCTGTGAAAC 

ACCTTTGCACCTATCTCTGAC 

AC TG AGCGAGAACT AT T T GCC 

ACACCCTTACACGGTGACTTC 

ACCACAGATGAGGTGACACTC 

ACCACAGATGAGGTGACACTC 

ACTTCGGCCTCTGCAAGAAGC 

ACTTCGGCCTCTGCAAGAAGC 

ACCAGACTTGGCTTGGATGAC 

ACACACAACCCACCAAGTGAC 

ACCTTCTAGAACTGCAGGGAC 

ACCTTCTAGAACTGCAGGGAC 

ACTTGATGTTGGTGAGGGAGC 

ACTTGATGTTGGTGAGGGAGC 

ACC T GGCAGG AGAAAC AG ACC 

ACCTGGCAGGAGAAACAGACC 

ACTTTGGTATAGCAAGAGTCC 

ACTTTGGTATAGCAAGAGTCC 

ACATGATGACGCTGAGTGCTC 

ACATGATGACGCTGAGTGCTC 

ACTGAAGCAGCTCCCGAAACC 

ACTGAAGCAGCTCCCGAAACC 

ACCTCATGGCCTTCATCCAGC 

ACCTCATGGCCTTCATCCAGC 

ACAACGTGCTGGTCTTCGACC 

ACAACGTGCTGGTCTTCGACC 

ACTGCCTGTTTCCCTT£GGAC 

ACTGCCTGTTTCCCTTGGGAC 

ACCGCCGAGGAAGTTATCCTC 

ACGGAGTACGAGATCCGATAC 

ACCGTCCTTCAGGTATCAACC 

ACCGTCCTTCAGGTATCAACC 

ACAGGCCAAGATAGAACATGC 

ACTGGCTTTGCTGCCAGTACC 

ACAAGGAGAAGAGGAT TG TCC 

ACAAGGAGAAGAGGAT TG TCC 

ACCATTCCAAGGGTTGATTCC 

ACCATTCCAAGGGTTGATTCC 

ACCTGTTTGACATCATCCCTC 

ACCTGTTTGACATCATCCCTC 

ACGGAGTACGCCATCAAGTGC 

ACGGAGTACGCCATCAAGTGC 

AC AGCCAGATCATC AGCT T GC 
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SK695 


CRIK 


2307 


ACAGTGACAAGAATCGGCTGC 


NM_052853 


MGC20727 


2308 


ACCTCAGGCCCAACCTACATC 


SK712 


ADCK2 


2308 


ACCTCAGGCCCAACCTACATC 


NM_0 14299 


BRD4 


2309 


ACCAAACACAACTCAAGCATC 


NM_058243 


BRD4 


2309 


ACCAAACACAACTCAAGCATC 


SK763 


BRD4 


2309 


ACCAAACACAACTCAAGCATC 


NM_0 14299 


BRD4 


2310 


ACGGTCTTCAGTTCCAGATTC 


SK763 


BRD4 


2310 


ACGGTCTTCAGTTCCAGATTC 


SK765 


AlphaKI 


2311 


ACAGCAAGCCCATTTCTTCTC 


XM_057651 


MIDORI 


2311 


ACAGCAAGCCCATTTCTTCTC 


SK765 


AlphaKI 


2312 


ACACCTGAAGAAAGGGAGAGC 


XM_057651 


MIDORI 


2312 


ACACCTGAAGAAAGGGAGAGC 


SK765 


AlphaKI 


2313 


ACGTGCATCATCAAGGTGTCC 


XM_057651 


MIDORI 


2313 


ACGTGCATCATCAAGGTGTCC 


SK780 


ADCK5 


2314 


ACTGGGACAAGTCCAGCAAGC 


SK780 


ADCK5 


2315 


ACCCACATCCTGGCAACGTTC 


XM_1 14612 


LOC203054 


2315 


ACCCACATCCTGGCAACGTTC 


NM_005762 


TRIM28 


2316 


ACTGTCCCGTGTGCAAGCAAC 


/-» |/^ft -4 

SK784 


TIF1b 


2316 


ACTGTCCCGTGTGCAAGCAAC 


CMO^ArtrtAAil ftftftftft 

ENSG000001 39908 


ENSG000001 39908 


2317 


ACTCCCTCCTCAATATCTAGC 


nil ftftft#%^s% 
NM_000020 


ACVRL1 


2318 


ACGTGTGAGAGCCCACATTGC 


NM_000020 


ACVRL1 


2319 


ACCGAGT T CG T CAACCACT AC 


| l| ■ A*ftfc JjPftk - * J -ft. 

NMJD00180 


GUCY2D 


2320 


ACATGCAAATGGTCTCCGGCC 


NM_000906 


NPR1 


2321 


ACCCAGCAT GCAACCAAGAT C 


1 ■ * ■ .*% -a. A m y-w - 

NMJ301184 


ATR 


2322 


ACCCAGAATTCCTACAGAGCC 


NM_001211 


BUB1B 


2323 


ACAACAGCCAGTTATGACACC 


■V I Hi I #"\ /-% J a*-y J At 

NM_001211 


BUB1B 


2324 


ACATTCCAAAGTCACCTGAAC 


NM_001433 


ERN1 


2325 


ACTTTGGCCTCTGCAAGAAGC 


NMJJ01522 


GUCY2F 


2326 


ACATGGAAATGGAGCTGCTAC 


NM_001654 


ARAF1 


2327 


ACTGCTGTGTGGTCTACCGAC 


kill jf"4 ^ a v 

NM_001654 


ARAF1 


2328 


ACTCCCAACGTCCATATGGTC 


ft. I ft a A a* J A J— J 

NM_001654 


ARAF1 


2329 


ACGAGCTTATGACTGGCTCAC 


NM_001726 


BRDT 


2330 


ACAGGGAGCT TCAGTCAACTC 


ft i ft a ftftftftft^ 

NM_002005 


FES 


2331 


ACAGGGAGTATGCAGGAC TGC 


ft 1 ft a ftftftAS>f*> 

NM_002005 


FES 


2332 


ACCTCAGCAATCAGCAGACAC 


NM_Q02037 


FYN 


2333 


ACATTACTCAGAGAGAGCTGC 


ft 1 a a ftftftfta*^ 

NM_002037 


FYN 


2334 


ACCAAAGGAAGAGTGCCATAC 


K Ilk ■ rtftftft a ft 

NM_002648 


PIM1 


2335 


ACTTGCCGGTGGCCATCAAAC 


NM_002648 


PIM1 


2336 


ACATCCTTATCGACCTCAATC 


K ■ h a ftftftft ji ft 

NM_002648 


PIM1 


2337 


ACCT TCGAAGAAATCCAGAAC 


NM_003390 


WEE1 


2338 


ACAAGACCTTCCGCAAGCTGC 


NMJ)03390 


WEE1 


2339 


ACTCTTCACTGACCGGATGGC 


NM_003496 


TRRAP 


2340 


ACTACGTTGTGACCGAGGTTC 


SK380 


TRRAP 


2340 


ACTACGTTGTGACCGAGGTTC 


NM_003503 - 


CDC7L1 


2341 


ACTTCAGTGCCTAACAGTGGC 


NMJ)03718 


CDC2L5 


2342 


ACAT CCAG CAG CAGT AGCAGC 
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NM_031267 




OO/io 


71 p , tv r PP*p*TiP*p , 7v p»p*tv p»titv p»p*tv p*p» 
A^nl bbAbbAbbAb I AbbAbb 


NM. 


.000907 


in r^rxz 


0040 
ZO^O 


21 P 0 P 21 21 P P T T 7A P* P< TV T -1 C* 7V P 1 P* 


NM. 


"003995 


NPR9 


9040 
ZO*4 O 


UPPTPZi z\r^r ,r pm r T7Ar i r , 7A , T»r , 7Ar , r^ 
J- ^-nnoL X la I AbbAX bAbb 


NM. 


~000907 


MPRO 


ZO^Kf 


A P P & P P 71 t 2v t t 1 p p 2v p» a tv p*p* t p* 

AUU/ib b»A 1A1 1 b bALAAb b I b 


NM_003995 


NIPR9 


OO/1/l 

ZO*W- 


A P P 21 P P 21 *P 71 T T PP 7A P 1 TV TV P* P* T» P* 
i-lb*L,Abj bA 1 A 1 1 bbAbAAbb 1 b 


NM_000907 


MDDO 


Zo^D 


21P*2AP2iPTP , TV 7\ P* A ^~ tr P/*^OT"T>r^ r P/ r ^ 
AbAbAb 1 bAAbAb X X Ibib 


NM. 


.003995 




OO/IR 

Z040 


TV P*7\ P*7V PTP 7\ 7VP'7\P ,r PP , f'" , 'T""P/'"^rp/'"i 

AbAbAb 1 bAAbAb I CaU 1 iblb 


NM. 


.004302 


r\\s Via I D 


Zo4o 


TV f~*C* C^Ti f m * r T l fT* i n*{^/ m *rV 74 f*7V nWP 7V o 

AOUU/lU 1 biL, 1 bxC 1 AL,AC TbiAC 


NM. 


~020327 


Ap\/P1 R 

nuvr\ I D 


oo/ie 
Zo4o 


AbbbAb Ibbi (jU 1 AUAU 1 GAC 


NM. 


.020328 


Ap\/R4 D 
MOV r\ I O 




Ab»L»iw/iU X lab* I Qab. 1 AUAb/TGAL^ 


NM_004302 


nb» V r\ 1 D 


OOv17 


AOijla lLil biCa I 1 brAVaGGAAGC 


NM. 


.020327 


nUVr\ 1 D 


00/17 


Abbb loll bb 1 1 bAbbbAAbb 


NM. 


.020328 


nV/Vrv 1 D 


oovi7 


AUGG1 UXTGGTTCaGGGAAGC 


NM. 


.004302 


nOVr\ 1 D 


OOvlft 

Zo^fO 


Ab 1 bAbAbbAX 1 bAbAl 1 bbb 


NM. 


.020327 


nUVK 1 D 


OO/IO » 

Zo4o 


Ab 1 GAUACCATTGACATTGCC 


NM. 


.020328 


Ar\/R1R 
nuVRI D 


oo>iq 


AbJ. GAUACCATTGACATTGCC 


NM. 


.004329 


Dlvlr'rc in 


oo/iq 


7\ r*"T* TVTl/^TVTV7vrri/~«7V/~»Tv/ r ^rTir^/-^ 

Ab 1 GGGATOxAAAl CAGACTCC 


NM. 


.004329 


RMPP1A 
DiVlr^r\ In 


ZOOU 


TV O TV TV T , TVp»TV TV »P/* ,p ^T , ^ ,r P^ , ^ ,, ^*TV^ 1 ^ , 

AL.AA1 AljAAl bllbl bbbAbb 


NM. 


.004329 


DIVI"r\ In 


ZOO 1 


Ab»b 1 1 1 Al I bb 1 1 bAbbbAAb 


NM_004336 


PI IP1 
DUD I 


90*^9 

zooz 


AbAAbbAlbbbAl XbbAAbbb 


NM. 


.004336 


PI IR4 
DUD I 


90*^0 


Tvr , r , r ,r pr™ , /^i^Tv TTrr'TvpTv tvptvtp 
Abbb 1 bbbAl 1 GbAbAAbA x b 


NM. 


.004438 






TV 7V C* 7V 7\ n»PJ\ TV 7\ J*^ C+*T*C* TV TV o 

AbAbA X A 1 bAAAbbbb 1 b AAC 


NM. 


.004440 




90<%*% 

zooo 


7v/ p, * r PTir , Tr i r ,r r , rT , TvT^T»r'»T>7v7v tvi*^/ w » 
Ab 1 Ab I bb 1 GGA1 1 b 1 AAAbb 


NM. 


004440 


PPUA7 


OORR 
ZOOO 


7V/~ , TV/™ ,r r ,r T 1 P ,r P/*^7\ TV f" , /""'/Tpi'~ ,r n/*" , /""'/'*'/~ l 

AbAb 1 1 b 1 bAAbbb X b 1 bbbb 


NM. 


.004440 


CDUA7 
trHM/ 


oo*^7 
Zoo/ 


Abb T AbAT TGACCCTGAAACC 


NM. 


.004443 


CDUIDO 


OOCQ 

235o 


ACAACGTGGaGTTTGTGCCTC 


NM. 


.004670 


DADCCO 


zooy 


AbCGTGTGGCTAAbAGGTCTC 


NM. 


.004670 


DADCQO 


ZooU 


AbAGTGAGTGACTGTGTCCAC 


NM. 


.004817 


T IDO 
1 JpZ 


Zobl 


AbATGTbTTTAACGGATGCTC 


NM. 


.004817 


T IDO 


ooco 
ZooZ 


AbbTGAbTGGTTTCAAACTGC 


NM. 


.004958 


PR AP1 

rr\nr I 




AbAbbb I bbAl bbAbb 1 bA 1 b 


NM_ 


.004958 


CRAP1 
i rvp\r I 


OOR4 


ArpTPArp7\ppA'PPAAr , r"nr'p 
Abb 1 b Abb Abb A 1 bAAbb 1 bb 


NM. 


.004963 




ZOOD 


AbbAXbbXbbX IbXbXAXAbb 


NM_ 


.005104 


RRH9 




Tlf^TVP'TV TVP , P ,r P7Vp ,r rP , TV r PP , A TvT 1 *" P 1 0 
AbAbAAbb 1 Ab 1 bAX bAAbbb 


NM. 


.005104 




90R7 
ZOO A 


TIPT'TV P'T l P ,r PP»prnp»Tv TVpiTV »?fpppp 

AbbAb 1 b 1 bb 1 bAAbA 1 1 bbb 


NM. 


.005104 


RRH9 


ZOOO 


TV P ,r P 7\ C TS. TV P'P'TV P , P , P , P»P* r P , T»m7\ pp 

Ab X AbAAbbAbbbbb X 1 lAbb 


NM. 


.005157 


API 1 
nDL I 


zooy 


TV OTV P ,r PP , P ,r r ,r PP ,r nP , 7V rp/-«/-»o TV tv p"rr 

AbAb 1 bb 1 1 b 1 bAX bbbAAbb 


NM. 


.007313 


ARI 1 
nDL I 


f ooy 


7AP , 7AP tr rp , P ir Pnr>p ,r PP , 7v «pr , r , r , Tv 7vr«p» 
AbAb X bb X X b X bAX bbbAAbb 


NM_ 


.005157 


ARI i 
nDL I 


907H 
ZO/ U 


TVPPTiPTi 7\PTPPP7VP1\ TPP7V7VP 

AbbAbAAb X bbbAbAXbbAAU 


NM_ 


.007313 


ARI 1 
nDL. I 


907n 

ZO r U 


21 P P 71 C 71 71 P r Pr t P H 71 r* 71 HP P* P* TA TV r» 
AbbAbAAb X bbbAbAX bbAAb 


NM. 


.005158 


ABL2 


2371 


ACTTCCTTCCAAGACTCGGAC 


NM_ 


007314 


ABL2 


2371 


ACTTCCTTCCAAGACTCGGAC 


NM_005158 


ABL2 


2372 


ACAGCATGCTGATGGGTTCTC 


NM. 


.007314 


ABL2 


2372 


ACAGCATGCTGATGGGTTCTC 


"NM_ 


005211 


CSF1R 


2373 


ACaACGAGAAGTGGGAGTTCC 


NM. 


005211 


CSF1R 


2374 


ACTTCTCCAGCCAAGTAGCCC 
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NM_005248 


FGR 


2375 


ACTACAGCAACTTCTCCTCTC 


NM 005248 


FGR 


2376 


ACTACTTCACCTCCGCTGAAC 


NM_ 


.005372 


MOS 


2377 


ACTCTCTGGCAAATGACTACC 


NM_ 


.005433 


YES1 


2378 


ACAGCTGGTTGATATGGCTGC 


NM_ 


.006182 


DDR2 


2379 


ACCATGAAGGTCCACTGCAAC 


NM. 


.006182 


DDR2 


2380 


ACTGGAGAGTTCTTCCGAGAC 


NM. 


.006875 


PIM2 


2381 


ACTGCTATGGAAAGTGGGTGC 


NM. 


.006875 


PIM2 


2382 


ACATCCTGATAGACCTACGCC 


NM. 


.007118 


TRIO 


2383 


ACATCCTAGCTAAGAAGGAGC 


NM. 


.007118 


TRIO 


2384 


ACCAAGGGCAAGATCTTCTGC 


NM. 


.007284 


PTK9L 


2385 


ACAAGTGCAGCATCAAGGAGC 


NM. 


.013392 


NRBP 


2386 


ACCTCCTGTGACCTCCACAAC 


NM. 


.013392 


NRBP 


2387 


ACAGGAAGCCATCAGCAGTGC 


NM. 


.013392 


NRBP 


2388 


ACATGATCCCAGAGAACGCTC 


NM. 


.014572 


LATS2 


2389 


ACTTCCCTGGATGCCAAAGTC 


NM. 


.014572 


LATS2 


2390 


ACCAACTCCTTCAACAGCCAC 


NM. 


.014840 


KIAA0537 


2391 


ACCACAAGCACAACTTGAAGC 


NM. 


.014840 


KIAA0537 


2392 


ACAATGCCCTTCGATGGTTTC 


NM. 


.014916 


KIAA1079 


2393 


ACAGTGCGTAGAAGCGATTCC 


NM. 


.014916 


KIAA1079 


2394 


ACTTGGAGCTTGATTACCCAC 


NM. 


.015906 


TRIM33 


2395 


ACACAACACCACAATCAACCC 


NM. 


.033020 


TRIM33 


2395 


ACACAACACCACAATCAACCC 


NM. 


.017433 


MY03A 


2396 


ACTAGCCCATTACAAACTGCC 


NM. 


.018343 


FLJ11159 


2397 


ACACCATGTTGAAGATCCTGC 


NM. 


.018423 


DKFZp761P1010 


2398 


ACTTTCTGGGAGCTACCACAC 


NM. 


.020198 


GK001 


2399 


ACTCTGTTACTGAATCTCCTC 


NM. 


.020198 


GK001 


2400 


ACTTACTGAATGTCCTGGCCC 


NM. 


.020547 


AMHR2 


2401 


ACCAGAGCTCTTGGACAAGAC 


NM. 


.020547 


AMHR2 


2402 


ACTGTACTTCAATTCCTGCCC 


NM. 


_020629 


RET 


2403 


ACTCTATGATGCACAACACTC 


NM. 


~021120 


DLG3 


2404 


ACATAAGCCATAATTCCAGCC 


NM. 


.021120 


DLG3 


2405 


ACAAATCATTGAGGACCAGTC 


NM. 


.021133 


RNASEL 


2406 


ACTTGTCCTGTGGATACACCC 


NM. 


.021158 


C20orf97 


2407 


ACCTACTGCTCCAGATCGTGC 


NM. 


.021158 


C20orf97 


2408 


ACAGGCACTGAGTATACCTGC 


NM. 


.021643 


GS3955 


2409 


ACTCCGAACTTGTCGCATTGC 


NM. 


.021643 


GS3955 


2410 


ACTGTTCTACCAGATTGCCTC 


NM. 


.021643 


GS3955 


2411 


ACCTCGCAGGAAATTCTGGAC 


NM. 


.000142 


FGFR3 


2412 


. ACTGTCTGGGTCAAGGATGGC 


NM. 


.022965 


FGFR3 


2412 


ACTGTCTGGGTCAAGGATGGC 


NM. 


.000142 


FGFR3 


2413 


ACAAGTTTGGCAGCATCCGGC 


NM. 


.022965 


FGFR3 


2413 


ACAAGTTTGGCAGCATCCGGC 


NM. 


.000142 


FGFR3 


2414 


ACTGACAAGGACCTGTCGGAC 


NM. 


.022965 


FGFR3 


2414 


ACTGACAAGGACCTGTCGGAC 


NM. 


.024776 


FLJ21140 


2415 


ACAGGGAAGGTGGAATCAGCC 


NM 


025052 


FLJ23074 


2416 


ACCAGGTAAGAAACTGAAAGC 
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NM_030952 


DKFZP434J037 


2417 


ACCAGCTGGACTTGCCTGAAC 


SK472 


NuaK2 


2417 


ACCAGCTGGACTTGCCTGAAC 


NM_031272 


TEX14 


2418 


ACGGGCAACAATGACTGTGAC 


NM_031272 


TEX14 


2419 


ACTAGGTTGGTCCGAATCATC 


NM_031965 


GSG2 


2420 


ACTGATGTGTCAGAGGTCTGC 


NM_031965 


GSG2 


2421 


ACAATTGCTGATCACACACCC 


NM.031965 


GSG2 


2422 


ACGACCAGCTCTTCATTGTGC 


NM_032237 


FLJ23356 


2423 


ACTCTACTCTACCTCTGCCTC 


NM_032237 


FLJ23356 


2424 


ACCTGGAAGAAACACTAAACC 


NG_000013 


NG_000013 


2425 


ACGAAGGAGGTTGACACCAAC 


NM_004197 


STK19 


2425 


ACGAAGGAGGTTGACACCAAC 


NM_032454 


STK19 


2425 


ACGAAGGAGGTTGACACCAAC 


NG_000013 


NG_000013 


2426 


ACCTTAGTTTCCAGCAGGACC 


NM_004197 


STK19 


2426 


ACCTTAGTTTCCAGCAGGACC 


NM_032454 


STK19 


2426 


ACCTTAGTTTCCAGCAGGACC 


NG_000013 


NG_000013 


2427 


ACCTACCATGTGCACGACCTC 


NM_004197 


STK19 


2427 


ACCTACCATGTGCACGACCTC 


NM_032454 


STK19 


2427 


ACCTACCATGTGCACGACCTC 


NM_032844 


FLJ14813 


2428 


ACCATCCAGAATGAACATGAC 


NM_032844 


FLJ14813 


2429 


ACCAGGAATACTGCTCAGCAC 


NM_033550 


C20orf64 


2430 


ACTTAGCCAAGACAATTGGGC 


NM_080823 


C20orf148 


2431 


ACTGGAAGCTGATCCAGAACC 


NM_080823 


C20orf148 


2432 


ACATCGTCACGGAACTCATGC 


NM_1 38995 


MY03B 


2433 


ACATCGCCAATGAGCAAATCC 


XMJ327237 


MAP3K9 


2434 


ACCTCTGTATCCCATTCCCTC 


XM_027237 


MAP3K9 


2435 


ACCCTTGGTGGTTTGTGTCCC 


XM_034551 


DYRK4 


2436 


ACGGAGCTGACACTGTTCAGC 


XM_042066 


MAP3K1 


2437 


ACCTTCTTGAAGCATCTATGC 


XM_042066 


MAP3K1 


2438 


ACAGTTACTCCGTGGCCTTTC 


XMJM3865 


PIK3R1 


2439 


ACCTCATCAGTATTGGCTTAC 


XM_043865 


PIK3R1 


2440 


ACGACTCCCTCAATGTCACAC 


XM_047620 


PIP5K1C 


2441 


ACATTGGCATCATCGACATCC 


NM_006213 


PHKG1 


2442 


ACAAACTCAACATCGTGCACC 


XM_054871 


LOC1 54966 


2442 


ACAAACTCAACATCGTGCACC 


NM_006213 


PHKG1 


2443 


ACGCTTTCCGAATCTATGGCC 


XM_054871 


LOC 154966 


2443 


ACGCTTTCCGAATCTATGGCC 


XM_061691 


LOC1 19794 


2443 


ACGCTTTCCGAATCTATGGCC 


SK134 


Erk1 


2444 


ACGCAGTTGCAGTACATCGGC 


XM_055766 


MAPK3 


2444 


ACGCAGTTGCAGTACATCGGC 


SK134 


Erk1 


2445 


ACTATGACCCGACGGATGAGC 


XM_055766 


MAPK3 


2445 


ACTATGACCCGACGGATGAGC 


XM_055866 


KIAA1883 


2446 


ACGCAAGTTCATCTCGGAAGC 


XM_055866 


KIAA1883 


2447 


ACTACATCCGCTTGGAGGAGC 


XM_059051 


LOC 126520 


2448 


ACACAGGGTTTCACTCCAGAC 


XM_059368. 


LOC 129607 


2449 


ACCTCCTTTATTCCTGAAGCC 


XM_060051 


LOC1 39728 


2450 


ACATGCTGCTGCTGAAGAAAC 
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XM_060051 


LOC1 39728 


2451 


ACCTCTACCTGGCCATGGAAC 


XM_061154 


LOC1 18800 


2452 


ACTTTCATCAAGCCAAAGGAC 


Xivf 062445 


LOC121064 


2453 


ACATCTCCCTCACTTGTCATC 


XM_062445 


LOC121064 


2454 


ACCCAGGTGGCTGTGAATGTC 


XM_062850 


LOC121908 


2455 


ACCCACCT TCAGGATAGACAC 


XM_062966 


LOC122134 


2456 


ACATCCTACTGCATGAAGAAC 


XM_064804 


LOC125806 


2457 


ACACGGCAGCAGAAGAACTTC 


XM_064804 


LOC125806 


2458 


ACC TT CACCAAGC T CATGG AC 


XM_064914 


LOC1 26030 


2459 


ACTAGATCCAAATCCAAGACC 


XMJD64914 


LOC126030 


2460 


ACAGGTCACACTAGGCCTCAC 


XM_064914 


LOC1 26030 


2461 


ACCTTCCACGACCTCTAAGCC 


XM_065311 


LOC129602 


2462 


ACATTCTGGAAGTTACAGGGC 


XM_066264 


LOC1 28968 


2463 


ACTTCCCACACTCCAAGAACC 


XM_066534 


LOC1 39189 


2464 


ACCTGCAAGGCATTGTAGTGC 


XM_066968 


LOC1 39932 


2465 


ACTATACTCATCCTACTCCAC 


XM_066977 


LOC1 39952 


2466 


ACCCTATACTGTGGAAATGCC 


XM_066977 


LOC1 39952 


2467 


ACACACAGAATGCTGGACACC 


XM_069683 


LOC1 36062 


2468 


ACCAGAACTCTTGGACTTTGC 


XM_069722 


LOC1 36126 


2469 


ACGTACAAAGCAGCTGCCAAC 


XM_069722 


LOC136126 


2470 


ACAACACACTATTTGGTGGAC 


XM_070335 


LOC1 37298 


2471 


ACAATGCTGAAGCTGAGGACC 


XM_070335 


LOC1 37298 


2472 


ACCAAGCTGAAACCCTGGTGC 


XM_070869 


LOC1 38342 


2473 


ACCTGAGTGCACCTTCATCAC 


XM_071218 


LOC1 38961 


2474 


ACTTTGAGCTGAAGGGATTCC 


XM_071218 


LOC1 38961 


2475 


ACCTGAAAGACTGTCCATTCC 


XM_071218 


LOC1 38961 


2476 


ACAAGAGGTGGACACAGCAGC 


XM_086946 


LOC1 50537 


2477 


ACGTCAATGTCCTCAGTGACC 


XM_090535 


LOC1 60848 


2478 


ACTTGTCTAAAGTGCTGGAGC 


NM_002748 


MAPK6 


2479 


ACATGACTGAGCCACACAAAC 


XM_090535 


LOC1 60848 


2479 


ACATGACTGAGCCACACAAAC 


SK340 


RYK 


2480 


ACCTAGAATAGTGCTATGCAC 


XM_093692 


RYK 


2480 


ACCTAGAATAGTGCTATGCAC 


XM_095399 


LOC1 68921 


2481 


ACACCAACACAGAAGAAAGGC 


XM_095455 


LOC169014 


2482 


ACTTGAATAGCTCGGTGTCCC 


XM_095455 


LOC169014 


2483 


ACCAATCATCTTGGGACAGCC 


SK169 


HIPK1 


2484 


ACACAAGGGCAAGCCAACTCC 


XM_1 14728 


LOC204851 


2484 


ACACAAGGGCAAGCCAACTCC 


XM_1 66672 


LOC220231 


2485 


ACCTCAAACCAGGGAATATTC 


XM_1 67020 


LOC222521 


2486 


ACCAGGAAACACAGAAGAAGC 


NM_002654 


PKM2 


2487 


ACGGAAAGCTTTGCTTCTGAC 


XM_1 67220 


LOC222816 


2487 


ACGGAAAGCTTTGCTTCTGAC 


SK709 


SgK085 


2488 


ACCTGAAGCCTGAGAATATCC 


XM_1 67231 


LOC221757 


2488 


ACCTGAAGCCTGAGAATATCC 


XM_1 69341 


LOC222456 


2489 


ACGTCACTGAACCCAAAGAAC 


XM_1 70826 


LOC255185 


2490 


ACACAGATCTCCTGGCTTCCC 


XWM71030 


LOC256356 


2491 


ACAGTTCTTGCCGAGTGCTTC 
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XM 171030 




94Q9 


A P A P P P A P T T T P T T P a P T T T P 


XM 171520 


LOC255376 


94Q^ 


2V P T TPT T P P A PP T P CP T T P A P 


XM 171744 


\ Of % 95R9'*R 


94Q4 


APPTTTPTPTPAPPapaPPaP 
AL^ A X bi/vjLALAljoAL 


XM 171744 

/\IV| tilt *t*T 


1 On9569^R 




A P A P A P T T P T A C P P a c a p r* r* 


XM l71ftR9 




^yo 




XM 171RR9 




9>1Q7 


AUO 1 uUblni \jJr\r\X XJ\ 1 bUL 


XM 1791 1R 


1 DP954RR^ 


94QA 


71PPAPP APPTT APA2ir*n T^'VCT* 


XM 17994R 




94QQ 


2VPP AT APATPAPPTP'Ti TPTPP 


XM 179550 

/MVI I / ilJJU 


1 OP9RR94R 




TiPTT A A APZi r PPP r rr ,,r pr , r ,ri P7\r n r^ 


XM 179R05 


1 OH955QQ9 


9501 


AP APTPAAPPAPPTTP npaTf 


XM 172741 




95D9 


APAAAPAPATPPrPPATT^f^aPP 


ENSG000001 79441 


EN^G000001 79441 




APTTPPTPATA IPPTCPTaPP 


MM 0000RR 


vOD 


9504 


APAPP A APPTPTPT A A UPr^lP 


MM 000066 


C8R 

uOD 


9505 


APATPAPPAPPPTPPPATAPP 


NM 000121 


FPOR 


950R 


A P ATP A A TP A APT HCTrrTPP 
rik^riX Win X uAfib X rivj X ub X 


MM 000191 

IN IVI UuU Ic 1 


crur\ 


9RfY7 


APPAPPPAPA aPCfiTBTlpfnTP 


NM 000906 


H 2RG 


zouo 


APAPPAPAPPTPATTTfTTOr* 


NM 000206 




9^no 


aPTPPBPaaTPTPP'PPfi'PPPP 
HL X uL/ibnH X O X 00 X bii X LLL 


NM 00020R 

IN1VI | _L/VJU^UvJ 


II 9RG 


9*>in 

I u 


apTapfipTpafippapTPTPPP 

nL X iiLAo X oAriUVj/iL 1L1 LLL 


NM 000264 


DTpu 


9*>1 1 


UPPCTTPIiP^'PTCPTTTPPPP 
nUubl X LHLb X 1 bLl X X b»oLL 


NM 000352 




9R19 


A PPTP T TP P PP PP 7i a p 21 r* a P 


NM 000352 


nDvuO 


9R1 *k 


APTPTPTRTPPPSTPPTPTTP 
/iLloiLl/ilbLLAibblbl IL 


NM 000416 


IPNGP1 


9R14 
ZD 


JiprBraTpaTPPrapsppTpp 
ALLAbAl L/il bLLALAbb 1 LL 


NM 000416 

1 M IVI UUUt IU 


irrMur\ i 


<cO ID 


ALlLAi LALCaxLAl ALLAbLL 


NM 000527 


i ni p 


ZD ID 


7±r*CH1ifT'1i 7\ TPPfPTPPTiPB 7\ r** 

ALLAALbAA i bL I 1 (jIjALAAL 


NM 000527 

In IVI UUUOl / 


i ni p 


9*^17 
£.0 I / 


ALLL1 AvaAI L 1 LL X LAla 1 (jUL 


NM 000562 

IN IVI U 


vOn 




ALL Ax L I IjLAo 1 latj 1 CaALAx L 


NM 000562 

IN IVI \J\J\J\J\J£. 






ALALjAALALvsAIjLALLAI 1AL 


NM 000565 

IN IVl [ UvUvOJ 


II RR 


ZOZU 


ALAALAx bivaAl LjIj 1 L AAbbAL 


NM 000565 

1 >• IVI V/VUJvJ 


II RR 


9R91 


apaaTappTPPTAPPPapaTApp 
ALAAl ALL X LbAbLLALAALL 


NM 000577 


II 1RN 
IL. 1 rsiN 


9R99 


a ppTPa ppp a pa a pa p a a a pp 
ALL X bAbLbAbAALAbAAAbL 


NM 000587 


w / 


959** 


APTTPAPPTTPPTTPaaPPaP 
AL X X bnbb X X bb X X oAALLAL 


NM 000629 


IFNAR1 


9594 


APPTTTPaaPTTPaPTPPPTP 
nLL XXX Lnfib X X Lnb X bbL X L 


NM 000629 


IPNAR1 
li iNrMx 1 


9595 


AP A APPTTTPPTaPTTPPTPP 
ALAAoL X 1 1 LL 1 AL 1 1 LL X LL 


NM 000640 


|! 13RA9 


959R 


APTPPTa TPa PPPPTTPPa TP 
ALlbblAlbAbbbLl XbbAXL 


NM 000760 

1 N IVI VUv 1 \J\J 


wororx 


9597 


APTPPPTTPTappappapapp 
AL X LLL llbl ALLAbbALALL 


NM 000760 

IN IVI UWi \J\J 




9^9R 


appaPTPTPTPTT'n'pppppa p 
ALijAL IblblLlli IjbiljLLAL 


NM 000804 


FOI R^ 


9R9Q 


APPPappTPPTPa aTPTPTpp 
ALbbALL X IjL 1 LAA1 blLI laL 


NM 000833 


GRIN9A 

rv 1 1 N /Lf\ 


9530 


APPTPTTPTaPTPPa appTPp 

ALL X L 1-A L X AL x bbAAbL I bL 


NM 000834 

i n ivi uvmjwT^ 


GRIN2R 


95*31 


APPTTPTPPPTTPTTaPaPPP 
ALL X X L 1 bLL lILil AbAbLL 


NM_000835 


GRIN2C 


2532 


ACAAGAAGTTTCAGCGGCCTC 


NM_000835 


GRIN2C 


2533 


ACGAGATCAGCAGTGTAGCCC 


NM_000836 


GRIN2D 


2534 


ACCTTCACCATTGGGAAATCC 


NM_000874 


IFNAR2 


2535 


ACCACTCCATTGTACCAACTC 


NM_000874 


IFNAR2 


2536 


ACAGGTGCAGTCATAATGCAC 


NM_000876 


IGF2R 


2537 


ACTGCAGCCTGCAAGAAAGAC 
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NM. 


_000876 


IGF2R 


2538 


ACCTACTTCTTCACATGGGAC 


NM. 


_000876 


IGF2R 


2539 


ACCTACAACTTCCGGTGGTAC 


NM. 


_000877 


IL1R1 


2540 


ACAAGGCCTGTGATTGTGAGC 


NM. 


.000878 


IL2RB 


2541 


ACTTCCCAGTTCACATGCTTC 


NM. 


_000908 


NPR3 


2542 


ACAGCAGACTTGGAACAGAAC 


NM. 


.000908 


NPR3 


2543 


ACAGAATAACCATTGAGAGGC 


NM. 


.000949 


PRLR 


2544 


ACAGATGGAGGACTTCCTACC 


NM_001263 


CDS1 


2545 


ACTGGTGGATACGTGGAATTC 


NM. 


.001263 


CDS1 


2546 


ACTCAGTCACACCTTGTCATC 


NM. 


.001263 


CDS1 


2547 


ACTTCCACCCTTTCTAAAGGC 


NM. 


.001381 


DOK1 


2548 


ACTCTGTTGCGTCGCTATGGC 


NM. 


.001381 


DOK1 


2549 


ACTTGTATGAGCATGCGCAGC 


NM. 


.001381 


DOK1 


2550 


ACAACTCAGCCCTGTACAGCC 


NM. 


.001495 


GFRA2 


2551 


ACCGAGGGTGAGGAGTTCTAC 


NM. 


.001495 


GFRA2 


2552 


ACAAGGAGAAGCCCAACTGCC 


NM. 


.001495 


GFRA2 


2553 


ACAGAGC T CACGACAAAT ATC 


NM. 


.001496 


GFRA3 


2554 


ACAGAAAGCCGACTCATGAAC 


NM. 


.001510 


GRID2 


2555 


ACTGAATCGCTATCGAGACAC 


NM. 


.001510 


GRID2 


2556 


ACATTGACACTTTGCCAACAC 


NM. 


.001558 


MORA 


2557 


ACTCCATCTCCAACTGTAGCC 


NM_001558 


IL10RA 


2558 


ACCGTGACCAACGTCATCATC 


NM. 


.001559 


IL12RB2 


2559 


ACGAGACACCCACTTATACAC 


NM. 


.001559 


IL12RB2 


2560 


ACAGCTGCTGGTGAAAGTTCC 


NM. 


.001560 


IL13RA1 


2561 


ACCATCCTTCAATATAGTGCC 


NM. 


.001560 


IL13RA1 


2562 


ACTCTGCACTGGAAGAAGTAC 


NM. 


.001737 


C9 


2563 


ACATAGACTGCAGAATGAGCC 


NM. 


.001737 


C9 


2564 


ACAGCAGGCTATGGGATCAAC 


NM. 


.001737 


C9 


2565 


ACTACAGTAGCTCTGGGTCTC 


NM. 


.001842 


CNTFR 


2566 


ACCATCACAGATGCCTACGCC 


NM. 


.147164 


CNTFR 


2566 


ACCATCACAGATGCCTACGCC 


NM. 


.001842 


CNTFR 


2567 


ACTGCCAGCAGTCTCTTGATC 


NM. 


.147164 


CNTFR 


2567 


ACTGCCAGCAGTCTCTTGATC 


NM_ 


.002183 


IL3RA 


2568 


ACTTGAACGTTGCCAACAGGC 


NM_ 


.002183 


IL3RA 


2569 


ACACAGTACAAATAAGAGCCC 


NM_ 


.002184 


IL6ST 


2570 


ACTCGTGTGGAAGACATTGCC 


NM_ 


.002184 


IL6ST 


2571 


ACACATCTGGCCTAATGTTCC 


NM_ 


002185 


IL7R 


2572 


ACACTCCTGCAGAGAAAGCTC 


NM_002185 


IL7R 


2573 


ACCAGTGAAGTGTAAGAAACC 


NMJ)02186 


IL9R 


2574 


ACCATCACTTTCCACCACTGC 


NM_ 


002186 


IL9R 


2575 


ACCCTTGTTGCTGTGTCCATC 


NM_ 


.002187 


IL12B 


2576 


ACACTCTCTGCAGAGAGAGTC 


NM_ 


.002303 


. LEPR 


2577 


ACTGTTGCTTTCGGAGTGAGC 


NM_ 


002303 


LEPR 


2578 


ACCTATGATGCAGTGTACTGC 


NM_ 


.002303 


LEPR 


2579 


ACAAGTCAAGGGTATCGTGCC 


NM_ 


002332 


LRP1 


2580 


ACCACCAGCTACCTCATTGGC 


NM_ 


.002332 


LRP1 


2581 


ACCAACAAATGCCGGGTGAAC 
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NMJ)02332 


LRP1 


2582 


ACC TGCCAGATCCAGAGCTAC 


NMJ)02333 


LRP3 


2583 


APATCTTTPTPAPPGnnAfSAP 


NM_002333 


LRP3 


2584 


ACCAGGTGAAGGGPTATTfSPP 


NM_002335 


LRP5 


2585 


APPAPPTTPTTflPTfSTTPAl^P 
riV^v^rav^V/ i 1 vi 1 Ov loll vAuV^ 


NM_002336 


LRP6 


2586 


A PPHP A TC. CIT d A TT a A Tf2 a a H 
nV/UOUni uui urii 1 unl oxiri^y 


NM_002445 


MSR1 


2587 


ACATGGAGAAGARAATPPAf^P 


NWM38715 


MSR1 


2587 


APATGGAGAAfJACAATPPACP 


NMJ 38716 


MSR1 


2587 


ACATGGAGAAGAfiAATPPARP 


NM_003105 


SORL1 


2588 


ACTGGPTPAGTRGGAAAfSAAP 


NM_003353 


UCN 


2589 


ACCCTTCTCTGTCCATTGACC 


NMJ)03353 


UCN 


2590 


ACCTCACCTTTCACCTGCTGC 


NM_003383 


VLDLR 


2591 


ACTGTGCAGCTGGGTTTGAAC 


NM_003604 


IRS4 


2592 


ACCTTGCCAGAGGTGATAACC 


NM_003738 


PTCH2 


2593 


ACACCT CT CAG ATGCTGATAC 

* AW ^ ^ W«*WAl* ^^^^ Jb VJ*A J* AAV 


NMJ303818 


CDS2 


2594 


ACCGGTTCATTTCCTTTAPTP 


NM_003818 


CDS2 


2595 


ACCAACAGCTTCACTGTGGAC 


NM_003974 


DOK2 


2596 


ACGACTGGCCCTACAGGTTTP 


NMJ)03974 


DOK2 


2597 


ACCCGGCAAGGCAATGAGATP 


NM_003974 


DOK2 


2598 


ACAGCATTGARGAGAPPPTflP 


NM_003999 


OSMR 


2599 


ACATTGACATPPPAPTPPTTP 


NMJ504512 


IL11RA 


2600 


ACTCTGGGCTAGGGPATHAAP 


NWM47162 


IL11RA 


2600 


ACTCTGGGPTAGnfiP ATfJA AP 


NMJD04512 


IL11RA 


2601 


A PT Tf5f5 A n TPPP a f!PP zi r2 1\ TP 


NM_147162 


IL11RA 


2601 


APT TRR A CI TP PP a npp a f2 a T P 


NMJD04512 


IL11RA 


2602 


APARTPPTAnfziar2PTr2a , pa<^:r* 


NIVM47162 


IL11RA 


2602 


A P A f2 T P P T A d A f2P T f2 A T a PP 


NMJD04525 


LRP2 


2603 


ACGATTGTAPTGf5f5TAf2ATf2P 


NM_004631 


LRP8 


2604 


APAGATPPAPPTAPPAHAAPP 


NMJ333300 


LRP8 


2604 


ACAGATPPAPPTAPPAOAAPP 


NMJ)04633 


IL1R2 


2605 


ACAGATGCTTTPPTGPPGTTP 


NM_004750 


CRLF1 


2606 


ACCAACTACTCCCTPAAGTAP 


NM_005137 


DGCR2 


2607 


ACTTGCGAGGATGAGAGCGAC 


NMJD05174 


ATP5C1 


2608 


ACCAGGAGACTAAAGTCPATP 


NM_005174 


ATP5C1 


2609 


ACTGTGTGGTGCTATTCATTP 


NMJ)05264 


GFRA1 


2610 


ACTGGAGCATGTACCAGAGCC 


NWM45793 


GFRA1 


2610 


ACTGGAGCATGTACCAGAGCC 


NMJJ05373 


MPL 


2611 


ACATACCAGCTGCTGTATGCC 


NM.005515 


HLXB9 


2612 


ACCGGCG G ATGAAATGGAAAC 

* *WWW WWAT^X ViMAflX %J WAAAAAAW 


NMJD05529 


HSPG2 


2613 


ACAGCATCTCAGGAGACGACC 


NM_005535 


IL12RB1 


2614 


ACAGCCTCAGGTGAGATTPTP 


NMJ305535 


IL12RB1 


2615 


ACAG AGACCCAAGTTACCC T C 


NMJ)05544 


IRS1 


2616 


ACGAGAACGAGAAGAAGTGGC 


NM_005755 


EBI3 


2617 


ACGGATGTCCAGCTGTTCTCC 


NMJD05755 


EBI3 


2618 


ACATCATCAAGCCCGACCCTC 


-NM_005755 


EBI3 


2619 


ACTGGATCCGTTACAAGCGTC 


NMJ)06140 


CSF2RA 


2620 


ACGATGAAT T T AAGC TGGGAC 
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NM. 


_006653 


SNT-2 


2621 


ACCCAATGCTCTAGGCTACAC 


NMJD06654 


SNT-1 


2622 


ACCGCACAAGTGTGCATGTTC 


NM. 


_006654 


SNT-1 


2623 


ACTGCCACGAGATGATGGTAC 


NM~ 


.012275 


IL1F5 


2624 


ACACTAGAGCCAGTGAACATC 


NM. 


.014138 


PRO0659 


2625 


ACAGAAGTCAGAATCGATTCC 


NM. 


_014138 


PRO0659 


2626 


ACTCTCAGCCTAGGCACCAAC 


NM. 


.014439 


IL1F7 


2627 


ACT G TGACAAGGATAAAGGAC 


NM. 


.014779 


KIAA0669 


2628 


ACAGGCCAATCCTGGTAGCAC 


NM. 


.016579 


8D6A 


2629 


ACTGACAAGAAACTGCGCAAC 


NM. 


.016579 


8D6A 


2630 


ACTGGTGGCCATGAAGGAGTC 


NM_000802 


FOLR1 


2631 


ACTGAGCTTCTCAATGTCTGC 


NM. 


.016724 


FOLR1 


2631 


ACTGAGCTTCTCAATGTCTGC 


NM. 


.016725 


FOLR1 


2631 


ACTGAGCTTCTCAATGTCTGC 


NM. 


.016729 


FOLR1 


2631 


ACTGAGCTTCTCAATGTCTGC 


NM. 


.016730 


FOLR1 


2631 


ACTGAGCTTCTCAATGTCTGC 


NM_ 


.016731 


FOLR1 


2631 


ACTGAGCTTCTCAATGTCTGC 


NM. 


.000802 


FOLR1 


2632 


ACACCTGCAAGAGCAACTGGC 


NM. 


.016724 


FOLR1 


2632 


ACACCTGCAAGAGCAACTGGC 


NM. 


.016725 


FOLR1 


2632 


ACACCTGCAAGAGCAACTGGC 


NM. 


.016729 


FOLR1 


2632 


ACACCTGCAAGAGCAACTGGC 


NM. 


.016730 


FOLR1 


2632 


ACACCTGCAAGAGCAACTGGC 


NM. 


.016731 


FOLR1 


2632 


ACACCTGCAAGAGCAACTGGC 


NM. 


.017416 


IL1RAPL2 


2633 


ACATGGCTTTGGCAGGTGAAC 


NM. 


.017522 


LRP8 


2634 


ACACTCCGGATGGTGTATGAC 


NM. 


018110 


DOK4 


2635 


ACCTCTGGGACATCCACAACC 


NM. 


.018110 


DOK4 


2636 


ACAGATTCATCCTGCTAAAGC 


NM. 


.018431 


C20orf180 


2637 


ACACGGATCAATGACATCAGC 


NM. 


.018431 


C20orf180 


2638 


ACGTGATACTACGTGGTTCAC 


NM_ 


.018431 


C20orf180 


2639 


ACACACTTGTGATGTGTCAGC 


Kl h/l 

NM, 


f\A OCC7 

.01 8557 


LRP1B 


2640 


ACGAGTCTTTAGATACCTGTC 


nm] 


.018557 


LRP1B 


2641 


ACTACACTAATAGCAGGAGCC 


NM. 


019618 


IL1F9 


2642 


ACTTGGGAAGTCATACAACAC 


NM. 


020526 


EPHA8 


2643 


ACTGTGACCTCAGCTACTACC 


nm] 


021258 


IL22R 


2644 


ACCTACTTAGGGCAGCCAGAC 


NM_ 


022148 


CRLF2 


2645 


ACGTGTTCTGACCTGTCCTAC 


NM_ 


024872 


FLJ22570 


2646 


ACTCCATCTACTCCTCCTGGC 


NM_ 


.024872 


FLJ22570 


2647 


ACCAGTCCCATCTACCACAAC 


NM_ 


031429 


RTBDN 


2648 


ACCTGGCAGGACCTTGTTGTC 


NM_ 


031429 


RTBDN 


2649 


ACACAACAGAGACATCGGGCC 


- NM_ 


031433 


MFRP 


2650 


ACAGACCATGCAATACAGCTC 


NM_ 


031433 


MFRP 


2651 


ACAACTTCAGCCTGGAGGCTC 


NM_ 


031433 


MFRP 


2652 


ACAAGAGCCTGACAAGCCTGC 


NM_ 


032777 


TEM5 


2653 


ACCCTGCTCTTGAGCAATAAC 


NM_ 


032777 


TEM5 


2654 


ACATGGCCAGCAACCTGATGC 


NM_ 


032832 


FLJ14735 


2655 


ACATCTGAGGAATCGGACTAC 


NM_ 


052962 


IL22RA2 


2656 


ACTCAAGAACTCTCTTGTGAC 
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NM_ 


052962 


IL22RA2 


2657 


ACTCAGAATGGAGCATGACGC 


NM. 


.133445 


GRIN3A 


2658 


ACGTACAAGATGCTATGGAGC 


nm] 


.133445 


GRIN3A 


2659 


ACCAGCCCTTTCTTCTCCACC 


NM. 


J 3901 7 


CRL3 


2660 


ACTGTGGAGAGTCCTGAAACC 


XM. 


.035037 


LRP4 


2661 


ACTGGCAGACCAAGAQCATAC 


xwf 


]o35037 


LRP4 


2662 


ACAGGATCAGTCGTGCCAATC 


xm] 


.043613 


GRID1 


2663 


ACTGTCATCGGCAACAGCATC 


Xm] 


.043613 


GRID1 


2664 


ACCTTTCTGCCAGAGCAGAGC 


xm] 


]o60177 


LOC1 26788 


2665 


ACCAGGTTCTCCTCAAACGGC 


xm] 


]o60177 


LOC1 26788 


2666 


ACTACAGCATCAGCAGCAGGC 


xwf 


]060177 


LOC1 26788 


2667 


ACAT GGAG T ACGACC TGAAGC 


xm] 


]061180 


LOC1 18851 


2668 


ACCACAGGCCATCAGTGGATC 


xm" 


.061852 


LOC1 20086 


2669 


ACACATGCAAATCCAACTGGC 


xm] 


.064862 


LOC125915 


2670 


ACCAGCTGGCTTGGAGTCTTC 


XM. 


.064862 


LOC125915 


2671 


ACAGTGGTCTATGCCATCGCC 


XM. 


.069787 


LOC 136243 


2672 


ACTCCTGGATTCAGCTCCTTC 


XM. 


.069787 


LOC 136243 


2673 


ACCTTAGCTCAGGGAGCTTCC 


XM. 


.069787 


LOC 136243 


2674 


ACCTGTGTTGTGATCGGCTAC 


XM. 


.071152 


LOC1 38883 


2675 


ACCATCTCCTATACGGGTTGC 


M37712 


HUMP58GTA 


2676 


ACCTGATTGGTGGTGGTATCC 


XM. 


.087511 


LOC 152715 


2676 


ACCTGATTGGTGGTGGTATCC 


XM. 


.088463 


LOC 158056 


2677 


ACGTGGCTCTGGATGATCTGC 


XM. 


.089078 


LOC1 63702 


2678 


ACGCTGCTCTCCCAGAACTTC 


XM. 


.089078 


LOC 163702 


2679 


ACCCTATTTCCAGTCACTCCC 


XMJ)89078 


LOC 163702 


2680 


ACATTGAACCACCTTCTTTCC 


XM. 


.090812 


LOC161327 


2681 


ACCATTGCAAGTGCCGAGAGC 


XM. 


.090812 


LOC161327 


2682 


ACAGCCATGGACAACACCAGC 


XM. 


.116009 


LOC205527 


2683 


ACTTCAGTGCATTCAAGGACC 


XM. 


.116009 


LOC205527 


2684 


ACTCACACACGGCTTACTACC 


XM. 


.166294 


LOC220164 


2685 


ACGTGTATCTTATGCCTACAC 


XM. 


.166294 


LOC220164 


2686 


ACAAGGG AAGGAGAAATGAT C 


XM. 


.166723 


LOC222361 


2687 


ACACACTCCAATGTGTCCCTC 


XM. 


J 67059 


LOC222582 


2688 


ACACGT T CCCAT CATGGAT TC 


XM. 


.167059 


LOC222582 


2689 


ACTTGCCTCAGTGTAATTCGC 


XM. 


.169247 


LOC245804 


2690 


ACAGACCTGCTCAATGTCTGC 


XM. 


.172034 


LOC254337 


2691 


ACTGGGATCCTGGATAGAAAC 


XM_1 72299 


LOC256947 


2692 


ACACTTCCAGGGATGGAACAC 


XM_1 72299 


LOC256947 


2693 


ACTGTCAGTTAGCCTGCACAC 


XM_1 74355 


LOC254502 


2694 


ACCAGAATGCAAGTGTGGTGC 


XM J 74355 


LOC254502 


2695 


ACATGTGTGCACCTTGAAGCC 


NM. 


.000033 


ABCD1 


2696 


ACTCCAACCTGACCAAGCCAC 


NM. 


.000052 


ATP7A 


2697 


ACTCTCCCTCCAGCTCATCTC 


NM. 


.000052 


ATP7A 


2698 


ACAGTGTTGTTACCAGTGAAC 


NM. 


.000111 


SLC26A3 


2699 


ACTGGAATGATGATCTTCCTC 


NM. 


.000112 


SLC26A2 


2700 


ACTAATGGTGTGGGCTCACTC 


NM_000112 


SLC26A2 


2701 


ACTGTGAGGGATTCCCTAACC 
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NM_000324 


RHAG 


2702 


ACTGTTCTCGAGCAGCTCAAC 


NM_000324 


RHAG 


2703 


ACTGGGTTCCTCTATCGGAAC 


NM_000326 


RLBP1 


2704 


ACCAAGGACCATGGACCTGTC 


NM_000326 


RLBP1 


2705 


ACATTGAGAACTGGCAAAGTC 


NM_000326 


RLBP1 


2706 


ACGCTGCCCAAGTATGATGGC 


NM_000339 


SLC12A3 


2707 


ACGAAGAACAGAGTCAAGTCC 


NM_000340 


SLC2A2 


2708 


ACACTTGGAAGAATCAAAGCC 


NM_000350 


ABCA4 


2709 


ACCCTACAGTGGATAGAAGAC 


NM_000370 


TTPA 


2710 


ACAGAATCGCACACTGGGACC 


NM_000392 


ABCC2 


2711 


ACAGAAGACTCTGGACAAGCC 


NM_000441 


SLC26A4 


2712 


ACTGCCATTTCATATGGAGCC 


NM_000441 


SLC26A4 


2713 


ACCTGAAAGGGATGTTTATGC 


NM_000443 


ABCB4 


2714 


ACTGGCCTTCTGGTATGGATC 


NM_018849 


ABCB4 


2714 


ACTGGCCTTCTGGTATGGATC 


NM_018850 


ABCB4 


2714 


ACTGGCCTTCTGGTATGGATC 


NM_000443 


ABCB4 


2715 


ACATGCAGACATCAGGAAGCC 


NM_0 18849 


ABCB4 


2715 


ACATGCAGACATCAGGAAGCC 


NM_018850 


ABCB4 


2715 


ACATGCAGACATCAGGAAGCC 


NM_000593 


TAP1 


2716 


ACTCTCATGTCCATTCTCACC 


NM_000593 


TAP1 


2717 


ACCCAGTGGTCTGTTGACTCC 


NM_000927 


ABCB1 


2718 


ACAGTTCGTAATGCTGACGTC 


NM_001042 


SLC2A4 


2719 


ACCATAGGAGCTGGTGTGGTC 


NM_001042 


SLC2A4 


2720 


ACCAGATCTCAGCTGCCTTCC 


NM_001043 


SLC6A2 


2721 


ACGTCATCATCGCCTGGTCAC 


NM_001043 


SLC6A2 


2722 


ACTTCCAGGTCCTGAAGCGAC 


NM_001044 


SLC6A3 


2723 


ACTGAAAGGTGTGGGCTTCAC 


NM_001044 


SLC6A3 


2724 


ACCAACAACTGCTACAGGGAC 


NM_004211 


SLC6A5 


2724 


ACCAACAACTGCTACAGGGAC 


NM_014229 


SLC6A11 


2724 


ACCAACAACTGCTACAGGGAC 


NM_016615 


SLC6A13 


2724 


ACCAACAACTGCTACAGGGAC 


NM_001045 


SLC6A4 


2725 


ACGTATGCAGAAGCGATAGCC 


NM_001089 


ABCA3 


2726 


ACAACCTTCTGTTCAAGCTGC 


NM_001089 


ABCA3 


2727 


ACCAAGGCATGGTCCATTACC 


NM_001171 


ABCC6 


2728 


ACCCAGATCCTCATCCTGGAC 


NM_001606 


ABCA2 


2729 


ACAGAAGAAGCCCACCATCTC 


NM_001606 


ABCA2 


2730 


ACCGCATTGCCATCATCTCCC 


NM_002858 


ABCD3 


2731 


ACTTCATCGCTGCCATGCCTC 


NM_002858 


ABCD3 


2732 


ACTACCAAAGTGGAAGAATGC 


NM_002940 


ABCE1 


2733 


ACATGACTTCATCATGGCCAC 


XM_029730 


LOC222915 


2733 


ACATGACTTCATCATGGCCAC 


NM_002940 


ABCE1 


2734 


ACACAGTTGCAAACAGTCCTC 


XM_029730 


LOC222915 


2734 


ACACAGTTGCAAACAGTCCTC 


NM_003003 


SEC14L1 


2735 


ACATCCTGCAGTGGAAATTCC 


NM_003039 


SLC2A5 


2736 


ACTGTTGGCATCCTTGTGGCC 


NM_003042 


SLC6A1 


2737 


ACAGCCCTGGTGGATGAGTAC 


NM 003043 


SLC6A6 


2738 


ACT CG T ACAGGGACT GT ATGC 
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NM. 


.003044 


SLCRA19 

OLL>On IZ 


97^Q 

z/ oy 


vj/-1vjj orav^, ^iib b 1 bAAbbAX b 
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LOC165317 


36 19 


-tv ,*-«m r"" 1 P" »"P P* P" P"» TV T\o»T»f~'P«TVrpP"»rnT\p , » 

ACTGGTGGCAAGTCCATCTAC 


XM 
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LOC222940 


3d 19 


AC 1 Go 1 bbLAAb 1 CCAl C 1 AL 
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7a p a ppTPif^T a a pp a a ppptcp 
AUAUU i CC 1 AACCAACCC X 
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LOCI 33486 
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a p p t p a t pp a p a a p 'p t» t r* r* n c 
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069782 
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3627 
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XM. 
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LOC1 36307 
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XM. 


.069833 


| P"\P"* .4 1P\ 

LOC 136330 


3629 


ACCAGTGACTAACCAGAAC 1 C 


XM. 


.069833 


LOC 136330 


3630 


ACCACAGCCCAGG 1 1 Ll bAl U 


XM 070277 


LOC1 37202 


3631 


ACCATCAGCCACAACAGCAGC 


XM. 


.070717 


LOC1 38031 


3632 


t\ z'** m ^P'fn m pr'mPPPPT' rpp^ 7\ p^ T* ^ 

ACTGCTTGGTGGGC1 iCACTC 


XM. 


.085058 


LOC 145226 


3633 


ACGGGTGGTTAATGTGTCCTC 


XM. 


.085058 


LOC1 45226 
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ACAGCAAGCTGGCCAATGTGC 


XM. 
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ACAGAGACTGGAGTTGTCAGC 
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ACCATATTAGTGTTTGCTGCC 
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ACAAAGGAAGCAAGAAGCAGC 
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.092624 
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ACGGAATTATTCCAGGGTTTC 
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ACATGTGGTCTTGGAAAGCTC 
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XM_095921 
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ACAGTCCTTTACATCACTGCC 

ACTTTCAAGGGCATCCTAGGC 

ACCTTATTGTTCACATTGGCC 

ACCAGGGAGC TGCAAGT G AT C 

ACTATAGGCTGGCTCCTCAAC 

ACCAAGGATGAAGCACTTCCC 

ACCCTTGTTGGCCAATGATTC 

ACCTCACCTGGTTTCAGTACC 

AC TGAAGAGG ACC AT G ATG AC 

ACCTTGGGCTCCATGGTGAAC 

ACGCACCTCAAGCCCTATGTC 

ACCATCTTCCAGGACATCTTC 

ACTCTGGTGTTGGTCGTGGAC 

ACCCTAGCATTCATAATACCC 

ACCCT AGCAT T C ATAAT ACCC 

ACAGTTCTGAGAACCAAACCC 

ACACCGCACTATCCAGGATCC 

ACACCTAGAGATGGACACTGC 

ACAAGAACAGCAGCTCTTCCC 

ACATAGT GAGTG T GAAC T CCC 

ACCTGGATCTGCCTTATGATC 

ACCTGGATCTGCCTTATGATC 

ACTGTGTACCTCAAGCCCAGC 

ACTGTGTACCTCAAGCCCAGC 

AC AGCAACAACGAGAAG GGCC 

ACAGCAACAACGAGAAGGGCC 

ACCC T GAAG ACT G T GG AT GAC 

ACGCAGTCTTCTAGTGCTAAC 

ACGTATCCAAGCTGGAAGAGC 

AC AG AGG C C AC AAGAT C C C AC 

ACCAAGGAT GAAGAGAT T ACC 

ACAGAGG T C T GACAT C AGAAC 

ACCCTGACCAACTGCTTATGC 

ACCC AGAAG ACT G T GAAT GG C 

ACCTGCCAAATATGGTAACAC 

ACATGCTGTTTGATGCTGTTC 

ACTACTGTGCCTTGATGGTAC 

ACAATGCTGCCCACCAGTATC 

ACGATTCAGATTCGCACTGTC 

ACTTCCTCATGTCCAACCCTC 

ACCAAAGAACCTTTACCGCCC 

ACTAGTCCAGTGGATCTCACC 

ACATGATTATGTTCCAGCCAC 

ACACAGCAACCTGAAGTCATC 

ACTCAAGTGTATCAGATCGCC 

ACCTGGCCTGCATGAGAGATC 



BNSDOCID: <WO 2004O94636A1 J_> 



WO 2004/094636 



PCT/EP2003/004362 



136 



XM_1 67201 


LOC222789 


3701 

w l w 1 
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ACAGTTCACACCATCACTTCC 
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ACCGAGGACCTGTTCATTTCC 
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.172244 


L OC253533 
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ACGATAGT GACAGTGAAGGCC 
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3726 


ACAAGTCCCGGCATCTTGTCC 
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ACAACACC TACCAAT GGTGGC 
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ACCAGCATCCTCTCGGTCATC 
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3732 

wi wx- 


ACGATGGGCTTGGATCAGATC 
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.000043 


TNFRSF6 
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ACCAAGGTTCTCATGAATCTC 
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ACT CCT AACAGAAT TGACCT C 
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ACCCGAGAAGGAAATCAAGAC 
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ITGB4 
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ACCATTGAATCCCAGGTGCAC 
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LEP 


3738 


ACCC TC ATCAAGACAAT TG TC 
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LEP 
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ACCAGACACTGGCAGTCTACC 


NM. 
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ACAATGTCTTGGTTGAGAGCC 
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PTH 


3741 


ACATGTAATCCATCACTAGCC 


NM. 
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THPO 


3742 


ACCT.CCGAGTCCTCAGTAAAC 


NM. 


.000460 


THPO 


3743 


ACCTCCAGCCTGGATATTCTC 
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ACCT ACCAGGCCAACAAT T GC 
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ACAATGGTTCACTGAAGACCC 


NM 
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ACTAAGCGAGCACTGCCCAAC 



INSDOCID: <WO 2004O94636A 1 _l_> 



WO 2004/094636 



PCT/EP2003/004362 



137 



NM. 
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TSHB 
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ACTGTAGAAATACCAGGATGC 


NM. 
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3748 


ACAGCCCAAGAAGGATGAACC 
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ACCATCACCAGCTTTATTGAC 
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ACCCTGATGAACTCCATGGAC 
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ACCATCACAGGTAGTGAGACC 
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ACTGGTACATCAGCACCTCTC 
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IL15 
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ACAGCAATGAAGTGCTTTCTC 
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IL15 
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ACATCACTCTGCTGCTTAGAC 
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ACAGAGCAGAAGACTCTGTGC 
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IL4 


3757 


ACCGAGTTGACCGTAACAGAC 


NM. 
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IL4 


3758 


ACAAGCAGCTGATCCGATTCC 
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ACTTCCTCATCAACAAGATGC 
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3762 


ACAGATACCCAGAACTTCTCC 
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3765 


ACACAGACAGCCACTCACCTC 
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ACAGTTCTTCCCTGTCCAACC 
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ACCCACAACGAAATCTATGAC 
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ACCAAGTGCTGTCTTGATGAC 
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.000799 


EPO 
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ACACTTTCCGCAAACTCTTCC 


NM. 


.000800 


FGF1 
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ACCAGCACATTCAGCTGCAGC 
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3802 

www*. 


ACAGCGATGAC T ATCACCT CC 


NM. 


.022581 


CSHL1 


3802 


ACAGCGATGACTATCACCTCC 

**w^*.w;ww/ax vav x fa x w/aww x ww 


NM. 


.022640 


CSH1 


3802 


ACAGCGATGACTATCACCTCC 


NM. 


.022644 


CSH2 


3802 


ACAGCGATGAC T ATC ACCTCC 


NG. 


.001334 


NG 001334 

1 » WW 1 W W »^ 


3803 


ACAAGGT CG AGACAT T CC T GC 


NM. 


.000515 


GH1 


3803 


ACAAGGTCGAGACAT TPPTGP 

AwfiAww X vwAVSAWAl X w w X ww 


NM. 


.001317 


CSH1 


3803 

www w 


ACAAGGTCGAGAPATTPPTGP 

ftV/AAUU X UUAV3AUA1 X ww X V7w 


NM. 


.001318 


CSHL1 


3803 

wwww 


ACAAGGTCGAGACATTCCTGC 

nv^nnvjo x w wauaua x x v* w x w w 


NM. 


.002059 


GH2 


3803 


ACTaAGGTCGAGACATTCCTGC 


NM. 


.020991 


CSH2 


3803 


ACAAGGTCGAGACATTCCTGC 


NM. 


.022556 


GH2 


3803 


ACAAGGTCGAGACATTCCTGC 


NM. 


.022557 


GH2 


3803 


ACAAGGTCGAGACATTCCTGC 


NM. 


.022558 


GH2 


3803 


ACAAGGTCGAGACATTCCTGC 


NM. 


.022559 


GH1 


3803 


ACAAGGTCGAGACATTCCTGC 
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NM. 


.022560 


GH1 


3803 


ACAAGGTCGAGACAT TCCTGC 


NM_ 


.022561 


GH1 


3803 


ACAAGGTCGAGACATTCCTGC 


NM_ 


022562 


GH1 


3803 


ACAAGGTCGAGACATTCCTGC 


NM_ 


.022578 


CSHL1 


3803 


ACAAGGTCGAGACATTCCTGC 


NM. 


[022579 


CSHL1 


3803 


ACAAGGTCGAGACATTCCTGC 


NM_ 


.022580 


CSHL1 


3803 


ACAAGGTCGAGACATTCCTGC 


NM. 


.022581 


CSHL1 


3803 


ACAAGGTCGAGACATTCCTGC 


NM. 


.022640 


CSH1 


3803 


ACAAGGTCGAGACATTCCTGC 


NM. 


.022641 


CSH1 


3803 


ACAAGGTCGAGACATTCCTGC 


NM. 


.022642 


CSH1 


3803 


ACAAGGTCGAGACAT TCCTGC 


NM 022644 


CSH2 


3803 


ACAAGGTCGAGACATTCCTGC 


NM. 


.022645 


CSH2 


3803 


ACAAGGTCGAGACATTCCTGC 


NM. 


.022646 


CSH2 


3803 


ACAAGGTCGAGACATTCCTGC 


NG_ 


.001334 


NG_001334 


3804 


ACCCTCAAGCAGACCTACAGC 


NM. 


.001317 


CSH1 


3804 


ACCCTCAAGCAGACCTACAGC 


NM. 


.001318 


CSHL1 


3804 


ACCCTCAAGCAGACCTACAGC 


NM. 


.020991 


CSH2 


3804 


ACCCTCAAGCAGACCTACAGC 


NM. 


.022578 


CSHL1 


3804 


ACCCTCAAGCAGACCTACAGC 


NM. 


.022579 


CSHL1 


3804 


ACCCTCAAGCAGACCTACAGC 


NM. 


.022580 


CSHL1 


3804 


ACCCTCAAGCAGACCTACAGC 


NM. 


.022581 


CSHL1 


3804 


ACCCTCAAGCAGACCTACAGC 


NM. 


.022640 


CSH1 


3804 


ACCCTCAAGCAGACCTACAGC 


NM. 


.022641 


CSH1 


3804 


ACCCTCAAGCAGACCTACAGC 


NM. 


.022642 


CSH1 


3804 


ACCCTCAAGCAGACCTACAGC 


NM. 


.022644 


CSH2 


3804 


ACCCTCAAGCAGACCTACAGC 


NM. 


.022645 


CSH2 


3804 


ACCCTCAAGCAGACCTACAGC 


NM. 


.022646 


CSH2 


3804 


ACCCTCAAGCAGACCTACAGC 


NM. 


.001552 


IGFBP4 


3805 


ACCC ACGAGG ACCTC TACTTC 


NM. 


.001552 


IGFBP4 


3806 


ACGAGGACCTCTACTTCATCC 


NM. 


.001552 


IGFBP4 


3807 


ACCAGCTGGCTGACAGCTTTC 


NM. 


.001561 


TNFRSF9 


3808 


ACC AGCAAT GC AGAG T GTGAC 


NM. 


.001561 


TNFRSF9 


3809 


ACGTGGTCTGTGGACCATCTC 


NM. 


.001665 


ARHG 


3810 


ACCGTGTTCGACAATTACAGC 


NM. 


.001665 


ARHG 


3811 


ACCAAGAAGGACCTGAGAGCC 


NM. 


.001666 


ARHGAP4 


3812 


ACCAAAGCTTCCGGAAGGAGC 


NM. 


.001666 


ARHGAP4 


3813 


ACCTCTTCACCTTCCTCAACC 


NM. 


.001719 


BMP7 


3814 


ACAAGGCCGTCTTCAGTACCC 


NM. 


.001719 


BMP7 


3815 


ACATCACAGCCACCAGCAACC 


NM. 


.001720 


BMP8 


3816 


ACCCTCCACGTCAGCATGTTC 


NM_001720 


BMP8 


3817 


ACTCCGCCTCTATGTGGAGAC 


NM. 


.001720 


BMP8 


3818 


ACCTCTGTGCTCTACTATGAC 


NM. 


.001901 


CTGF 


3819 


ACCTGTGCCTGCCATTACAAC 


NM. 


.002006 


FGF2 


3820 


ACTTACCGGTCAAGGAAATAC 


NM. 


.002006 


FGF2 


3821 


ACACCAGTTGGTATGTGGCAC 


NM. 


.002007 


FGF4 


3822 


ACTACCTGCTGGGCATCAAGC 


NM 


002007 


FGF4 


3823 


ACCATGAAGGTCACCGACTTC 



BNSDOCID: <W O 2 004094636A1 I > 



WO 2004/094636 



C 

PCT/EP2003/004362 



140 



NMJ302053 


GBP1 


3824 


NM_002170 


IFNA8 


3825 


NM_002176 


irk in a 

IFNB1 


3826 


NMJD02177 


IFNW1 


3827 


NM_002177 


IFNW1 


3828 


XMJ37 1 038 


LOC1 38685 


3828 


XM_095763 


LOCI 5801 7 


3828 


NMJ)02178 


IGFBP6 


3829 


NM_002178 


IGFBP6 


3830 


NM_002203 


ITGA2 


3831 


NM_002205 


ITGA5 


3832 


NM_002205 


ITGA5 


3833 


NM_002206 


ITGA7 


3834 


NM_002208 


ITGAE 


3835 


NM_002208 


ITGAE 


3836 


NM_002209 


ITGAL 


3837 


NM_002209 


ITGAL 


o o o o 

3838 


NM_002309 


LIF 


3839 


NM_002309 


LIF 


3840 


NM_002342 


LTBR 


r\r\ A A 

3841 


NM_002342 


LTBR 


3842 


NM_002416 


MIG 


3843 


NMJD02507 


NGFR 


3844 


NM_002507 


NGFR 


3845 


NM_002546 


TNFRSF11B 


3846 


NM_002546 


TNFRSF11B 


3847 


NMJ)02546 


TNFRSF11B 


3848 


NMJ302632 


PGF 


3849 


NM_002632 


PGF 


3850 


NM_002632 


PGF 


3851 


NM_002820 


PTHLH 


3852 


NMJD02891 


RASGRF1 


3853 


NMJ303238 


TGFB2 


3854 


NMJ303238 


TGFB2 


3855 


NWL003239 


TGFB3 


3856 


NMJ303239 


TGFB3 


3857 


NM_003239 


TGFB3 


3858 


NM_003243 


TGFBR3 


3859 


NM_003243 


TGFBR3 


3860 


NI\fl_0U33Z7 


TMCDQC4 




NM_003376 


VEGF 


3862 


NM_003377 


VEGFB 


3863 


NM_003377 


VEGFB 


3864 


NM_003637 


ITGA10 


3865 


NM_003637 


ITGA10 


3866 


NM_003790 


TNFRSF12 


3867 



ACAGAATCAGGAAGCATCATC 

ACCTGGAAGTCCTGTGTGATC 

ACCTCCTGGCTAATGTCTATC 

ACATGACCCTCCTAGACCAAC 

ACCAACTCCACACTGGACTTC 

ACC AAC T CCACACTGGACT T C 

ACCAACTCCACACTGGACTTC 

AC AGAGGAATCC AGGC ACCT C 

ACTCAGTGCTGCAGCAACTCC 

ACGGGTGTGTGTTCTGACATC 

ACTTCTTTGGCTCTGCCCTTC 

ACT GTGG AT CATCAT CCT AGC 

ACTGTGTGGTGT TCAGCTGCC 

ACTAAGATCACTGTCGTCTTC 

ACCC AGCATCCT T TGCAT TAC 

ACAGCACAGGAAGCCTCTATC 

ACCAGC ATGTCATGCAC T GAC 

ACCTGGACAAGCTATGTGGCC 

ACCTCGGGTAAGGATGTCTTC 

ACTACCTGACCATCTGCCAGC 

ACTGGCAACATCTACATCTAC 

ACCAACCAAGGGACTATCCAC 

ACAGGCC TGT ACACACAC AGC 

ACGTATTCCGACGAGGCCAAC 

ACGAAGAAACCT C TC ATCAGC 

ACGCCTAACTGGCTTAGTGTC 

ACCAAGACACCTTGAAGGGCC 

ACCATGCAGCTCCTAAAGATC 

ACGTGGAGCTGACGTTCTCTC 

ACGTTCTCTCAGCACGTTCGC 

ACTAACAAGGTGGAGACGTAC 

ACTTCCTCAACACCTTCCTGC 

AC AC T CG AT AT GGACCAGTTC 

ACATCTCCAACCCAGCGCTAC 

ACCGAGTCGGAATACTATGCC 

ACTGTCCATGTCACACCTTTC 

ACTGTACAACACTCTGAACCC 

ACTCCATTGTGATACAGGTTC 

AC AGCAGG AAGGCAGCAAGT C 

ACCT CAGAAGT GGGAGTGAGC 

ACTGAGGAGTCCAACATCACC 

ACCAAGTCCGGATGCAGATCC 

ACAGCCAGTGTGAATGCAGAC 

ACATGAGGTTCACCGCATCAC 

ACAAACAGACT GAAT GGG AGC 

ACTTCCACAAGAAGATTGGTC 
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NM. 


.003790 


TNFRSF12 


3868 


ACCGTCCAGTTGGTGGGTAAC 


NM. 


003807 


TNFSF14 


3869 


ACCAAAGCTGGCTACTACTAC 


NM. 


.003807 


TNFSF14 


3870 


ACTACATCTACTCCAAGGTGC 


NM. 


.003807 


TNFSF14 


3871 


ACATCTACTCCAAGGTGCAGC 


NM_ 


003809 


TNFSF12 


3872 


ACTTGCTGGTGGATGGTGTGC 


NM_ 


.003809 


TNFSF12 


3873 


ACTTCGGACTCTTCCAGGTTC 


NM. 


.003810 


TNFSF10 


3874 


ACGTGTACTTTACCAACGAGC 


NM. 


.003810 


TNFSF10 


3875 


ACATTGTCTTCTCCAAACTCC 


NM. 


.003811 


TNFSF9 


3876 


ACAAAGAGGACACGAAGGAGC 


NM. 


.003811 


TNFSF9 


3877 


ACCTGGACAGAGTCCGAATCC 


NM. 


.003820 


TNFRSF14 


3878 


ACATTGCCCACCTCAATGGCC 


NM. 


.003820 


TNFRSF14 


3879 


ACCCTGGAGGAATGTCAGCAC 


NM. 


.003841 


TNFRSF10C 


3880 


ACTCCTGCCTCTTCTCATTAC 


NM. 


.003844 


TNFRSF10A 


3881 


ACAATTCTGCTGAGATGTGCC 


NM. 


.003844 


TNFRSF10A 


3882 


ACAGGTGTCACTGTACAGTCC 


NM. 


.003867 


FGF17 


3883 


ACGGAGATCGTGCTGGAGAAC 


NM. 


.003867 


FGF17 


3884 


ACTTCATCAAGCGCCTCTACC 


NM. 


.004115 


FGF14 


3885 


ACTCATCCATGTTGTACAGAC 


NM. 


.004115 


FGF14 


3886 


ACCCAAGCCATTGGAAGTTGC 


NM. 


.004120 


GBP2 


3887 


ACAGAGCTGACAGATCGAATC 


NM. 


.004195 


TNFRSF18 


3888 


ACTGCACCCAGTTCGGGTTTC 


NM. 


.004308 


ARHGAP1 


3889 


ACGTGGAGAGTGACTACACAC 


NM. 


.004308 


ARHGAP1 


3890 


ACACCTTCACCAAGTTCCTTC 


NM. 


.004469 


FIGF 


3891 


ACAGCAGATCAGGGCTGCTTC 


NM. 


.004469 


FIGF 


3892 


ACAGCATGTGCAAAGCATTGC 


NM. 


.004490 


GRB14 


3893 


ACGAACTGGTGATTGAAGTGC 


NM. 


.004490 


GRB14 


3894 


ACTCAATAAGGGCGTTCTTCC 


NM. 


.004658 


RASAL1 


3895 


ACAGCT ACTGT C T GGAGGAGC 


NM. 


.004706 


ARHGEF1 


3896 


ACTAGGGCTGACCTCATCTCC 


NM. 


.004706 


ARHGEF1 


3897 


ACCGATCACAAAGCCTTCTAC 


NM. 


.004723 


ARHGEF2 


3898 


ACAACCGCTGTAAAGACACCC 


NM. 


.004723 


ARHGEF2 


3899 


ACCAAGTACCCGTTACTCATC 


NM. 


.004723 


ARHGEF2 


3900 


ACTTCTACATGGCCTACAGGC 


NM. 


.004761 


RAB2L 


3901 


ACGGATGTCCTGGTGTTCCTC 


NM. 


.004815 


PARG1 


3902 


ACAGAAGATCTTCGATGGGTC 


NM. 


.004815 


PARG1 


3903 


ACTCTGAGGAGCTTGGCTTGC 


NM. 


.004962 


GDF10 


3904 


ACATGGTCGCTGTCCACATGC 


NM. 


.004962 


GDF10 


3905 


ACGCACAGCACTTCCACAAGC 


NM. 


.005117 


FGF19 


3906 


ACAAGAACAGAGGCTTTCTTC 


NM. 


.005118 


TNFSF15 


3907 


ACCTCTGAGTGCAGTGAAATC 


NM. 


.005118 


TNFSF15 


3908 


ACTGGTTCCAGCCCATCTACC 


NM. 


.005167 


ARHC 


3909 


ACCACAGCAGGTATACAGCTC 


NM. 


.005247 


FGF3 


3910 


ACACAGAAGTCCTCCCTGTTC 


NM. 


.005259 


GDF8 


3911 


ACCCAGGCACTGGTATTTGGC 


NM. 


.005260 


GDF9 


3912 


ACAAGTGCTCAGGCTTATCAC 


NM 


005260 


GDF9 


3913 


ACCATGGTACAGAACATCATC 
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INlVI UUUO 1 1 


Ol\D 1 U 


oy 


ALb 1 J. LjijAI VjACAGCGTTC 




v3r\D JU 


oy io 






V/Ff^pp 




Ak^ 1 AL^ALAb Ibl V^AGGCAGC 


NM 00^4^*5 


ARHf^FF^ 
rvi\nvjcro 


O? I / 


AV^AH. J. o 1 LCAbAb 1 ATGt/GAC 


INIVl wVJw*t*tO 


LJivl r 1 O 


OS IO 


AC I ObL 1 J. UAAX 0 1 CTCCTGC 


i nivi i/UtrHO 


D IVI r 1 O 


oy 1 9 


AU I I LAX I I bbALATTGCC 


NM 00*vMR 


RMP1*5 


^Q9H 


AC JL ALbvoA I l^G 111 CAATTC 


NM 005614 


RHFR9 


**Q91 


ALAAbbLAAb 1L1 1 CAI GCTC 


NM 005614 

I»IW| WVWW 1 *T 


RHFR9 


**Q99 


Atv I IjAAVjAA^jCAAAC 1 GCCC 


NM 005618 


DLL1 


*^Q9^ 


AvOuAbAAAbAv X LAI LAbCC 


NM 005811 

i iivi i/y ju i i 


vJL/r i i 


^Q94 


Av/UALLbAbALLb i LA 1 1AGC 


NM 00^811 

INI VI woo I I 


our i i 


0;QOC 

oyzo 


AC 1 bbAl LA I LGLACCTAAGC 


NM 0081 18 

INI VI \J\J\J I 1 W 


IVIMrOrW lr I 


Q.G9« 


ALbbALAI I GACCTTCTCAGC 


NM 006570 




OXI97 


ACT j. CGTGTCTGACTaCGACC 


NM 006^9*5 

1 N IVI UUUJfcJ 


RAM 


QQOO 


Tv rp /"^ /*** 7v rp tv /*^t\ /~* tv irtr'fnrT'fttTt /— 1 

ACTGGcATAGAGATCTGGTAC 


NM 006^08 

IN IVI UUUJUU 




OQOQ 

oy^y 


acagcctgttgactccaattc 


NM 006^06 

1 N 1 VI UUUJUU 


RAO AO 


onon 

oyou 


TV r^ TV TV /™»/^ TV /*» TV TV m "n r-* / — i m 

AcaAGcAGAGaGCTCaCCTAC 


NM 006*?7^ 
IN IVI uuoo / o 


I INrOr lOD 


oyoi 


AcTGCTGTCTTGCTGCCTCAC 


NM 006*i7^ 






ACGCCATGGGACATCTAATTC 


NM 0068^0 

1 N IVI_UUUOJU 




oyoo 


AcAGTTGGACGTAGaAGCAGC 


NM 007189 

INIVI^UU / 




oyo4 


ACGCCTT C AGCATGCCTGAAC 


NM 007*^88 

INlVI \J\J f OOO 




QQQC 


ACATGTTCCAGGTCATCCAGC 


NM 019911 

INIVl U I 1 1 


1 1 OA 1 1 


OQOfl 

0900 


ACAAGATATGCGGTGGCCGTC 


NM 01991Q 

INlVI Vi 1 s s | 


MDAC 
IVIfxMO 


oyo/ 


AcCGCTTCCACCAGCTTATCC 


NM 019459 


1 IMP i\Oi IOD 


0900 


TV Z - ^ TV TV m /"I TV *~» TV *T\ TV TV /""«m ^1 

ACAGAGGCTCAGAAGCAAGTC 


NM 013371 

INlVI W 1 JJ r 1 


II 1Q 


OQOQ 

oyoy 


ACGcTGCTGCCAT TAAATCCC 


NM 014438 


II 1P8 
iu i no 


oy*fu 


TV O 7A TV rp rp rp rp t\ 1x1/^' r~» m m rri /■"♦/"i 

ACAATCTTTGAGTGGGTTTGC 


NM 014440 


N 1 PR 

IL. 1 i O 


oy*f i 


TV Tv /™'T\ z^ 1 rrv tv fn tv r^^*» tv ^"^m/T/r 

ACCAGACGCTCATAGCAGTCC 


NM 014448 


ARMf^PPIR 


oy**z 


ACGCTGAGAAGTACTTCCACC 


NM 014448 


ARHfiPFIfi 


*^Q4^ 


Tv /~i rp rp /~v tv /^/■"•t\ 7V /~" rp r~» tv tv /~irnr~«/™i/™i 

AC 1 1 CAGCAAGGTCAAGTCCC 


NM 014452 

1 TilVl W III Wfc 


TNFR^P91 
l lirrxOrt 1 


OQ>14 

oy*Hf 


tv 7\ r™ 1 tv tv 0 Tv rpr*^/~«rp/~« tv tv pnmon 

ACAGACACAI CCTGAAGCTGC 


NM 014482 


RMP10 

LJIVI 1 1 \J 


OQvic; 


tv r~>r^ , /"« rp r^ rp r^f* TV PTifnmjv tv r^ TV tv r~« 

ACvjC I la I CCaACTTTAAcACAC 


NM 014737 

1 N IVI V Itl Ul 


RA^^F9 


oy*fo 


TV r™ 1 tv tv r^mnir^n>Ti /~im tv tv tv /■•t^^i/T 

AcaACTTGTACTATGAAGGCC 


NM 014784 


ARMnFF1 1 


^Q47 

oy*f/ 


tv r**i7\ tv r~* tv prrnnnir'/^rnnirtTi tv /—» /~i r~i 

ACAACAGGTCTCGTTCAACGC 


NM 014784 

1 X 1 V 1 w 1 "T » w"T 


ARHRFF1 1 
nr\nv3Cr I I 


^Q4« 


tv /^fT'/^'P/^ f~*f~* tv r^ Tv r*^ tv Tinnr^rnminn 

AC rCTGGGACAGAACGCTTTC 


NM 014958 

■ ^ ■ W 1 W f 1^ W V*/ W 


p»i \nwtr i w 


OQAQ 


AC bAAAb bAbbAbbCACCT T C 


NM 015313 


ARHGFF19 


oyou 


AC1 bGCAGcAGcTTGTTAGTC 


NM 015313 

1 ^ IVI V 1 WW 1 w? 


ARHHFF19 


oyo i 


Tv pprripppm /~ ' rp p^m Tv r"' tv tv r™« tv tv r*^ 

ACC JL GCCTG TcTCAGAAGAAC 


NM 015318 


P1 14-RHO-f^FF 


OQCO 

oyoz 


TV P"»Ti ^rp*T\ P^ TV /"» TV mP^P^TA mP»TA TV r~« l 

AC AG GAG AG AT GG AT G AAGCC 


NM 015647 

1 »IV l [ W 1 Ww"T f 


TNFRRF8R 


oyoo 


TV P" 1 TV P^P'PTrp tv rp Tv Tv /~t /~i tv ta tv /~i /~» tv /t 

acagcctataagcaagacgac 


NM_016434 


TNFRSF6B 


3953 


ACAGCC T AT AAGCAAGACG AC 


NMJ)32957 


TNFRSF6B 


3953 


ACAGCCTATAAGCAAGACGAC 


NM_015647 


TNFRSF6B 


3954 


acccagaggaagatctcgtcc 


NMJH6434 


TNFRSF6B 


3954 


acccagagcaagatctcgtcc 


NM_032945 


TNFRSF6B 


3954 


acccagagcaagatctcgtcc 


NMJ332957 


TNFRSF6B 


3954 


acccagagcaagatctcgtcc 
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NM_016084 


RASD1 


3955 


ACCAAGTCTTGCCTCAAGAAC 


NM 016084 


RASD1 


3956 


ACAGCGACCTCATGTACATCC 


NM_ 


016204 


GDF2 


3957 


ACACGCTGGACATCAGTGTCC 


NM. 


016204 


GDF2 


3958 


ACCCTGGTGCATCTCAAGTTC 


NM. 


.016205 


PDGFC 


3959 


AC AAGGAACAG AACG GAGT AC 


NM. 


.016205 


PDGFC 


3960 


ACGAGGTCCTTCAGTTGAGAC 


NM. 


.018402 


IL26 


3961 


ACATTGTCCCAAGCTGTTGAC 


NM. 


.018647 


TNFRSF19 


3962 


ACCCTCCTCCTCCTTACGAAC 


NM. 


.018647 


TNFRSF19 


3963 


ACCTCAGCTCCACGAATATGC 


NM. 


.018647 


TNFRSF19 


3964 


ACTGGTAGAATCAGCATCAAC 


NM. 


.019074 


DLL4 


3965 


ACCTACTGTGAACTCCACGTC 


NM. 


019113 


FGF21 


3966 


ACCTCTACACAGATGATGCCC 


NM 


019555 


ARHGEF3 


3967 


ACGTCGCTAGCAAACCTCATC 


NM 019851 


FGF20 


3968 


ACTTAACAAAGACGGAACTCC 


NM. 


019851 


FGF20 


3969 


ACTGATGTACACTTGAAGTGC 


NM. 


.020525 


IL22 


3970 


ACAAGTCCAACTTCCAGCAGC 


NM 


020525 


IL22 


3971 


ACCCTTGAAGAAGTGCTGTTC 


NM_020634 


GDF3 


3972 


ACTCTCAACCCTGATCAGTGC 


NM 020634 


GDF3 


3973 


ACCAAGCTGTCTCCCATTTCC 


NM. 


.020637 


FGF22 


3974 


ACTTCTTCCTGCGCGTGGATC 


NM. 


.020637 


FGF22 


3975 


ACAACACCTACGCCTCACAGC 


NM. 


.020638 


FGF23 


3976 


ACTCTCCTCAGTATCACTTCC 


NM. 


.020996 


FGF6 


3977 


ACTGTCACTCATTTCCTTCCC 


NM. 


.022556 


GH2 


3978 


ACACCTATCAGGAGTT TAACC 


NM. 


.022559 


GH1 


3979 


ACACCTACCAGGAGTTTAACC 


NM. 


.022560 


GH1 


3979 


ACACCTACCAGGAGTTTAACC 


NG. 


.001334 


NG_001334 


3980 


ACAGCAACGTCTATGACCTCC 


NM. 


.000515 


GH1 


3980 


ACAGCAACGTCTATGACCTCC 


NM. 


.022559 


GH1 


3980 


ACAGCAACGTCTATGACCTCC 


NM. 


.022560 


GH1 


3980 


ACAGCAACGTCTATGACCTCC 


NM. 


.022561 


GH1 


3981 


ACACCTACCAGGAGTTTAGGC 


NM. 


.022641 


CSH1 


3981 


ACACCTACCAGGAGTTTAGGC 


NM. 


.022645 


CSH2 


3981 


ACACCTACCAGGAGTTTAGGC 


NM. 


032496 


ARHGAP9 


3982 


ACTGTAACCTGGTGGACCTTC 


NM 032496 


ARHGAP9 


3983 


ACCTGGGAATTGTGTTTGGAC 


NM. 


.003823 


TNFRSF6B 


3984 


ACACGCAGTTCTGGAACTACC 


NM. 


.032945 


TNFRSF6B 


3984 


ACACGCAGTTCTGGAACTACC 


NM. 


.032957 


TNFRSF6B 


3984 


ACACGCAGTTCTGGAACTACC 


NM. 


.003823 


TNFRSF6B 


3985 


ACGCTGGTTTCTGCTTGGAGC 


NM. 


.032945 


TNFRSF6B 


3985 


ACGCTGGTTTCTGCTTGGAGC 


NM. 


.032957 


TNFRSF6B 


3985 


ACGCTGGTTTCTGCTTGGAGC 


NM. 


.052851 


GT650 


3986 


ACAGCAAAGGCT TTGGACATC 


NM. 


.052949 


RASGRP4 


3987 


ACCACATGCTCAACATGGTGC 


NM. 


.130769 


GPHA2 


3988 


ACACAACATCACCTCCGTCTC 


NM. 


.130769 


GPHA2 


3989 


ACAACATCACCTCCGTCTCTC 


NM 


001202 


BMP4 


3990 


ACTGGTCCACCACAATGTGAC 
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NM_1 30850 


BMP4 


3990 


ACTGGTCCACCACAATGTGAC 


NM_1 30851 


BMP4 


3990 


ACTGGTCCACCACAATGTGAC 


NM_1 33639 


ARHV 


3991 


ACGTACTAATTCAGCTGGACC 


XM_027943 


RASGRF2 


3992 


ACTGGCTGTGTCCAGAACATC 


XM_030185 


LOC90230 


3993 


ACTCCTCTGATCGATCTGCCC 


XM_032902 


ITGA1 


3994 


ACAGCCT CGGT ACAAT CAT AC 


XM_032902 


ITGA1 


3995 


ACCGTGTCACCCTAGATTCAC 


XM_035950 


LOC56832 


3996 


ACTGTGCCTGGGAGATTGTCC 


XM_047536 


OBSCN 


3997 


ACACTAACCATCTCCCAGTGC 


XM_054745 


LOC257478 


3998 


ACGGCCAGCAGATGATCTTCC 


XM_059223 


LOCI 28239 


3999 


ACAGGATATTAGTGCATGCAC 


XM_059223 


LOC 128239 


4000 


ACCTGGCCAAGCTGATCTTTC 


XM_059223 


LOC1 28239 


4001 


ACCAAATTCCGTATGTGCAAC 


XM_059230 


LOC 128272 


4002 


ACTCATCTCTGGGTCAGGCAC 


XM_059230 


LOC 128272 


4003 


ACTTCTTAGGCTCTGCCGAGC 


XM_063142 


LOC 122460 


4004 


ACCCGAGAAGCTACAGGATTC 


XM_063142 


LOC1 22460 


4005 


ACTGTTACTACGATTGCTACC 


XM_065455 


LOC 129896 


4006 


ACGAGGGATATGAACTTGCCC 


XMJ365455 


LOC 129896 


4007 


ACTCTGCCTGACATTATAAGC 


XM_071038 


LOC1 38685 


4008 


AC AG AAGAG AC T TC AGG T T T C 


XM_071048 


LOC1 38684 


4009 


ACCTAGAAGCACTCATGGGAC 


XM_071048 


LOC1 38684 


4010 


ACTGAGCAAACAAGGAAGACC 


XM_084665 


LOC1 43872 


4011 


ACCCAAGCATTCCTCTTCCTC 


XM_084665 


LOC143872 


4012 


ACCCAAAGCTTCACCAAACCC 


XM_090404 


LOC 160629 


4013 


ACAGATGGAACTCTGCAAACC 


XM_090404 


LOC160629 


4014 


ACACAGCCTACAGGCAGAAGC 


XM_092722 


LOC1 64209 


4015 


ACTCCCAAGGTGGCAAAGATC 


XM_094119 


LOC 166824 


4016 


ACATTCCGCTACTGCAGAGGC 


XM_095759 


LOC1 58011 


4017 


ACGACACACTGGCTGTTTGGC 


XM_095759 


LOC1 58011 


4018 


ACAGTCTGGAACGACTGCAGC 


NG_001150 


NG_001150 


4019 


ACATGACCCTCCTGGACCAAC 


XIW.095763 


LOC1 58017 


4019 


ACATGACCCTCCTGGACCAAC 


XM_095763 


LOC158017 


4020 


ACACTGGACTTCATCTGCAGC 


XM_1 13880 


LOC1 97414 


4021 


ACAGCCCTCACAATGGATGGC 


XM_16771 1 


ITGA8 


4022 


ACCTCCTCAGGAGGACATGAC 


XM_1 67936 


LOC221178 


4023 


ACACCAGTGCAGAAGATCTGC 


XM_1 72762 


LOC253347 


4024 


AC AGAAGTGAC T TCAGAT TCC 


XM_1 72762 


LOC253347 


4025 


ACAGCAGGTCTTCAACTTCTC 


XM_1 72762 


LOC253347 


4026 


ACATGACCTTCCTGGACCAAC 


NM_032551 


GPR54 


4027 


ACGCTGGTCATCTACGTCATC 


NM_032551 


GPR54 


4028 


ACTCACTGCATGTCCTACAGC 


AB083611 


AB083611 


4029 


ACTGTGTTGTGGAGGGTTCTC 


AB083611 


AB08361 1 


4030 


ACGTCTCTGTTGTGGAGAGTC 


AF1 82273 


AF1 82273 


4031 


ACAGCCTGTGCTGGCTATCAC 


NG_000004 


NGJ)00004 


4031 


ACAGCCTGTGCTGGCTATCAC 


NM 000776 


CYP3A3 


4031 


ACAGCCTGTGCTGGCTATCAC 
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NM_017460 


CYP3A4 


4031 


ACAGCCTGTGCTGGCTATCAC 


AF1 82273 


AF 182273 


4032 


ACTGCAGGAGGAAATTGATGC 


NG_000004 


NG_000004 


4032 


ACTGCAGGAGGAAATTGATGC 


NM_000776 


GYP3A3 


4032 


ACTGCAGGAGGAAATTGATGC 


NM_0 17460 


CYP3A4 


4032 


ACTGCAGGAGGAAATTGATGC 


AB083590 


AB083590 


4033 


ACTCTGGATAGCCGCCTTTCC 


AF317653 


GPR62 


4033 


ACTCTGGATAGCCGCCTTTCC 


AB083590 


AB083590 


4034 


• ACTTGCAATGCCTCCAGAGAC 


AF317653 


GPR62 


4034 


ACTTGCAATGCCTCCAGAGAC 


AF380192 


TA4 


4035 


ACCTGGTGATGATTTCAATCC 


ENSG00000146383 


ENSG000001 46383 


4035 


ACCTGGTGATGATTTCAATCC 


D86519 


D86519 


4036 


ACTCCTTCTCCAGCTTTACTC 


D86519 


D86519 


4037 


ACACTTGTATTCACTGCTGTC 


D86519 


D86519 


4038 


ACTCTAGGCTTCATCCTCATC 


ENSG000001 24860 


ENSG000001 24860 


4039 


ACTGACTCCTCTGTGATCTCC 


SK601 


Obscn 


4039 


ACTGACTCCTCTGTGATCTCC 


J02906 


HUMCYPIIF 


4040 


ACTTCCACATGGATACCCTGC 


NG_000008 


NG_000008 


4040 


ACT TCCACAT GGAT ACCCT GC 


NM_000774 


CYP2F1 


4040 


ACTTCCACATGGATACCCTGC 


M33189 


HUMCYP2DG 


4041 


ACATGGATGGTGGGTGAAACC 


NM_000102 


CYP17 


4042 


ACCCTGAGTTGAATGTCATAC 


NM_000103 


CYP19 


4043 


ACCATGTCTGTCTCTTTGTTC 


NM_031226 


CYP19 


4043 


ACCATGTCTGTCTCTTTGTTC 


NM_000269 


NME1 


4044 


ACATGCAAGCTTCCGAAGATC 


NM_000269 


NME1 


4045 


ACTGGTGAAATACATGCACTC 


NM_000269 


NME1 


4046 


ACCGTGGAGACTTCTGCATAC 


NM_000395 


CSF2RB 


4047 


ACCTGTGACCTCAGTGATGAC 


NM_000395 


CSF2RB 


4048 


ACTATTCTACAAGCCCAGCCC 


NM_000395 


CSF2RB 


4049 


ACCGGTCCTGAGATCAAGAAC 


NM_000498 


CYP11B2 


4050 


ACCAGGAACTGGCCTTCAACC 


NM_000500 


CYP21A2 


4051 


ACTTACCTACAAGCTGGTGTC 


NG_000013 


NG_000013 


4052 


ACCTGCAGCATCATCTGTTAC 


NM_000500 


CYP21A2 


4052 


ACCTGCAGCATCATCTGTTAC 


NM_000534 


PMS1 


4053 


ACAGATGTTTCCGCAGCTGAC 


NM_000534 


PMS1 


4054 


ACCAGCGCATGGAATTTGGCC 


NM_000534 


PMS1 


4055 


ACCAGACAATTACCCATGTAC 


NM_000535 


PMS2 


4056 


ACAGTTGCAAAGCCTCATTCC 


NM_000535 


PMS2 


4057 


ACACACAACAGAGAACAAGCC 


NM_000535 


PMS2 


4058 


ACCATGAGACACATCGCCAAC 


NM_000756 


CRH 


4059 


ACCCATCTCCCTGGATCTCAC 


NM_000756 


CRH 


4060 


ACACAGCAAGCTCACAGCAAC 


NG_000008 


NG_000008 


4061 


ACAAAGAGTTCCTGTCACTGC 


NM_000764 


CYP2A7 


4061 


ACAAAGAGTTCCTGTCACTGC 


NM_030589 


CYP2A7 


4061 


ACAAAGAGTTCCTGTCACTGC 


U22029 


HSU22029 


4061 


ACAAAGAGTTCCTGTCACTGC 


NM 000765 


CYP3A7 


4062 


ACTCTGAGACCCACAAAGCTC 
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.000782 


b» Y r^4 
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A PPPP.T T A P A P A A PT A T T PT P 
A^b#obi 1 1 HbAbAHb 1 x41 1 L» 1 \* 


NM. 


.000782 


LrYrV4 


4Uf O 


A P A A TP A PPPTPTTP A P A TPP 
AbnAX VsAoOt loll bnbAl bb 


NM. 


.000783 




4U/0 


AP A A TPTPPPPPPPATPTTPP 
AbxAAl 0 1 bbbbbbbHl Oil bb 


NM_057157 


b Y rZDAi 


>in7c 
4U/u 


AbAAJ. 0 1 ob>-b5V3Cbjb>Al bi J. bl- 


NM. 


.000783 


b> Y r'Zo Al 


4U/ / 


7\ pipp n r* a P P T TPT A A A TPPAP 
AbibbbAbbl IblflftHlbbAU 


NM. 


.057157 


PVDOCA 4 


4Ur f 


APTPPP APPfPTPT A A ATPPAP 
Ab 1 bbLAbL lib 1 AAA1 bbnO 


NM_000784 


PVD07A-1 

LtirZf Al 


4U/ O 


AP ATPP APPTATPPA APPAPP 
AbnibbAbb 1 Al bbAAbbAbL 


NM. 


.000784 


PVD07A1 


4u/ y 


APTPAPTPT ATPPPAPPTTPP 
Ab 1 bAb 1 b 1 Al ObbAbb 1 1 bb 


NM. 


.000786 


Lr YrDI 


4UOU 


APTPTTPPPAPPPPAPPATAP 
Ab 1 b 1 1 bbbnbbbbfibbnl rib 


NM. 


.000961 




4UO 1 


APAPA APPPATPTAT APPA AP 
AbAbAAbbbAJL bl Al AbbAAb 


NM. 


.000961 


DTPilQ 


4UOZ 


A PAP A APPTTPTAPAP APPAP 
AbAoAAoo 1 1 b 1 AoAbAobAb 


NM. 


.001067 




4UOO 


APPP APPA A A r PP r PPPP r PT"T 1 AP 
AbbbAobAAAl o 1 boo 1 1 1 Ab 


NM. 


.001067 


TO DO A 


4Uo4 


APPP A A PftPPTTTPP A TP A AP 

AbbbAAoAob 111 ooA 1 bAAb 


NM. 


.001067 


THD^A 

1 bJrZA 


4Uoo 


APTTPA A APPP A ATPAPA APP 
Ab 1 1 bAAAbooAAl oAbAAob 


NM. 


.001068 


THDOD 


4Uoo 


A PPATP AP A ATTPPPP ATPAP 
AbbAl bAbAAl 1 bbbbAibAb 


NM. 


.001068 


TO DOR 


4UOf 


A P A PP A T P A TP A T A PT TPPTP 
AbAbbAl oAl oAl Ao 1 1 bb 1 b 


NM. 


.001068 


THDOR 
1 UrZD 


4UOO 


APPPT APTPAPPPAPPTTPTP 

Abbb 1 Ab 1 OAobbAbb 1 1 b 1 b 


NM. 


.001082 




<tuoy 


APPTAPPPPTTPTATPAPAAP 


NM. 


.001107 


no Y " I 


AOQH 


APTPPA APPTPPPTPATATPP 
rib 1 bbririoo 1 obol brix rix ob 


NM. 


.001107 


MO Y r 1 


*njy i 


APTTPA A APA APAPPA APTPP 
Ab 1 1 oriAAbririoriooririo 1 bb 


NM. 


.001108 


APVD9 


*fuy^ 


APA ATTPPATPA APTPPTPPP 
AbAAl 1 bbA 1 oririo 1 bb ± oOb 


NM. 


.138448 


APVDO 
nU Y 


*fuy^ 


APA ATTPPATPA APTPPTPPP 
AbAAl 1 bbA 1 bnftb 1 bb X, OOb 


NM. 


.001334 


b> 1 OU 




AP APAT APTPAPPAPA APTAP 
AbAoA 1 Ab 1 briobrioririo 1 rib 


NM_001334 




4004 


APAPPAPPTPATTRACTGTTP 
nvnUvnuu x wnx x onv^ x o x x v>> 


NM_001364 


DLG2 


4095 


ACTGCTCCTATAATTGTCAAC 


NM. 


.001364 


DLG2 


4096 


ACTTCTCCCAGGCACTATTCC 


NM. 


.001364 


DLG2 


4097 


ACGAACCAATC AG AAACGC TC 


NM. 


_001648 


KLK3 


4098 


AC T C AGAAGGTGACC AAGTTC 


- NM. 


.001700 


AZU1 


4099 


ACTGCTTCCAAAGCCAGAACC 


NM. 


~001700 


AZU1 


4100 


ACCCAGGTTTGTCAACGTGAC 
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NM_ 


.001932 


MPP3 


4101 


ACCACGTTGGAGATGAGCTCC 


NM_ 


.001932 


MPP3 


4102 


ACCTATGATCAGCCTTGTGAC 


NM. 


001932 


MPP3 


4103 


ACC T T C ATAGACCGGCAT TAC 


NM. 


002431 


MNAT1 


4104 


ACTGCCCTGAGTGTGGTACTC 


NM_ 


002431 


MNAT1 


4105 


ACTGGAGAGTTCTGATCTCCC 


NM. 


002431 


MNAT1 


4106 


ACTTCTTCTCTTGCTTGTCAC 


NM. 


002436 


MPP1 


4107 


AC T G T G ACCG AGG AC AT GT AC 


NM. 


002436 


MPP1 


4108 


ACCAGAATTCTTCATGGTGGC 


NM. 


002436 


MPP1 


4109 


ACT AC AG AT GTTC AT G AGAGC 


NM. 


002461 


MVD 


4110 


ACC AC AACAGCCGT CAT CAGC 


NM. 


002461 


MVD 


4111 


ACTGAGAAGAAGCTGACAGGC 


NM. 


002461 


MVD 


4112 


ACCAATGCCGTGATCTTCACC 


NM. 


.002512 


NME2 


4113 


ACTTCGAGCAGAAGGGATTCC 


NM. 


002512 


NME2 


4114 


ACTGGTGAAGTACATGAACTC 


NM. 


.002512 


NME2 


4115 


ACTGAAGAACTGGTTGACTAC 


NM. 


.002513 


NME3 


4116 


ACGCCTTGTCAAGTATATGGC 


NM. 


.002566 


P2RY11 


4117 


ACCTATGTGCCCTACCACATC 


NM. 


.002566 


P2RY11 


4118 


ACACCCTCTACTCTACATGGC 


NM. 


.002793 


PSMB1 


4119 


ACTTACCAGAGAGACTCCTTC 


NM 


002793 


PSMB1 


4120 


ACAGAATGTGGAGCATGTTCC 


NM 002794 


PSMB2 


4121 


ACATATCATGTGAACCTCCTC 


NM. 


.002801 


PSMB10 


4122 


ACGTCCAAGATGGAGCTACAC 


NM. 


.003299 


TRA1 


4123 


ACCTTCCAAGCCGAAGTTAAC 


NM. 


.003299 


TRA1 


4124 


ACACATCTGGGAGTCTGACTC 


NM. 


003299 


TRA1 


4125 


ACGACTTCCATGATATGATGC 


NM. 


.003353 
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4126 


ACATTGACCTCACCTTTCACC 
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DLG1 
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ACAGAGCAACCTCTTTCAGGC 
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NM. 


.004300 
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ACTGTCCTCATATTCAACCAC 
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ACAGAGCTTTGTTGCAGAACC 


NM. 
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ACAGCCTCTTGTGGGATGATC 


NM. 
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ACTCATCCGCTACATGAGCTC 


NM. 


.005009 


NME4 
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ACCATGATTGGACACACCGAC 


NM. 


.005009 
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4143 


ACAT CAG C AGGAAT GT CATCC 


NM. 


.005340 


HINT1 


4144 


ACAGATGGTGGACAGTCTGTC 


NM. 


.005348 


HSPCA 


4145 


ACAGGCTGGTGCAGATATCTC 


XM 


068004 


LOC1 32731 


4145 


ACAGGCTGGTGCAGATATCTC 
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.055551 




AA 

4 IOO 


Z\PHP f T , PP r PP7iP7\PPR7\ TVP'ar^P' 


XM. 


.172185 


L WO D4 AQd. 


41RR 
4 IDO 


AbAb X 1 tjAvaAVaUAAA^jA^jU 


XM. 


.172356 


LbJbn£ 004^4 


41 DO 


ACAL/ 1 Vj^j 1 vjAoAvjbAAAviAvjb 


NM. 


.007355 


UQppD 

norUD 


44R7 

410/ 


AOL* X bbAbA 1 L.AAOL.L, X bAbb 


NM. 


.012247 


CDC 

oro 


4 A ftQ 
41DO 


ALA1 bUbAb3AL.AAl biCAb JL L-rC 


NM. 


.012247 


QDQ 

oro 


4i oy 


Abl 1 UAL^LjUvabUU X IUxLtAIC 


NM. 


.012248 


oroZ 


A A 7C\ 
41 /U 


AL-L X I bb 1 AL7AAL7AI Cbb x AC 


NM. 


.012248 


or o/i 


4 I f I 


appflppn2i r pppp , rpra r raii r pp 

HUUriL/uH/il vjvjb x bbAIAAi b 


NM. 


.012248 


OrOt 


4179 


ZiPPHTHBTTPPPailPIlTPPP 
AbbAAlAAi lbbbAAbAlbbb 


NM_012283 




417^ 
*r 1 / O 


aPTCCTTPTPPTTPfillCTTPP 
/Ttb X \3\3 llbl bb X X bvaAo X 1 bb 


NM. 


.012283 




4174 


ZiPPPPaPTPttaPBTPHTTPaP 
nL-bbbAb X bAAbAX bAX 1 bAb 


NM. 


.012301 


KIAA0705 


4175 


APPARTPTftTTPPTATTRfSTP 

"V-'V-'/Tk.O X b X O X X bbX rlX X VJV3 X b 


NM. 


.012301 


KIAA0705 


41 7fi 


aPTTPapziTTPa^p.caTpppp 

nbl IbAbAJ. X bAbbbAl bbbb 


NM. 


.012301 


KIAA070*5 


4177 

HI// 


APf^AATfiRATTPPTPTRCTPP 


NM_013330 


NMPT 

1 N IVI1_ / 


417ft 

*t 1 / o 


APPARATRPAATATPAAAf^nP 


- NM. 


.013330 


INI VIE- / 


41 7Q 


APPTRTTRP ATTPTT A A APPP 
nUUlul XObrlX XoX X/-Vrxrlbbb 


NM. 


.013330 


NME7 


4180 


ACAGAATGCTGTTCACTGTAC 


NM. 


.014045 


DKFZP564C1940 


4181 


ACTTACGCCAGGATATGACTC 


NM. 


.014214 


IMPA2 


4182 


ACCTTCACACAGGTTCATTGC 


NM_ 


014214 


IMPA2 


4183 


ACATTGGATTTGCTGTTCGAC 


NM. 


014241 


PTPLA 


4184 


ACCTT GCT T GAGATAGT TCAC 


NM. 


014241 


PTPLA 


4185 


ACATACTTCATTAAATGGGCC 
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NM_014381 


MLH3 


4186 


NM_014381 


MLH3 


4187 


NM_014381 


MLH3 


4188 


NM_014428 


TJP3 


4189 


NM_014428 


TJP3 


4190 


NM_014428 


TJP3 


4191 


NM_014471 


SPINK4 


4192 


NM_014471 


SPINK4 


4193 


NM_015533 


DKFZP586B1621 


4194 


NM_015533 


DKFZP586B1621 


4195 


NM_015533 


DKF2PS86B1621 


4196 


NM_016292 


TRAP1 


4197 


NM_016593 


CYP39A1 


4198 


NM_016593 


CYP39A1 


4199 


NM_016602 


GPR2 


4200 


NM_016602 


GPR2 


4201 


NM_016602 


GPR2 


4202 


NM_016616 


LOC51314 


4203 


NM_017636 


TRPM4 


4204 


NM_017636 


TRPM4 


4205 


NM_017636 


TRPM4 


4206 


NM_0 17823 


FLJ20442 


4207 


NM_017823 


FLJ20442 


4208 


NM_017881 


FLJ20559 


4209 


NM_017881 


FLJ20559 


4210 


NM_017881 


FLJ20559 


4211 


NMJ518208 


FLJ10761 


4212 


NM_018208 


FU 10761 


4213 


NM_0 18208 


FLJ 10761 


4214 


NM_018238 


FLJ 10842 


4215 


NM_018238 


FU 10842 


4216 


NM_018238 


FLJ 10842 


4217 


NM_018291 


FLJ 10986 


4218 


NM_018291 


FLJ 10986 


4219 


NM_018339 


FLJ11149 


4220 


NM_018339 


FLJ11149 


4221 


NM_018339 


FLJ11149 


4222 


NM_019885 


P450RAI-2 


4223 


NM_019885 


P450RAI-2 


4224 


NM_020421 


LOC57143 


4225 


SK401 


ADCK1 


4225 


NM_020421 


LOC57143 


4226 


SK401 


ADCK1 


4226 


NM_020421 


LOC57143 


4227 


* SK401 


ADCK1 


4227 


NM_020674 


CYP-M 


4228 



ACTGTTAATGGCATGGCTGCC 

ACCAACAT CAGAT TCTGCCAC 

ACAACTGGAGCTACTCCAGAC 

ACAGTTCCTGGTGAACATTCC 

ACTCCTTCTACATCCGCACTC 

ACAACTATGTGCAGTACTACC 

ACTCCCTTTCTCAAGAATGCC 

ACTTTCTCAAGAATGCCCATC 

ACGCTCCTTATCGTGAAGAAC 

AC AT GT CAGC AC T GGAG AT GC 

ACTGGAGGAACACCTGAATGC 

ACACTCGATTATCAGCAGCAC 

ACAGTCTTTGCTATGGGAAAC 

ACATCTCCTTTATCCAGTCAC 

ACACACTTGGTCTCCGTCATC 

ACCAGCAAACGCAAGGATGTC 

ACTCAATCCCGTTCTCTACGC 

ACCTTGCAGAGCAATGCAACC 

ACACAG ATGGCCAT G TAC TT C 

ACTGTCCTCTGCATCGACTTC 

ACAT CCG CGAG TACGAAC AGC 

AC T G T T ACCT GGT GAAG G AGC 

ACATTGCTGAAATCCGACGAC 

ACCAAATTGCAGTGTCATATC 

ACTCTGTGGTATCAACAGACC 

AC AAGAAAT GCAGG ACAT C AC 

ACCTTCCAGAATGGGCTGTGC 

ACAGC AT CAAAGG TCACG T GC 

ACTCACTTCTTCTGGGCTCTC 

ACAACTCATTCCTCCCAATGC 

ACTTCGACGAACAGATGAGGC 

ACACTTGATGTCTTGCAGATC 

ACTGTGGAACGTCTTCTTGTC 

ACAGCCATGGTACCTGGGTTC 

ACAAGTGGTAGATAATCTTCC 

ACTTCCAGCTGATATATCCAC 

ACATTGTTGGCTACCTGAGAC 

ACGGTGTCCAATTCCATTGGC 

ACCATGCAGGAGCTGAAGGAC 

ACTAATGACTTTGGCGCTGTC 

ACTAATGACTTTGGCGCTGTC 

ACATTCTCCTGATGGAGGTGC 

ACATTCTCCTGATGGAGGTGC 

ACACTGAGGACTTAGAGATTC 

ACACTGAGGACTTAGAGATTC 

ACAGATGGTAATGGGTAGTAC 
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NM_02t114 


SPINK2 


4299 


NMJJ21114 


SPINK2 




NM_021187 


CYP4F1 1 


49^1 


NMJD21187 


CYP4F1 1 


49^9 


NMJD22139 


GFRA4 


Aon. 


NM_1 45762 


GFRA4 


49** 


NWM 45763 


GFRA4 




NM_022358 


KCNK15 




NM_022474 


MPP5 


49^5 


NM_022474 


MPP5 


423R 


NMJ322474 


MPP5 




NMJ522571 


HUMNPIIY20 




NM_022571 


HUMNPIIY20 




NG_000004 


NG 000004 


494f» 


NM_022820 


CYP3A43 


494n 


NM_057095 


CYP3A43 


494n 


NM_057096 


CYP3A43 


494H 


NM_022820 


CYP3A43 


AO A A 


NM_057095 


CYP3A4** 


494*1 


NM_057096 


CYP3A4^ 


AO A 1 


NM_023944 


CYP4F19 


4949 


NM_024110 


CARD14 


494** 


NMJJ52819 


CARD14 


494^ 


NM_024110 


CARD14 


4744 


NM_024110 


CARD14 


4945 


NMJ3245 94 


FLJ 12899 


4245 


NMJ)24594 


FLJ 12899 


4947 


NM_024594 


FLJ 12899 




NMJ)24779 


FLJ22055 


494Q 


NMJ)24779 


FLJ22055 




NMJ324779 


FLJ22055 


495*1 


NM_024819 


FLJ22955 


49*59 


NM_024819 


FLJ22955 


495^ 


NM_024819 


FLJ22955 


4954 


NM_024960 


C20orf48 




NM_024960 


C20orf48 


4956 


NM_024960 


C20orf48 


4957 


NGJ)00008 


NG 000008 


495R 


NMJ)30589 


CYP2A7 


4258 


NMJ)30622 


CYP2S1 


4259 


NM_030622 


CYP2S1 


4260 


NMJ)32030 


FKSG83 


4261 


NMJ)32030 


FKSG83 


4262 


NM_032030 


FKSG83 


4263 


NM_032787 


FLJ 14454 


4264 


NMJD32787 


FLJ 14454 


4265 



ACCAATGAATGTACTCTGTGC 

ACTGCTGATGGAGCAGTTTAC 

ACACCTTCTATGACAACTGCC 

ACAAGAGTGTGAACAT CATGC 

ACTGCTTGGATGGTGCCATTC 

ACTGCTTGGATGGTGCCATTC 

ACTGCTTGGATGGTGCCATTC 

ACTTCTGCCACGTGCACAAGC 

ACAGGAAATGCAGCTAGAGCC 

ACTCAGATGACCCTTATGTTC 

ACATAGAAGAAGATAAGGAGC 

ACTTCCTGGACCTCTTCACTC 

ACGTGCTTCGGCATCGTGTAC 

ACGAACATTGCTATCTCCAGC 

ACGAACATTGCTATCTCCAGC 

ACGAAC AT TGCTAT CTCCAGC 

ACGAACATTGCTATCTCCAGC ■ 

ACCCAATAAGGCACCTGTCAC 

ACCCAATAAGGCACCTGTCAC 

ACCCAATAAGGCACCTGTCAC 

ACATCATGCTTGACAAGTGGC 

ACAGGGAGAAGGTGAATGCGC 

AC AGGG AGAAGG TGAATGC GC 

ACGGTTATAAGAGGCTACTCC 

ACAGAAGAAGGTGGTGTGGAC 

ACTAACGTGGCATATGGATCC 

ACTGCCTTGTAAAGGGCTTGC 

ACACAAGCTGACAAGCTGGTC 

ACAAGAAGAAGCATTTCGTGC 

ACTCGATCAATGAGCTCAGCC 

ACAAGATCAAGGTCAACAATC 

ACTTCGGCACTGAGGTCTTGC 

ACTCAAGTACATGAAGCACAC 

ACTTGCACACTGAGCTGGAGC 

ACACAATAGGTGATCTTCAGC 

ACTTCTTACTGGCTGTACCAC 

ACAATAGCAAGAATGTGTGCC 

ACTCCATCATGAAGGTGTCCC 

ACTCCATCATGAAGGTGTCCC 

ACCTCCAACGTAGTCTGCTCC 

ACCACCATCCTACAAGCCTTC 

AC TTAGATGT GAT TCT CATGC 

ACCTTGTCATTCCAAGTGGGC 

ACACAGTATCAGTCTGTCTCC 

AC T T AACCC AGAT GC ACAGAC 

ACCATTAACATCCCGAATCCC 
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NM_032787 
NM_001230 
NM_032974 
NM_032976 
NM_032977 
NM_001229 
NM_032996 
NM_001229 
NM_032996 
NM_033115 

SK664 
NM_033115 

SK664 
NM_033115 

SK664 
NM_033256 
NM_033256 
NM_001223 
NM_033292 
NM_033293 
NM_033294 
NM_033295 
NM_033347 
NM_005714 
NM_033347 
NM_033348 
NM_033455 
NM_033456 

M37712 
NM_001787 
NM_024011 
NM_033486 
NM_033487 
NM_033488 
NM_033489 
NM_033490 
NM_033491 
NM_033492 
NM_033493 
NM_033527 
NM_033528 
NM_033529 
NM_033531 
NM_033532 
NM_033534 
NM 033536 



FLJ 14454 


4266 


ACAGGTCATTGCCAACCTTAC 


CASP10 


4267 


ACTCTGCATAGGATTGGTCCC 


CASP10 


4267 


ACTCTGCATAGGATTGGTCCC 


CASP10 


4267 


ACTCTGCATAGGATTGGTCCC 


CASP10 


4267 


ACTCTGCATAGGATTGGTCCC 


CASP9 


4268 


ACCATATGATCGAGGACATCC 


CASP9 


4268 


ACCATATGATCGAGGACATCC 


CASP9 


4269 


ACCTGCTTAGAGGACACAGGC 


CASP9 


4269 


ACCTGCTTAGAGGACACAGGC 


MGC16169 


4270 


ACAAGGTCGAGATAGAAGCTC 


TBCK 


4270 


ACAAGGTCGAGATAGAAGCTC 


MGC16169 


4271 


ACCAGATCTCTATGCCATCCC 


TBCK 


4271 


ACCAGATCTCTATGCCATCCC 


MGC16169 


4272 


ACCATTCAGTGCTGCCTTCAC 


TBCK 


4272 


ACCATTCAGTGCTGCCTTCAC 


PPP1R14A 


4273 


ACAGACATGCCCGATGAGATC 


PPP1R14A 


4274 


AC AAAGCT T CAAGGCCTCC AC 


CASP1 


4275 


ACCCACCACTGAAAGAGTGAC 


CASP1 


4275 


ACCCACCACTGAAAGAGTGAC 


CASP1 


4275 


ACCCACCACTGAAAGAGTGAC 


CASP1 


4275 


ACCCACCACTGAAAGAGTGAC 


CASP1 


4275 


ACCCACCACTGAAAGAGTGAC 


KCNK7 


4276 


ACGCACTTCTTGGTTACTTGC 


KCNK7 


4277 


ACATCCTAGGGCAGGATGAAC 


KCNK7 


4277 


ACATCCTAGGGCAGGATGAAC 


KCNK7 


4277 


ACATCCTAGGGCAGGATGAAC 


KCNK7 


4277 


ACATCCTAGGGCAGGATGAAC 


KCNK7 


4277 


ACATCCTAGGGCAGGATGAAC 


HUMP58GTA 


4278 


ACATGAGTATTTCCGCGAGAC 


CDC2L1 


4278 


ACATGAGTATTTCCGCGAGAC 


CDC2L2 


4278 


ACATGAGTATTTCCGCGAGAC 


CDC2L1 


4278 


ACATGAGTATTTCCGCGAGAC 


CDC2L1 


4278 


ACATGAGTATTTCCGCGAGAC 


CDC2L1 


4278 


ACATGAGTAT T TCCGCGAGAC 


CDC2L1 


4278 


ACATGAGTATTTCCGCGAGAC 


CDC2L1 


4278 


ACATGAGTATTTCCGCGAGAC 


CDC2L1 


4278 


ACATGAGTATTTCCGCGAGAC 


CDC2L1 


4278 


ACATGAGTATTTCCGCGAGAC 


CDC2L1 


4278 


ACATGAGTATTTCCGCGAGAC 


CDC2L2 


4278 


ACATGAGTATTTCCGCGAGAC 


CDC2L2 


4278 


ACATGAGTATTTCCGCGAGAC 


CDC2L2 


4278 


ACATGAGTATTTCCGCGAGAC 


CDC2L2 


4278 


ACATGAGTATTTCCGCGAGAC 


CDC2L2 


4278 


ACATGAGTATTTCCGCGAGAC 


CDC2L2 


4278 


ACATGAGTATTTCCGCGAGAC 


CDC2L2 


4278 


ACATGAGTATTTCCGCGAGAC 
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NM_033537 


CDC2L2 


4278 


ACATGAGTATTTCCGCGAGAC 


NMJD33621 


CDC2L2 


4278 


ACAT GAGT ATT TCCGCGAG AC 


NM_000796 


DRD3 


4279 


ACTGGATGTGATGATGTGTAC 


NM_033658 


DRD3 


4279 


ACTGGATGTCATGATGTGTAC 


NMJD33659 


DRD3 


4279 


ACTGGATGTCATGATGTGTAC 


NMJD33660 


DRD3 


4279 


ACTGGATGTCATGATGTGTAC 


NM_033663 


DRD3 


4279 


ACTGGATGTCATGATGTGTAC 


NMJD33660 


DRD3 


4280 


ACTGCTCCATCTCCCTGAGTC 


NMJ)00075 


CDK4 


4281 


ACCCTCAAGAGTGTGAGAGTC 


NM_032913 


CDK4 


4281 


ACCCTCAAGAG TGTGAGAGT C 


NM_052984 


CDK4 


4281 


ACCCTCAAGAGTGTGAGAGTC 


NM_053278 


GPR102 


4282 


ACGGGTAATTCTGTACACGGC 


NM_057163 


GNRHR2 


4283 


ACTAATGGCCACGTATTCTGC 


NMJD57163 


GNRHR2 


4284 


ACCGTTCAGGTGTAAGGAAAC 


NM_005105 


RBM8A 


4285 


ACAGCTTCAAGGCTCAATGGC 


NM_057163 


GNRHR2 


4285 


ACAGC T TCAAGGCTCAATGGC 


NM_078473 


BLP1 


4286 


ACATCCTCTGCTCTTACCTAC 


NMJ)31940 


BLP1 


4287 


ACGATTCTGTTTGGGACACAC 


NMJD78473 


BLP1 


4287 


ACGATTCTGTTTGGGACACAC 


NMJD80671 


KCNE4 


4288 


ACCTGATGCTGAACATGCTGC 


NM_005265 


GGT1 


4289 


ACTACTTTGGCTCCAAGGTCC 


NM_013421 


GGT1 


4289 


ACTACTTTGGCTCCAAGGTCC 


NM_013430 


GGT1 


4289 


ACTACTTTGGCTCCAAGGTCC 


NMJ580839 


GGTL4 


4289 


ACTACTTTGGCTCCAAGGTCC 


XM_086868 


LOC257456 


4289 


ACTACTTTGGCTCCAAGGTCC 


NM_005265 


GGT1 


4290 


ACACTGGCCATCATCTACAAC 


NMJ313421 


GGT1 


4290 


ACACTGGCCATCATCTACAAC 


NM_013430 


GGT1 


4290 


ACACTGGCCATCATCTACAAC 


NMJDB0839 


GGTL4 


4290 


ACACTGGCCATCATCTACAAC 


NMJD80920 


GGTLA4 


4290 


ACACTGGCCATCATCTACAAC 


NM_080876 


SKRP1 


4291 


ACAAGTTGGCGTTATTAAGCC 


NMJ)80876 


SKRP1 


4292 


ACCTGAAACCAACATCCTGTC 


NM_080876 


SKRP1 


4293 


ACCATATGTCCAAATTCTGGC 


ft 1 ft ft f\. A A A m 9 JF% 

NM_004178 


TARBP2 


4294 


ACAGTGAGCTCTCTGAGGAGC 


ft. 1 ft A A\ 4% A #^ +\ 

N WM 34323 


TARBP2 


4294 


ACAGTGAGCTCTCTGAGGAGC 


ft 1 ft ft -A A A **% A 

NWM 34324 


TARBP2 


4294 


ACAGTGAGCTCTCTGAGGAGC 


ft ift ft ,4 M*\ •** 

NM_1 38327 


Tar1 


4295 


ACTCATTCATTCCATGGCCAC 


NWM 38327 


Tar1 


4296 


ACTACTATGCTGTGTGTGATC 


NM_1 38327 


Tar1 


4297 


ACACTGCAGAGGAGGTTGCTC 


NM_1 38445 


LOC1 15330 


4298 


ACACAGCAAGGCCAGCATGAC 


NM_1 38445 


LOC1 15330 


4299 


ACTACATCGAGCGTGCACTGC 


NM_1 38445 


LOC1 15330 


4300 


ACGCTGGTGTTCATCGGCTAC 


N WM 38738 


SPAP1 


4301 


ACCTCTGTGTCTGTCAGTTCC 


NWM 38739 


SPAP1 


4301 


ACCTCTGTGTCTGTCAGTTCC 


SK465 


Erk7 


4302 


ACATGGGCTTCCTTCTTGCTC 


SK465 


Erk7 


4303 


ACCGCGTCTATCAGATGATCC 
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SK537 


SPEG 


4304 


ACAGAGACGGCTGAGGATGAC 


NM_005876 


APEG1 


4305 


ACAAGGTCTCACTTATGGACC 


SK537 


SPEG 


4305 


ACAAGGT C TCAC T T ATGGACC 


SK537 


SPEG 


4306 


ACTGTCTGACAGGAATCTCCC 


NM_022048 


CSNK1G1 


4307 


ACTACCTTCGATATGTCAGGC 


SK647 


CK1g1 


4307 


ACTACCTTCGATATGTCAGGC 


SK709 


SgK085 


4308 


ACCAGGAT TCAAGAT CTGGAC 


SK709 


SgK085 


4309 


ACGAATAAGTGCAAGCGAAGC 


XM_1 67231 


LOC221757 


4309 


ACGAATAAGTGCAAGCGAAGC 


NMJ)03852 


TIF1 


4310 


ACACCCAAGTTGGAGTCATTC 


SK783 


TIF1a 


4310 


ACACCCAAGTTGGAGTCATTC 


NMJ)03852 


TIF1 


4311 


ACAACAACAACAGGAAGTGGC 


SK783 


TIF1a 


4311 


ACAACAACAACAGGAAG T GGC 


SK783 


TIF1a 


4312 


ACCAGCAACCTTCCATCTCTC 


XM_028867 


KIAA0981 


4313 


ACTCCACCAGTTCTACTCATC 


XMJ)28867 


KIAA0981 


4314 


ACAAAGAGTAGCAGCCCTATC 


XMJJ28867 


KIAA0981 


4315 


ACGTTCCCTCTCCCACTCATC 


XMJJ32749 


KIAA1634 


4316 


ACCTGTTGTGGACATTGTTGC 


XM_032749 


KIAA1634 


4317 


ACCTGAACTAGTGACTATCCC 


XMJD32749 


KIAA1634 


4318 


ACTTATCTTAAGAGGAGGTCC 


XMJM5292 


KIAA0303 


4319 


ACAGTGATGAGATCAACTGGC 


XMJ345292 


KIAA0303 


4320 


ACTCAGTTCTGGCCTACTTCC 


XMJ345292 


KIAA0303 


4321 


ACAT CAAT GGAGAACCAGT GC 


XM_Q47080 


DKFZP564D0462 


4322 


ACCCTGCTGTTCCTGAATCTC 


XMJ)47080 


DKFZP564D0462 


4323 


ACGCAGTGTGGTTAGCTTGAC 


XMJ347080 


DKFZP564D0462 


4324 


ACCTATGAGCATTCCTTCAAC 


XM_048706 


NXP-2 


4325 


ACTTATGATCCTGATGTGAAC 


XM_048706 


NXP-2 


4326 


ACGTTGAGCAAGGTGGTGTTC 


XMJ)48706 


NXP-2 


4327 


ACTGCTGGCTATGATTGTGCC 


SK516 


SgK496 


4328 


ACTACACCGGGATCTCTACAC 


XM_050147 


KIAA0472 


4328 


ACTACACCGGGATCTCTACAC 


SK516 


SgK496 


4329 


ACTCTTGGGCATTGTCCAGCC 


XMJ)50147 


KIAA0472 


4329 


ACTCTTGGGCATTGTCCAGCC 


XMJ354492 


LOC 113612 


4330 


ACAGATGAGGTGTGAGTGGAC 


XM_054492 


LOC 113612 


4331 


ACTACAGTCAAGATGCTCAGC 


XWT054492 


LOC1 13612 


4332 


ACCATCTTTGGCTACTGTGCC 


V * m M mi m mm mm mm * 

XM_055551 


LOC220763 


4333 


ACTGAGCCCATTGACGAGTAC 


\ / Wl m mm, mm mm mm mm * 

XM_055551 


LOC220763 


4334 


ACCACATGATCAAGCTAGGTC 


XM_058459 


LOC 120227 


4335 


ACTAGTTCCAGATCTGAAGCC 


SK690 


LRRK2 


4336 


ACTTAGCCTTGGTGCATCTTC 


XM_058513 


LOC 120892 


4336 


ACTTAGCCTTGGTGCATCTTC 


SK690 


LRRK2 


4337 


ACATTGAGACAAGAACAAGCC 


XM_058513 


LOC120892 


4337 


ACATTGAGACAAGAACAAGCC 


SK690 


LRRK2 


4338 


ACAAT C T T CCAC ATGAAG T GC 


XM_058513 


LOC120892 


4338 


ACAATCTTCCACATGAAGTGC 


XM_059042 


LOC126410 


4339 


ACTCTTGTCTCTCGCCAATGC 
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XM 050049 
AJ VI^U O 57 Uf Z 


LOC 126410 


4^4n 


/xlVI_U057 1 OO 


LOC 127352 


4*341 

*tOH 1 


XM 05QQ73 






xm D5QQ73 


LOC 1 3842 Q 


4343 


xm 05QQ73 


LOC1 38429 


4344 


XM 060779 


LOC127QQ3 




XM 0R0779 
AJVI^ UOU f / Z 


1 OC127QQ3 


414R 


XM OR10Q1 
/xivi^uo iuy i 


loci irrro 


4^47 


XM OR10Q1 

a.ivi uo i uy i 


i opi irrro 


4^4P 


XM OR10Q1 


1 On 1RRR0 


4^4Q 


XM OR1 90R 
A.lvl__UO I^UO 


I OP11RQ9** 


*fOOU 


xm ori90R 


1 On 1 AQ9'* 


HOD \ 


xm OR190A 

Alvl_UO IZUO 




^•OOZ 


XM OR9RQ9 
Alvl__UOZO*7Z 


i or* 191 RRA 

LL/O IZ I OOH 




XM OR9RQ9 
AM_yOZOyZ 


I OPI 91 RR/l 
LUO IZ 1 OOh 




XM OR*5R77 


l-\J\s lZO*+OZ 


4*^^c; 


XM OR'*R77 


I OP19**AR9 

LUu IZO^fOZ 


*J-OOD 


XM 0R40R9 
/\1VI UOHUvAi 


I OP 194974 


4*3R7 
*fOO/ 


XM OR419R 
Am UD** IZO 


I OP19A410 

LVJls \£>HH IU 


4*a^ft 


XM OR419R 
Am UDH IZO 


I OP194410 


4^^Q 

*fOOS7 


XM 0R419R 

Alvl — UO*t IZO 


I OP 1 9441 n 


4^RH 


xm or4qoo 

AIVI_UO*f t7UU 


1 OP195QR0 


4^R1 


xm OR4QOO 

AIVI — UO*fyUU 


I OP195QRO 
LV^O IZOWOU 


4*5R9 
*+OOZ 


xm or4qoo 

AIVI^ UO^+yUU 


I OP195QRO 


4oDo 


ADUOODU/ 


MDUOOOUf 




XM ORAQOft 


I OP19R099 
IZOUZZ 


4oD4 


XM ORAQOQ 
Alvl UD*f yUx7 


I OP19ROO** 
LUL/ IZOUZO 


4000 


XM OR4QOQ 

awi uo*f yuy 


I OP19R09** 


*fODD 


XM or^o*V7 

AIVI^UOOUO I 


I OP19R^Q9 

luu izooyz 


4*5R7 
HOO/ 


XM ORROR7 

Alvl_^UOOUO f 


I 0P19R**.Q9 


*fOOO 


xm or*>o*v7 


I OP19R^Q9 
l_w w izooyz 


A^RQ 

H-ooy 


XM 065068 


I OC 196407 


4^70 


XM nfi50RR 


I OP19R407 


4*5.71 
*rO f I 


XM 06506Q 


1 OC1 96408 


4379 

HO f Z 


XM 06506Q 


I OC 196408 


4373 

*tO f O 


XM 065194 


1 OP1 96509 

LUu IZOOUZ 


4*^74 


XM OR5151 

AIVI^UOU I O I 


I OP1965T7 

LUv IZOOOr 


4*^7^ 
*fOf O 


xm nRmw 

Alvl^UOO I OZ 


I OP19R5*5R 
LUv IZOOOO 


4*57R 


XM OR5159 
AlVl JJOO I OZ 


I OP19RR^R 
L.vw'vv IZOOOO 


4*577 
HO( f 


XM 0651 52 


LOC 126538 


4378 


XM_065294 


LOC129566 


4379 


XM_065294 


LOC129566 


4380 


XM_065294 


LOC129566 


4381 


XM_066397 


LOC 129223 


4382 


XM_066397 


LOC 129223 


4383 


XM_066397 


LOC129223 


4384 



ACTGGCCTATGTGCCCTTCTC 
ACATTAACTCTGCTCTGCTTC 
ACT CAAC T T TCAGGGCAAGAC 
ACAG AT GG AACTGGAT ACCAC 
ACCTGATAGCCTTCCAACGTC 
ACCAGCAAGCTCAGCCATATC 
ACAAGCTCAGCCATATCTCCC 
AC AC ATGTGT T CCAG AAGG AC 
ACTCGTCTTCATGTTGGACAC 
ACAGGGATGGATTCT TGAGAC 
ACAACCGTGCTGGTGCTCATC 
ACTGCTCTTCTACGTGATGAC 
ACAGGACTGGTCATTGTGATC 
AC AT C ACAAG CACAT CAAGTC 
AC C TGC T AAGG T GGAAGACAC 
ACTCCTCTTTGTGGTCTTCTC 
ACCCTCATCTACCTTCTGACC 
ACTGGAAGAGTCTGTTGATCC 
ACACTGAGTGTCTTCCAGGTC 
ACTGTGCTGGATTCTGAACAC 
ACGCAATGGGCAGTCAATTGC 
ACAGGAGGCTCAAAGGAGCAC 
ACAGTGACAACATGTTGTCCC 
ACTGCTCCATGGAGACGATGC 
ACCACT TAGTGATGAAGTCAC 
ACCACTTAGTGATGAAGTCAC 
ACAAGAT ACAAATGCGTGT GC 
AC AG TGACAGACATCAGTGGC 
ACGCGTTGTTCTGCTCTAACC 
ACTGACTGCACCTATGAGAGC 
ACCTCAGACCTCTACAGCTTC 
ACCT AT GCC T TC TATGACAAC 
ACAGGAGTGTGAACATCATGC 
ACATCATGCACGCCAAATGGC 
ACTTCATTGACGTGCTCTTGC 
ACCTTTAAATGGTTCTCAACC 
AC T T CAC TGATGT AC T CCT GC 
ACTGTCCAGACCACATGGAGC 
ACCGGAGGTCATAATGTATGC 
ACTTTGGCTGTGGGTGAAGCC 
ACCATGAACTTTCATGAGGTC 
ACAT GAAC T T T CATGAGGT CC 
ACTGGGCTCCAAGACACTGAC 
AC ACCAATAGCAGGTGCAG TC 
ACTTCTATAAGCTGGATGCCC 
AC AGT ACCT GG T AC TCAGAGC 
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XM. 


.066648 


LOC1 39354 


4385 


ACAATGATGGATTCTACCATC 


XM. 


.066648 


LOC1 39354 


4386 


ACAAGATGGGAATAACAGCAC 


XM. 


.066648 


LOC 139354 


4387 


ACCTGACATGCATCAGCCTTC 


XM. 


.066655 


LOC1 39378 


4388 


ACTGCCTACCCAGAGTATATC 


XM. 


.066655 


LOC1 39378 


4389 


ACTTATTGAGACCACACCTGC 


XM. 


.066655 


LOC1 39378 


4390 


ACCAATGATGCTACTACAGCC 


XM. 


.066809 


LOC1 39649 


4391 


ACAATGAT C AACAGT TCACT C 


XM. 


.068298 


LOC1 33342 


4392 


ACAGTGAGTTGCTATATAGAC 


XM. 


.068298 


LOC1 33342 


4393 


ACTTAGTGGAGCCATGTCTGC 


XM. 


.068298 


LOC1 33342 


4394 


ACAGTCATTCCAACGGTCAGC 


AF380189 


TA3 


4395 


ACTACCATACCTCGTTGATGC 


XM. 


.069044 


LOC1 34860 


4395 


ACTACCATACCTCGTTGATGC 


XM. 


.070769 


LOC1 38128 


4396 


ACATCTGTGAGAAGCCACTAC 


XM. 


.070769 


LOC1 38128 


4397 


ACTCATCGGATTCATGGGACC 


XM. 


.070769 


LOC1 38128 


4398 


ACAGCAGATCTCAGTGGTGAC 


XM. 


.070869 


LOC 138342 


4399 


ACTGGCAAGATCGTGAAGAAC 


XM. 


.070869 


LOC 138342 


4400 


ACAGTGGAT T CTAAGCC ACAC 


XM. 


.071144 


LOC1 38850 


4401 


ACCATTATGGCTGTGATAGCC 


XM. 


.071222 


LOC1 38967 


4402 


ACATAAGCACCGTGAGCGACC 


XM. 


.071222 


LOC1 38967 


4403 


ACCACTCTGAATGGCTATTTC 


XM. 


.084421 


LOC1 43098 


4404 


ACATTTCCAGGAAAGATTGGC 


XM. 


.084421 


LOC1 43098 


4405 


ACCACCAGAGCAAGAAGAAGC 


XM. 


.084421 


LOC143098 


4406 


ACTGTGGCATTCAATGAGCTC 


XM. 


.087239 


LOC151556 


4407 


ACATTGGCCTGTTCGCTAATC 


XM. 


.087526 


LOC1 52805 


4408 


ACCCTCCTAATGTCTCCTTCC 


XM. 


.088463 


LOC 158056 


4409 


ACCTCCTATTGCTCATGCTCC 


XM. 


088965 


LOC1 63535 


4410 


ACAAGCAGAAGAAGTGGAAGC 


XM. 


.088965 


LOC163535 


4411 


ACTGGATGGTGTCCTTCATCC 


XM. 


.088965 


LOC1 63535 


4412 


AC TTGC AGGAGG ACAAGAT GC 


XM. 


.089093 


LOC1 63720 


4413 


ACTGGTGATCTCTGCTACAAC 


XM. 


.089955 


LOC1 59948 


4414 


AC AGTGAT G AC T CTGTCCAGC 


XM. 


.089955 


LOC1 59948 


4415 


ACAGATAGGTGGCCCTATTGC 


XM. 


.089955 


LOC1 59948 


4416 


ACAGAATCTGCAGAAAGCCAC 


NM. 


.006018 


HM74 


4417 


ACAGCCAGAATTATCTGGAGC 


XM. 


.090326 


LOC1 60484 


4417 


ACAGCCAGAATTATCTGGAGC 


XM. 


.090589 


LOC1 60924 


4418 


ACAGTGATTCATTGAGACAGC 


XM. 


.090589 


LOC160924 


4419 


ACTTGGGAATGTGAAGGCAAC 


XMJD90589 


. LOC1 60924 


4420 


ACAAATGTGTGTGGGAAGGTC 


XM. 


.090664 


LOC161029 


4421 


ACTTCTCCAACCTGTCCTTGC 


XM. 


.090664 


LOC161029 


4422 


ACAGCTGCGCAACTTGATTGC 


XM. 


.090664 


LOC161029 


4423 


ACTGGTGGGAAGTATAAGGCC 


XM. 


.091124 


LOC161785 


4424 


ACTACGAGACAAGCAGAACAC 


XM. 


.091124 


LOC161785 


4425 


ACAAGGC T G AG AAGCAGC TT C 


XM. 


.091124 


LOC161785 


4426 


ACTTCCAGCTCAGTGCTAATC 


-XM. 


.091358 


LOC162106 


4427 


ACGTAGTATGATCTGGGATTC 


XM. 


.092005 


LOC163107 


4428 


ACCATTGCCTATCATGCTTCC 
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XM_092005 


LOC163107 


4429 


ACTTCTTGACCAGTGATGGGC 


XM_092005 


LOC163107 


4430 


ACGTCTTGTGTCAGAATTTCC 


XM_092299 


LOC165002 


4431 


ACATAACTTGGTGGCCTCGAC 


XM_092299 


LOC165002 


4432 


ACGTTTGTCTACCGGAAGATC 


XM_092299 


LOC165002 


4433 


ACATTGCAAAGCAACGGTGTC 


NM_1 48962 


TG1019 


4434 


ACACCTACCTCAACAGTGTCC 


XM_092406 


LOC165140 


4434 


ACACCTACCTCAACAGTGTCC 


XM_093332 


LOC165621 


4435 


ACTGCCTGACTGTGATGTCTC 


XM_093332 


LOC165621 


4436 


ACCTTCACCAGGAACATCAGC 


XM_093332 


LOC165621 


4437 


ACATCAGGCGTTGGAGAGTAC 


XM_093541 


LOC165927 


4438 


ACTCAGCGAGCACATCGAGAC 


XM_093541 


LOC165927 


4439 


ACCTGTGGGAGAAACAGAGAC 


SK340 


RYK 


4440 


ACACCTAGAATAGTGCTATGC 


XM_093692 


RYK 


4440 


ACACCTAGAATAGTGCTATGC 


NM_002958 


RYK 


4441 


ACGGGTGCTTGAGTTGTTGTC 


SK340 


RYK 


4441 


ACGGGTGCTTGAGTTGTTGTC 


XM_093692 


RYK 


4441 


ACGGGTGCTTGAGTTGTTGTC 


XM_094015 


LOC 166680 


4442 


ACCTTTGGAGTGTTACCTGTC 


XM_094015 


LOC 166680 


4443 


ACGT G TAGT GAT T TATACCAC 


XM_094015 


LOC166680 


4444 


ACTGTTGTGTTCATTGATGGC 


XM_094471 


LOC167417 


4445 


ACTTCGTCTACCTCTTCTTCC 


XWL094471 


LOC167417 


4446 


ACACCCTCATTATCACCATGC 


XM_094471 


LOC167417 


4447 


ACCCTCATTATCACCATGCTC 


XM_095787 


LOC 158067 


4448 


ACTGTTCTACAGGAACTCAGC 


XM_095787 


LOC 158067 


4449 


ACATACACAGTCTTCGAATAC 


XM_095780 


LOC169572 


4450 


ACACTAAGTGGCTACTGTCAC 


XM_095797 


LOC169596 


4450 


ACACTAAGTGGCTACTGTCAC 


XM_09581 1 


LOC169614 


4451 


ACAATCATGGAGCAGAATCCC 


XM_095811 


LOC169614 


4452 


AC AGGCTCCC TAT TCTGT AGC 


XM_095811 


LOC1 69614 


4453 


ACAGTCGCAATGCACTTCCTC 


XM_096824 


LOC145624 


4454 


ACTTGCTGAGATGTGTTAGGC 


XM_099810 


LOC1 59203 


-> 4455 


ACTCAGAAGAAACTCATGGTC 


XM_099810 


LOC1 59203 


4456 


ACAGCACACCTGACTCACCAC 


XM_099810 


LOC1 59203 


4457 


ACTGAGCCCTCCTCTTATCCC 


XM_1 03864 


LOC165245 


4458 


ACCTTGTCTTGGACGGTGTAC 


XM_1 03864 


LOC1 65245 


4459 


ACCTGGTTATTGGCGGGTATC 


XM_104192 


LOC164193 


4460 


ACACGCGTGTTCCATTTCCAC 


XVM04192 


LOC164193 


4461 


ACAGTGCTGATCTGGGTCCAC 


XM_106412 


LOC166981 


4462 


ACTCATCCACCTCAGTATGGC 


XM_106412 


LOC166981 


4463 


ACATCATCTCTTCTCAAGGCC 


XMJ06412 


LOC166981 


4464 


ACAGTTCAAGAAGGTGGCTCC 


XM_1 08766 


LOC1 69451 


4465 


ACCCATCTCACTGTTGACTTC 


XM_1 08766 


LOC169451 


4466 


ACATGCTCCTCAATTGTCCTC 


XM_1 08766 


LOC169451 


4467 


ACCCAACATACTTCCCTTGCC 


XM_1 13849 


LOC1 97259 


4468 


ACAGTCTTTGGAATCGTCCTC 


XM_1 14099 


LOC200047 


4469 


ACCAGGAAGTGGAAAGGGTAC 
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XM_1 14099 


LOC200047 


4470 


ACAGCAATAGGAAATGGAGTC 


SK169 


HIPK1 


4471 


ACACTAATGGTAGCAACTCTC 


XM_1 14729 


KIAA0630 


4471 


ACACTAATGGTAGCAACTCTC 


SK169 


HIPK1 


4472 


ACAGCAATGATTCCAGAGGCC 


XM_1 14729 


KIAA0630 


4472 


ACAGCAATGATTCCAGAGGCC 


SK169 


HIPK1 


4473 


ACATGGCAACCAGTACAGCAC 


XM_1 14729 


KIAA0630 


4473 


ACATGGCAACCAGTACAGCAC 


XM_1 14839 


LOC200121 


4474 


ACGGTGTTTCTCTCCAAGCTC 


XM_1 14839 


LOC200121 


4475 


ACAAGTGTTTGGGCTGTGTGC 


XM_1 14839 


LOC200121 


4476 


ACATCCTTGGCTACCTCAGAC 


XM_1 15647 


LOC 199783 


4477 


ACGTGTCTGACTTTGAGGAGC 


XM_1 15806 


LOC205360 


4478 


ACCTGTTCCTGTTACTGTCCC 


XM_1 15806 


LOC205360 


4479 


ACCCAGATGACCAATGAGACC 


XM_1 15806 


LOC205360 


4480 


ACCATACACGGCTTGATCAGC 


XM_1 16437 


LOC206296 


4481 


ACCTCCTTGTCCCATAAGTAC 


XM_1 16437 


LOC206296 


4482 


ACTGAGCTCGTTATTGGGTAC 


XM_1 16437 


LOC206296 


4483 


ACCACAGAGCACTTCATCTCC 


XM_1 19808 


LOC205081 


4484 


ACCTCTGAGGACCACTCACAC 


XM_1 19808 


LOC205081 


4485 


ACAACGACTGTCCACCCACAC 


XM_165515 


LOC220846 


4486 


ACTGTGACCTTGGGTCTCATC 


XM_166215 


LOC220000 


4487 


ACTTCCACCTACCAGTCCACC 


XM_166215 


LOC220000 


4488 


ACCTTCCTGTATTATGCTCCC 


XM_166215 


LOC220000 


4489 


ACCATTGCCAACATCCAGAGC 


XM_171463 


LOC254524 


4489 


ACCATTGCCAACATCCAGAGC 


XM_1 66354 


LOC221395 


4490 


ACTCTATAGGTCCTACAAGAC 


XM_1 66354 


LOC221395 


4491 


ACTGGAACAACAGTCATCTAC 


XM_1 66354 


LOC221395 


4492 


ACCGGACCCAATTTCTGTTTC 


XM_1 66408 


KIAA0708 


4493 


ACCTGATCCGATGGAGTGTCC 


XM_166408 


KIAA0708 


4494 


ACTCTCAATGACCTGCTCAAC 


XM_1 66408 


KIAA0708 


4495 


ACTGAGATGAAGGAGGCAGCC 


XM_1 66676 


LOC219756 


4496 


ACTGGGCACACATCTCCAGTC 


XM_1 66676 


LOC219756 


4497 


ACTACGAAGGCCCTGAAGTTC 


XM_1 66676 


LOC2 19756 


4498 


ACAGCAGGAACATCTCTTCGC 


XM_1 66742 


LOC219896 


4499 


ACAGGGAATTGAGGATGATGC 


XM_1 66794 


LOC220328 


4500 


ACGCTCGGTGACTACCCTTTC 


XM_1 66794 


LOC220328 


4501 


ACAGTCGCATAGCAGAGTCAC 


XM_1 66937 


LOC220056 


4502 


ACAGCTGGTAGAGAAATTAGC 


XM_1 66937 


LOC220056 


4503 


ACCACAGCAATGGGAAAGAAC 


XM_167315 


LOC223048 


4504 


ACAGCAGAAAGAAGTGAAGCC 


XM_167315 


LOC223048 


4505 


ACATTAACTTGGTGGTGGTCC 


XM_167315 


LOC223048 


4506 


ACACAAAGAGCTTGCTTACAC 


XM_167317 


LOC223053 


4507 


ACAGGCTAGCTACAAGAGATC 


XM_167317 


LOC223053 


4508 


ACTAATGCCTGCAACTGATCC 


XM_167317 


LOC223053 


4509 


ACCCAGACCAGAAGTTAGTTC 


XM_1 67325 


LOC223058 


4510 


ACCTCAGCATAGACAGATACC 


XM_1 67325 


LOC223058 


4511 


ACCTTCCTGGTGTACTTCATC 



BNSDOCID: <W O 200409463SA 1 I > 



WO 2004/094636 



( 

PCT/EP2003/004362 



158 



XWM 67325 


LOC223058 


4512 


ACAGCTGGTATTCTCAGAAGC 


XM_1 69246 


LOC220075 


4513 


ACAACCTGGCCCTAATGCTGC 


XM_169439 


LOC222487 


4514 


ACTTTGTGCTTCACCAAGTGC 


XWM69439 


LOC222487 


4515 


ACCATGATCTTCCTGGCCTTC 


XM_1 69439 


LOC222487 


4516 


ACAGCCTGTTCCTCPTGAATP 


XM_1 70778 


LOC255195. 


4517 


ACGATGTCTTCTCTGTACGGP 


XWM70815 


LOC256412 


4518 


ACCTTGACCTPTTPAGAAAGP 


XM_1 70927 


LOC263152 


4519 


ACAAACCACT TATGPTGPTG P 


XM_1 70927 


LOC253152 


4520 


ACTGCTCAGCTGTTGAAATPP 


XM_171251 


LOC255928 


4521 


AC AGAAT ACAAGGGCT GG AT P 


XWM71251 


LOC255928 


4522 


ACTGCAGTTACCATAAGGAGP 


XM_171251 


LOC255928 


4523 


ACCTGTGATATTGGAAPPTTP 


XIVM71276 


LOC254817 


4524 


ACCTTCAATGAPPTPAAPTAP 


XWM71276 


LOC254817 


4525 


ACACTCCTCCAPPTTTGATAP 


XIVM71337 


LOC253989 


4526 


ACAAGAACPTTPTGGA AATPP 


XWM71337 


LOC253989 


4527 


ACTCACCPTTGTGAPTATGTP 


XIVM71337 


LOC253989 


4528 


ACCTPAGPPATGAGAAGATTP 


SK601 


Obscn 


4529 


ACCAPTTPATPAAPAPPAAGP 


XWM71360 


LOC255984 


4529 


ACCACTTCATPAAPAPPAAGP 


XIVM71360 


LOC255984 


4530 


ACTCTGCATCTGATPAPAAPP 


XWM71360 


LOC255984 


4531 


ACTTTGPPPAAGAAPTPTTPP 


XIVM71416 


LOC256669 


4532 


ACCCAAGPAGATGPTPAAAGP 


XWM71416 


LOC256669 


4533 


ACCTAAGGAGGCTCGGAAATP 


XIVM71416 


LOC256669 


4534 


ACATCTGCGCCATAAATTAPP 


XWM66215 


LOC220000 


4535 


ACCGACATPGTGTTPAPPATP 


XWM 71463 


LOC254524 


4535 


APPGAPATPGTPTTPAPPATP 


XIVM71536 


LOC255309 


4536 


ACTTPTAPPAPTTPAGPTTPP 


XNM71536 


LOC255309 


4537 


ACTTACTGTCCAGTGTTPTGP 

*i v X X iiv X V3 X w* v_>rv\j X VJ X X V»> X w \_* 


XWM71536 


LOC255309 


4538 


ACTTCTACTGGAGPPTGPAGP 


NMJ301618 


ADPRT 


4539 


ACCTGTTGGGAGAAGTTGPPP 


XIVM71663 


LOC254927 


4539 


ACPTGTTGGGAGAAGT r PGPPP 

x w X X uUurluririO X X UUL^ 


XM_171714 


LOC253050 


4540 


ACGGATCAGAGAAPAPTAGPP 


XWM71714 


LOC263050 


4541 


ACTGGCTGCTPAATTGPTTPP 


XIVM71714 


LOC253050 


4542 


ACATGTATGCCAGPATPTTPP 


XWM71793 


LOC257170 


4543 


ACTGCATAGGAPTPAAGTGTP 


XWM71793 


LOC257170 


4544 


ACTAAAGTCTGGGCAGAAATC 


XM_171793 


LOC267170 


4545 


ACCTTAAGACAGCAT GGT T TP 


XWM71967 


LOC256991 


4546 


ACCTCATGACCTTGGATAGTC 


XM_1 72003 


LOC253809 


4547 


ACACAGACAGGGTTGATTGCC 


XM_1 72034 


LOC254337 


4548 


ACTTATCCACTTCGTGAGTTC 


XWM72116 


LOC254665 


4549 


ACTCTCTGAAGGACTGGTAAC 


XWM72160 


LOC254796 


4550 


ACATTATGGCCTTCTTAGGGC 


XM_172160 


LOC254796 


4551 


ACCAGATGTATCTGCCAGGAC 


XWM72160 


LOC254796 


4552 


ACCATGCGGCTAGGAAAGGAC 


XWM72181 


LOC255782 


4553 


ACATGGACCTGACCTGCATTC 


XNM72318 


LOC253806 


4554 


ACTCTCTAGCAACTTGAAGGC 
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XM. 


J 7231 8 


LOC253806 


4555 


ACGTCAGTTAGGACCTTGTCC 


XM. 


J 7231 8 


LOC253806 


4556 


ACCATTCCCTTGTGTGCATTC 


XM. 


J 72333 


LOC255434 


4557 


ACTTTGCTTGCTTAGCAGTAC 


XM. 


.172333 


LOC255434 


4558 


ACAGTTGCCAACACATAGGCC 


XM. 


.172351 


LOC254325 


4559 


ACCAT GG AGTGCTC T AGATCC 


XM. 


.172356 


LOC256424 


4560 


ACAGACCCTTCCAAGTTGGAC 


XM. 


.172356 


LOC256424 


4561 


ACATCCTGCTGCATTGTGACC 


AF411117 


GPR103 


4562 


ACTGGTGTTCTACGTGGTGAC 


XM. 


.172359 


LOC253900 


4562 


ACTGGTGTTCTACGTGGTGAC 


XM. 


.172359 


LOC253900 


4563 


ACACTCAGCTATGATGATACC 


XM. 


.172359 


LOC253900 


4564 


ACTGCAGAGTGGAGAGATAAC 


XM_1 72523 


LOC256135 


4565 


ACCTGCACAGTCAACACGGTC 


XM. 


.172523 


LOC256135 


4566 


ACTGTGGCTGGACTTCACATC 


XM. 


.172523 


LOC256135 


4567 


ACAGCTGTCTCAATCCAGTTC 


XM. 


.172524 


LOC256138 


4568 


ACAGCTGAACTTGTACTGTTC 


XM. 


.172597 


LOC256727 


4569 


ACCACCTCAAGTCAACTAGGC 


XM. 


.172597 


LOC256727 


4570 


ACCTCCCTTATTATTGGCAGC 


XM. 


.172605 


LOC255992 


4571 


ACTGAGGATCTGAGCATGACC 


XM. 


.172779 


LOC256841 


4572 


ACAAT TATACATGTGAGAGGC 


XM. 


.172781 


LOC253491 


4572 


ACAATTATACATGTGAGAGGC 


XM. 


.172779 


LOC256841 


4573 


ACTTATAGCCTGTAAGGCTAC 


XM. 


.172781 


LOC253491 


4573 


ACTTATAGCCTGTAAGGCTAC 


XM. 


.172779 


LOC256841 


4574 


ACTGTTCTGGGATTCTTGACC 


XM. 


.172781 


LOC253491 


4574 


ACTGTTCTGGGATTCTTGACC 


NG_ 


.001025 


NG_001025 


4575 


ACTGTTTGCAGACAAGTTTCC 


XM. 


.064449 


LOC125110 


4575 


ACTGTTTGCAGACAAGTTTCC 


XM. 


.064968 


LOC126170 


4575 


ACTGTTTGCAGACAAGTTTCC 


XM. 


.065541 


LOC 130040 


4575 


ACTGTTTGCAGACAAGTTTCC 


XM. 


.066617 


LOC139318 


4575 


ACTGTTTGCAGACAAGTTTCC 


XM. 


.067531 


LOC 131 748 


4575 


ACTGTTTGCAGACAAGTTTCC 


XM_1 16396 


LOC202227 


4575 


ACTGTTTGCAGACAAGTTTCC 


XM. 


.172784 


LOC253265 


4575 


ACTGTTTGCAGACAAGTTTCC 


XM. 


.172784 


LOC253265 


4576 


ACAGCATTGCTGACTGCAGAC 


XM_ 


.172789 


LOC254989 


4577 


ACTCACTCCTCTTTCTGACCC 


XM_ 


.173397 


LOC253080 


4578 


ACCAACCAAGCACTGTCTGGC 


XM_ 


.173397 


LOC253080 


4579 


ACTGGCCCTCTTCCTCATACC 


XM_ 


.173397 


LOC253080 


4580 


ACAGATAACCTCCTCTAGCTC 


XM_ 


.174353 


LOC257260 


4581 


ACGGCTCTGTCAAGGCCATTC 


XM_ 


.174353 


LOC257260 


4582 


ACTTGAGGGTTATATGAGCGC 


' XM_ 


.174554 


LOC256999 


4583 


ACCAACATCTCTCAGTGAACC 


XM_ 


.174554 


LOC256999 


4584 


ACCAGAGACAAGTTATAGCTC 


XM_ 


.174554 


LOC256999 


4585 


ACAGAACCTGAAACTCATTCC 


NM_ 


.000103 


CYP19 


4586 


ACTCAGACAGGTGTCTGGAAC 


NM_ 


031226 


CYP19 


4586 


ACTCAGACAGGTGTCTGGAAC 


NM_ 


000498 


CYP11B2 


4587 


ACCACGTGCTGAAGCACTTCC 


NM_ 


000499 


CYP1A1 


4588 


ACACAGTGATTGGCAGGTCAC 
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NM_0Q0499 


CYP1A1 


4589 


ACCAGAAGCTATGGGTCAACC 


ilia AAftCArt 

NM_0005GO 


CYP21A2 


4590 


ACCCTGAGATTCAGCAGCGAC 


NG_ 000004 


NG_000004 


4591 


ACTCAGATTATTCCCAGTTGC 


Rltlil AAA7CC 

NM_000765 


CYP3A7 


4591 


ACTCAGATTATTCCCAGTTGC 


Kin it c\r\r\ t '/ v 

NM_000777 


CYP3A5 


4591 


ACTCAGATTATTCCCAGTTGC 


KIR A AAA7CC 

NM_0007oo 


^\/nA a di 

CYP2A13 


4592 


ACCATCATGCAGAACTTTCGC 


U22U2o 


HSU22028 


4592 


ACCATCATGCAGAACTTTCGC 


iMo_UUUUUo 


NVj_UUU0Uo 


4593 


ACCAGCTTCCGAGGGTACATC 


Kiy nonTft7 


CYP2B6 


4593 


ACCAGCTTCCGAGGGTACATC 


mm nnn777 
InIVT_UUU/ / i 


CYPoAo 


4594 


AC ACACCCT T TGGAACTGGAC 


MM nnn77Q 


CYP4B1 


4595 


ACCTGCAGGAAGCCTGATCTC 


inivi_uuu/ on 


UYrll A 


4596 


ACCGTGGCATGCTCTACAGAC 


NM_ - U007ol 


CYP11A 


4597 


AC AT GGCCACG AT GCTACAGC 


InM — UUUo9o 


CYP4F3 


4598 


ACAGCCATTGCCAGGAGAAGC 


ma/I nc\ «i noo 


CYP4F2 


4599 


ACCATGTGCATGAAGGAGAGC 


mm Anccco 
NM_UUOOOO 


CYP46 


4600 


ACCTTCTTCATTGCTGGTCAC 


NM__019oo5 


P450RAI-2 


4601 


AC T C C AACC AGAACG AGATCC 


NM_Q23944 


CYP4F12 


4602 


ACACCTTCATGTTTGGAGGCC 


Kliwi noon a a 

NM_023944 


CYP4F12 


4603 


ACATTGTTCTCCCAGATGGCC 


NM_Q30984 


TBXAS1 


4604 


ACCTTCAACCCTGAAAGGTAC 


AM_0d50do 


LOC 126407 


4605 


ACACCTTCATGTTTGCAGGCC 


NM_003242 


TGFBR2 


4606 


ACCATGACTGCTAGTGCTCAC 


NM_000167 


GK 


4607 


ACGCTATTGGTGTCAGCAACC 


NM_0001o7 


GK 


4608 


ACGACAGGCCTTCCACTTAGC 


NM_OQ0167 


GK 


4609 


ACGGAGTCGGCGTATGGAGTC 


NM_000180 


/si i /x\ / a r> 

GUCY2D 


4610 


ACCAAGGGCCGGAAGACGAAC 


RIKA r\r\r\ A r> r\ 

NM_000180 


GUCY2D 


4611 


ACCATGTCACTGGACATCCTC 


NM_000289 


PFKM 


4612 


ACGCGTGGGATCACCAATCTC 


Kin.ii aaao on 
NM_Q002o9 


PFKM 


4613 


ACGCAGTTTGATGAGCTCTGC 


NM_000289 


PFKM 


4614 


ACGCTGCCGTCTAAACCTCTC 


MM AAA1A>I 


PHKG2 


4615 


ACCCAGGTCCATCATGCGGTC 


mm r\nr\OQA 
Nivl_UUU2y4 


PHKG2 


4616 


ACGAATGCACTGTTGAGGGAC 


mm nnftoovi 
IM IVI^UUU2y4 


PHKG2 


4617 


ACCTGTGCCTTCCGGCTCTAC 


NIVMJUUOl / 


CI AO 

SLC1 1A2 


A A O 

4618 


ACCCCTGCCTATAGTAATCCC 


mm nnfY7on 


CACNA1 D 


a /"> A r\ 

4619 


ACATGCAGCATCAACG GC AGC 


mm nnnvon 
INIVI uuu/zu 


UAUInAi d 


a con 

4520 


ACAGAAACAGAAGGCGGGAAC 


mm nnn7on 
inivi^ yuuf zu 


r^A^MAHn 
UAUNA1 D 


4621 


ACAGTCCTCTTGGCTCTGTTC 


mm nnn70K 


CACNB3 


4622 


ACGTAGAGAGCCAGGCTCAGC 


mm nnnyoc 
IN IVl__ uuu ** zo 


UAUNdo 


4623 


AC AGCAGGCGGAACAT GT T C C 


mm nnn70R 

INI VI UUU / ZD 


O A r»MD>i 

CACNB4 


A on A 

4624 


ACAGAGGGCTGTGAAATTGGC 


NM_000726 


CACNB4 


4625 


ACCCAGTAGCACACCCATGAC 


NM_000906 


NPR1 


4626 


ACGGACGAGTATGCGCTGACC 


NM_000906 


NPR1 


4627 


ACCAGCAGCAACATCCTGGAC 


NM_000933 


PLCB4 


4628 


ACTGAATCAGTCGGTCTTGGC 


NM_001522 


GUCY2F 


4629 


ACGTTCCTGTGGTGCTTGTGC 


NM_001522 


GUCY2F 


4630 


ACTGTCTCCAGCTGATGAAGC 
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NM_001665 


ARHG 


4631 


ACACAGATCCACGCTGTGCGC 


NM_000350 


ABCA4 


4632 


ACACCACCACCTTGTCCATCC 


NM_000061 


BTK 


4633 


ACGAGGCAGTAAGAAGGGTTC 


NM_000061 


BTK 


4634 


ACGCTGGTGCAGTTGTATGGC 


NM_000061 


BTK 


4635 


ACGTTCAGCAGCAAATCTGAC 


NM_000076 


CDKN1C 


4636 


ACTTTAGAGCCCAAAGAGCCC 


NMJD00492 


CFTR 


4637 


ACACTCTGTTCCACAAAGCTC 


NM_001348 


DAPK3 


4638 


ACCATCATCACCCTGCACGAC 


NM_001348 


DAPK3 


4639 


ACGCGCATCGCACACTTTGAC 


NM_000788 


DCK 


4640 


ACTAAGAGCTCAGCTTGCCTC 


NM_000788 


DCK 


4641 


ACATGAAGAGCAAGGCATTCC 


NM_000788 


DCK 


4642 


ACCATGAAAGCTGGCTCCTGC 


NM_001365 


DLG4 


4643 


ACCTCAGGTCTGGGCTTCAGC 


NM_001365 


DLG4 


4644 


ACGAATGCGGGTCAGACGGTC 


NM_001365 


DLG4 


4645 


ACCAGCCACCTCTATGGGACC 


NM_001433 


ERN1 


4646 


ACGGAGACAGAGGCCAAGAGC 


NM_001433 


ERN1 


4647 


ACGATGGACTGGCGGGAGAAC 


NM_000154 


GALK1 


4648 


ACGGGAGTGATTCAGTACTAC 


NM_000154 


GALK1 


4649 


ACCTCTAATGTCCGCCACTCC 


NM_000222 


KIT 


4650 


ACCCGTCTCCACCATCCATCC 


NM_000222 


KIT 


4651 


ACATGGGAGTTTCCCAGAAAC 


NM_000431 


MVK 


4652 


ACCATTGGTATCAAGCGGGCC 


NM_000431 


MVK 


4653 


ACGCTAAAGGAGGTTGCAGGC 


NM_000431 


MVK 


4654 


ACCCAGCACCATCTGAATGCC 


NM_000459 


TEK 


4655 


ACGCCTTAATGAACCAGCACC 


NM_000459 


TEK 


4656 


ACGGCAAGAATGAAGACCAGC 


NM_000459 


TEK 


4657 


ACACTTGGACACCATCCAAAC 


NM_001895 


CSNK2A1 


4658 


ACAGACCCTGTGTCACGAACC 


NM_001895 


CSNK2A1 


4659 


ACGCGAT GGGAACGC T T T GTC 


NM_001895 


CSNK2A1 


4660 


ACACTGCTGCGATATGACCAC 


NM_001896 


CSNK2A2 


4661 


ACAGC T C T GG ATTACTGCCAC 


NM_001896 


CSNK2A2 


4662 


ACCTATGACCAGCTTGTTCGC 


NM_001896 


CSNK2A2 


4663 


ACGACTGGAAAGCGACGGGTC 


NM_002020 


FLT4 


4664 


ACGTACATCAAGGCACGCATC 


NM_002020 


FLT4 


4665 


ACGCACTGCCACAAGAAGTAC 


NM_002020 


FLT4 


4666 


ACGACGGGCTACCTGTCCATC 


NMJ302037 


FYN 


4667 


ACGGAGATTGGTGGGAAGCCC 


NM_002613 


PDPK1 


4668 


ACTCGGTTCATTCGATGAGAC 


NM_002613 


PDPK1 


4669 


ACTCTCCTGAGCCAGTTTGGC 


NM_002613 


PDPK1 


4670 


ACGGTGAAATTCCTTGGTCAC 


NM_003010 


MAP2K4 


4671 


ACGACCTTGGAGAAATTGGAC 


NM_003010 


MAP2K4 


4672 


ACTGCGGAGTAGTGATTGCCC 


NG_001305 


NG_001305 


4673 


ACGTCGTGAAAGGAGATCCTC 


NM_003010 


MAP2K4 


4673 


ACGTCGTGAAAGGAGATCCTC 


NM_003158 


STK6 


4674 


ACATTCTTCCCAGCGCGTTCC 


NM_003158 


STK6 


4674 


ACATTCTTCCCAGCGCGTTCC 
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NM 003600 


STK6 


4674 


ACATTCTTCCCAGCGCGTTCC 


MM 003600 


STK6 


4674 


ACATTCTTCCCAGCGCGTTCC 


QK407 


AurA 


4674 


ACATTCTTCCCAGCGCGTTCC 


QK407 
OiNrfU/ ■■ 


AurA 

nui #v 


4674 


ACATTCTTCCCAGCGCGTTCC 


InIVI_UUw IOO 


STK6 


4675 


ACTTGCAGGCAACCAGTGTAC 


r\5ivi_uuw ioo 


STK6 


4675 

tw 1 W 


ACTTGCAGGCAACCAGTGTAC 


IN 1 Vl^JJ U OD uu 


STKR 


4675 

tu f w 


ACTTGCAGGCAACCAGTGTAC 


mm oo^roo 


STK6 


4675 


ACTTGCAGGCAACCAGTGTAC 




Ai irA 


4675 

tv f w 


ACTTGCAGGCAACCAGTGTAC 


OrV+U/ 


Ai irA 


4675 


ACTTGCAGGCAACCAGTGTAC 


mm nn^i^R 


STKR 


4676 


ACATACAGTCCCACCTTCGGC 


mm nn^i^ft 


O I rxO 


4676 

" w 1 W 


ACATACAGTCCCACCTTCGGC 


mm nn^Rno 
IN ivi^ uuoduu 


<^TKR 
o i rxw 


4676 

*tU f w 


ACATACAGTCCCACCTTCGGC 


mm nn^Rnn 

IN lvl_UUODUU 


^TKR 

O 1 rXO 


4676 


ACATACAGTCCCACCTTCGGC 


QK407 


At irA 


4676 

"T W t W 


ACATACAGTCCCACCTTCGGC 


OrxtU / 


AurA 


4676 


ACATACAGTCCCACCTTCGGC 


MM oo31^q 


STK9 


4677 


ACATGCTTCGGACTCTCAAGC 


MM 00*3153 

INIVI UUO 1 Ww 


STK9 


4678 


ACCAGCAGATCTCAGCAGAAC 


NM 0031 5Q 

inivi uuj iwo 


STK9 


4679 


ACATGAGGGAACGCTGGACTC 


MM 000217 

INIVI 1 / 


KCNA1 


4680 


ACCGAGTACTTCTTCGACCGC 


MM 009232 

IN 1 VI \J\J£-C-\j£- 


KCNA3 


4680 


ACCGAGTACTTCTTCGACCGC 


MM 009934 

IN lvl_U w^^ w*t 


KHNA5 


4680 


ACCGAGTACTTCTTCGACCGC 


MM 00993R 
In 1 vl^U U/CdCOO 


KHNAR 


4680 


ACCGAGTACTTCTTCGACCGC 


MM fMA*V7Q 
lNivl_w l*fw/ cf 


rxwiNv i 


46R0 


ACCGAGTACTTCTTCGACCGC 


In M_UUZZ o«t 


r\v-/lNA\D 


4RR1 


ArGGCVAAGAGCAACGTGGAC 


U1D 1 UO 


Ml IMI TKI P9 


4RR9 


AC CCACGGAGAGGTAGAGATC 


MM r\f\01AA 
N IVi U V*ZO*+H 


1 TK 

u I r\ 


4RR9 


ArPPACGGAGAGGTAGAGATC 




1 TK 

L. 1 fx 


4RR2 

*tUOl 


ACCCACGGAGAGGTAGAGATC 


ADZ^C IO 


WQI TKM 
noL i rxivi 


4RR2 


ACCCACGGAGAGGTAGAGATC 


YRH709 


H^l TK 
noL i rx 


46 R2 


ACCCACGGAGAGGTAGAGATC 


niRi o** 

U lu I ww 


HUMLTKLP2 
nuiviL i r\ur c~ 


4683 


ACCCTCTGCCATCAGGACAGC 


MM O 09 344 


L TK 

L. 1 IX 


4683 


ACCCTCTGCCATCAGGACAGC 




LTK 


4683 


ACCCTCTGCCATCAGGACAGC 


X*?9913 


HSLTKM 


4683 


ACCCTCTGCCATCAGGACAGC 


X60702 


HSLTK 


4683 


ACC C TCTGCC AT CAGGACAGC 


D16105 

1-/ 1 W 1 WW 


HUMLTKLP2 


4684 


ACCCTCAGAACCTTTGGAATC 


MM 002344 


LTK 


4684 


ACCCTCAGAACCTTTGGAATC 




LTK 


4684 


ACCCTCAGAACCTTTGGAATC 


X52913 


HSLTKM 

1 IUL 1 IXIVI 


4684 


ACCCTCAGAACCTTTGGAATC 


XR0709 


H 55 LTK 
noL i rx 


4684 


ACCCTCAGAACCTTTGGAATC 


M79321 


HUMLYNTK 


4685 


ACGCCAACCTCATGAAGACCC 


NM_002350 


LYN 


4685 


ACGCC7VACCTCATGAAGACCC 


M79321 


HUMLYNTK 


4686 


ACCTAATGCCGACGTGATGAC 


NM_002350 


LYN 


4686 


ACC T AATGCCGACGTG AT GAC 


M79321 


HUMLYNTK 


4687 


ACAGGCAGAAGAGAGACCAAC 


NM 002350 


LYN 


4687 


ACAGGCAGAAGAGAGACCAAC 
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NMJ502447 


MST1R 


4688 


NM_002447 


MST1R 


4689 


NM_002447 


MST1R 


4690 


NM_002530 


NTRK3 


4691 


NM_002530 


NTRK3 


4692 


NM_002530 


NTRK3 


4693 


NM_002591 


PCK1 


4694 


NMJ)02591 


PCK1 


4695 


NM_002591 


PCK1 


4696 


NM_002625 


PFKFB1 


4697 


NM_002625 


PFKFB1 


4698 


NM_002625 


PFKFB1 


4699 


NM_002730 


PRKACA 


4700 


NM_002730 


PRKACA 


4701 


NM_002730 


PRKACA 


4702 


NM_002734 


PRKAR1A 


4703 


NM_002734 


PRKAR1A 


4704 


NM_002734 


PRKAR1A 


4705 


NM_002736 


PRKAR2B 


4706 


NM_002736 


PRKAR2B 


4707 


NM_002736 


PRKAR2B 


4708 


NM_002737 


PRKCA 


4709 


NM_002737 


PRKCA 


4710 


NM_002737 


PRKCA 


4711 


NM_002742 


PRKCM 


4712 


NM_002742 


PRKCM 


4713 


NM_002742 


PRKCM 


4714 


NM_002760 


PRKY 


4715 


NM_002760 


PRKY 


4716 


NM_005044 


PRKX 


4716 


NM_002929 


RHOK 


4717 


NM_002929 


RHOK 


4718 


NM_002929 


RHOK 


4719 


NM_003257 


TJP1 


4720 


NM_003257 


TJP1 


4721 


NM_003257 


TJP1 


4722 


NM_003258 


TK1 


4723 


NM_003258 


- TK1 


4724 


NM_003258 


TK1 


4725 


NM_003318 


TTK 


4726 


SK383 


TTK 


4726 


NMJ)03318 


TTK 


4727 


SK383 


TTK 


4727 


NM_003318 


TTK 


4728 


SK383 


TTK 


4728 


NM 003328 


TXK 


4729 



ACCTCTGTCGTCTGTGCCTTC 
ACAGGCCACTTTGGAGTTGTC 
ACGGACCTCATCAGCTTTGGC 
ACATTGTGTCTGCAGCAAGAC 
ACCTGCAGCTGTGACATCCGC 
ACCAAGCCCACCCACTACAAC 
ACAGAGACACAGTGCCCATCC 
ACGGCATTATCTTTGGAGGCC 
ACCTTCGGCAAATACCTGGCC 
ACCATGGAAGCCCTGCAAATC 
ACTGAGATTGATGCGGGTGTC 
ACGCCTGAGAATGTGGACATC 
ACAC ACAAGGAGACCG GGAAC 
ACGCTGTCAACTTTCCGTTCC 
ACGTGGTTTGCCACAACTGAC 
ACAGCAGGCACT CG T ACAG AC 
ACGACAATGGCCGCTTTAGCC 
ACGAATCCTCATGGGAAGCAC 
ACACCGATTCACAAGGCGTGC 
AC T GT AC AAT ACACCCAGAGC 
ACTCATTGCTCAGGGAGATTC 
ACATCCACACTTACGGAAGCC 
ACATCCGCAGTGGAATGAGTC 
AC ACT GGAGAAC AGGGAGAT C 
ACGACTTTCAGATTCGTCCCC 
ACAGTGCCGCACACATTTGTC 
ACTGTGGTCAATCCTTCCAGC 
ACGGTGATGAGCATTCCCGAC 
ACGTCTGTCCTGAAGGAAGTC 
ACGTCTGTCCTGAAGGAAGTC 
ACGAAGTACCTGGCCAAGCTC 
ACAGTACACAGCAGGTTCATC 
ACTTTGCCACTGGCAACTGCC 
ACGGAGATAGTGTGGGTTTGC 
ACGGCTTAGAGGAAGGTGATC 
ACGAAGTGACCATATTGGCTC 
ACGTATGCCAAAGACACTCGC 
ACGCCGCCTATACCAAGAGGC 
ACCTCTCCTTTGTGTGGCTGC 
ACGCAATTGAAGCGCTTCCCC 
ACGCAATTGAAGCGCTTCCCC 
ACATGCTGGAAATTGCCCTGC 
ACATGCTGGAAATTGCCCTGC 
ACGACACCAAGCAGCAATACC 
ACGAC AC CAAGCAGCAATACC 
ACGAAGCAATCCAACACGGGC 



BNSDOCID: <WO__2004094636A1J_> 



WO 2004/094636 



(' 

PCT/EP2003/004362 



164 



mm nni^9R 

INIVI^JJooo^O 


TYYC 




ArTCCCAAGCAACTATGTGAC 


IN IVI^JJ oOOZO 


TYk' 
I A.r\ 




APnTTPPPAATPAARTf5f5Trr 
rt^o X X u^Unni tyinnU X X v^v* 


IMM^ UUooO 1 


1 T l\4 


4/ Ot. 


ZXPnAARAPPARPTTPATXRHAP 




TVI^O 
1 T I\Z 


4 / OO 


APAQTCPTCfZJAPPPTAnTPAP 


kira nnoo*3i 


TY|/n 
1 TlVt 


47 ^4 
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APTCTnTnTnf^PPfZfZAAPATP 




o>i\o^ 


4 1 OO 


a pct a cwca a r*<^ a ap apt a p 


rNlvl_UU1 o4f 




4 / Oo 


APPAHSAfSTPTAf^f^PTnnnTTP 


mr/i nno7A7 
iNlvl UU/i. / 4 f 


rviMnr\4 


A717 
HI Of 


APCPPPf^PPAAPATPTTPATP 


MR/i nn9747 

Nlwl — UUZ/ 4/ 


IVIMr l\4 


47^R 
HI OO 


APPTAPAPPAAAf^PPATPfSAP 


IN IVI_UU4 f 4 / 


IVI/-\~I\4 


A71Q 
HI 0%? 


APHATPPTfSAPPTTTAAPPPP 


INIVI_UU40f O 


DAI/O 


474PI 
HI HU 


APfZAf^PnPPPAnArSATPTPTP 


mm nn9*?7ft 

INIVI__Uo40 # O 


r/\l\o 


4741 
4 1 H 1 


APTfSAHiPPAPPAPPAnTTATP 


mm nno*V7R 


DAI/O 
~A\l\0 
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MR/i niv*iRA 
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474** 
4/ 40 


APf^TAfSCAT'TAPPPATTnfiPP 


mm nni**RA 


V/PIM 
vr\i\l 
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APPPPAnTHAPAATnfJAPPTP 


mm nn^^ftA 
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vr\i\ I 
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4/ 


APTTP APf^ AnPATPOATRPAP 


MM nn^AQR 

in ivi__ooo4yo 


TPPAP 


474fi 


APATTf^TPPAfiPARARAPTf^P 




TRRAP 


474R 

H 9 H\J 


APATTnTPPAnPARARAPTfiP 


MM nn^l4QR 

in ivi — 000400 


TRRAP 


A7A7 


APPAPATPPTPAPPAPAf^ARP 


Ol\OOU 


TRRAP 
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1 OO X 0/-i00rl0raV3A.00 


mm nn^^^i 


KIR/ipc 
INIVI CO 


A7AR 
H I HO 


nUu X bri 1 Xbi 1 orioOOOril 1 O 
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INM_ UUooo 1 


IMMtD 


A7AO 
HIH\3 


HOt x o 1 oo 1 1 bnnbbnU 1 orlo 


NM_ooooo1 
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INlVlfcO 


HlOU 


Aoooo/iA/io 1 x 1 o x oAooAJ. o 


KIR/I 


DIDC1/<1 A 

r'Ir'OlV lA 


A7EZ4 
HIOl 


7\ 7\ P , P*. r P 7\ T'P'P'T^ PPTPTTPPP 

AtbAtt'IAl ooAoo loll ooo 


KIR/1 HAOCC7 

INM_ UUOOO f 


rlKOlN 1A 




TiPPPPTPIifiPPTBPaaTiPPCP 

AOooo 1 oAfioo l/ioAftAoooo 


KIR/) nHQCE7 
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DIDKI/-1 A 

MKoIxjA 


HI DO 
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AoAo/io 1 1 LAbAb/ibAL/ 1 ooo 
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IN M_UUOOoO 
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HI OO 


2i P* A C^CIC T CC* A A T TP 1 A A TPCPP 
ALALbb 1 ooriril 1 Oriril OoOO 
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IN lvl_ yUoOOO 


PIPC1/-1 R 
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M18391 


HUMTKR 


4935 


ACGATGGGTGGAGTGAACAGC 


NM_005232 


EPHA1 


4935 


ACGATGGGTGGAGTGAACAGC 


XM_056982 


EPHA1 


4935 


ACGATGGGTGGAGTGAACAGC 


M18391 


HUMTKR 


4936 


ACGACTGTGGCCATTAAGACC 


NM_005232 


EPHA1 


4936 


ACGACTGTGGCCAT TAAGACC 


XM_056982 


EPHA1 


4936 


ACGACTGTGGCCATTAAGACC 


M18391 


HUMTKR 


4937 


ACACCTGTGCTGCAAGGTGTC 


NM_005232 


EPHA1 


4937 


ACACCTGTGCTGCAAGGTGTC 


XM_056982 


EPHA1 


4937 


ACACCTGTGCTGCAAGGTGTC 


NM_003647 


DGKE 


4938 


ACTGACACCAAGGTCCTGGAC 


NM_003647 


DGKE 


4939 


ACGCTTTGCGATTACAGGTGC 


NM_003647 


DGKE 


4940 


ACGCCCTACAACTCTGTACTC 


NM_001346 


DGKG 


4941 


ACGCAAGCACCAGCTGAAGAC 


NM_001346 


DGKG 


4942 


ACCTCCTCCGTCAAGTGTGAC 


NM_001346 


DGKG 


4943 


ACTGACCTTGCCCGTTGTCTC 


NM_002744 


PRKCZ 


4944 


ACGTGAGAGACATGTGTCGTC 


NM_002744 


PRKCZ 


4945 


ACAGAGCTGGTGCATGATGAC 


NM_002744 


PRKCZ 


4946 


ACCGAGCACTTTCTGCGGAAC 


NM_014413 


HRI 


4947 


ACGGGAAGTAGCCTTGGAAGC 


NM_014413 


HRI 


4948 


ACGAACACAGACTGGACCAAC 


NM_014413 


HRI 


4949 


ACCTGGTCAGTTGCCGGAATC 


NM_004783 


TA01 


4950 


ACTAGTGAGGTGGTGGCCATC 


NM_016151 


PSK 


4950 


ACTAGTGAGGTGGTGGCCATC 


NM_004783 


TA01 


4951 


ACACATCCTGCTGTCAGAGCC 


NM_016151 


PSK 


4951 


ACACATCCTGCTGTCAGAGCC 


NM_004783 


TA01 


4952 


ACCCGAGACCACTTTGCCACC 


NM_016151 


PSK 


4952 


ACCCGAGACCACTTTGCCACC 


NM_005109 


OSR1 


4953 


ACAGATGAGCTGTGGCTTGTC 


NM_005109 


OSR1 


4954 


ACAGACCAACAGCAGCAGAAC 


NM_005109 


OSR1 


4955 


ACTTGTGGAAGAACCTCAGTC 


NM_002627 


PFKP 


4956 


ACTGATTTCTGCGGCACCGAC 


NM_002627 


PFKP 


4957 


ACGTACTTGGAAGAGATCGCC 


NM_002627 


PFKP 


4958 


ACCACTATCACCGACACCTGC 


NM_005734 


HIPK3 


4959 


ACAGGTCATAGCAGCTCAGGC 


NM_005734 


HIPK3 


4960 


ACTGCTTTCAGCACCGTAACC 
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NM_ 


.005734 


HIPK3 


4961 


ACGACCTATGTTACAGCATCC 


NM_ 


001345 


DGKA 


4962 


ACATGGGATCCTGGACAGCTC 


NM. 


001345 


DGKA 


4963 


ACCCTGTCCCTAGAAGGCATC 


NM_ 


001345 


DGKA 


4964 


ACGTGCTCTGAGATCACCTTC 


NM_ 


004996 


ABCC1 


4965 


ACTCGGATCAAGCTGATGAAC 


NM_ 


.019862 


ABCC1 


4965 


ACTCGGATCAAGCTGATGAAC 


NM. 


019898 


ABCC1 


4965 


ACTCGGATCAAGCTGATGAAC 


NM_ 


.019899 


ABCC1 


4965 


ACTCGGATCAAGCTGATGAAC 


NM_ 


~019900 


ABCC1 


4965 


ACTCGGATCAAGCTGATGAAC 


NM_ 


.019901 


ABCC1 


4965 


ACTCGGATCAAGCTGATGAAC 


NM. 


.019902 


ABCC1 


4965 


ACTCGGATCAAGCTGATGAAC 


NM. 


.004996 


ABCC1 


4966 


ACGGCCATCGGACTCTTCATC 


NM. 


.019862 


ABCC1 


4966 


ACGGCCATCGGACTCTTCATC 


NM. 


.019898 


ABCC1 


4966 


ACGGCCATCGGACTCTTCATC 


NM. 


.019899 


ABCC1 


4966 


ACGGCCATCGGACTCTTCAT C 


NM_019900 


ABCC1 


4966 


ACGGCCATCGGACTCTTCATC 


NM. 


.019901 


ABCC1 


4966 


ACGGCCATCGGACTCTTCATC 


NM. 


.019902 


ABCC1 


4966 


ACGGCCATCGGACTCTTCATC 


NM. 


.005691 


ABCC9 


4967 


ACTCTGAAACCTGCAGAGGCC 


NM. 


.020297 


ABCC9 


4967 


ACTCTGAAACCTGCAGAGGCC 


NM. 


.020298 


ABCC9 


4967 


ACTCTGAAACCTGCAGAGGCC 


NM. 


.005691 


ABCC9 


4968 


ACTCTTCACCACAACCTTCTC 


NM. 


1020297 


ABCC9 


4968 


ACTCTTCACCACAACCTTCTC 


NM_020298 


ABCC9 


4968 


ACTCTTCACCACAACCTTCTC 


NM. 


.001786 


CDC2 


4969 


ACCACTCTGGTACAGATCTCC 


NM. 


.033379 


CDC2 


4969 


ACCACTCTGGTACAGATCTCC 


NM. 


.001786 


CDC2 


4970 


ACCCAGGAAGCCTAGCATCCC 


NM. 


.033379 


CDC2 


4970 


ACCCAGGAAGCCTAGCATCCC 


NM. 


.001786 


CDC2 


4971 


ACATGGCTTGGATTTGCTCTC 


NM. 


.033379 


CDC2 


4971 


ACATGGCTTGGATTTGCTCTC 


NM. 


.000020 


ACVRL1 


4972 


ACCATCCTAGGCTTCATCGCC 


NM. 


.006285 


TESK1 


4973 


ACGTGCAGCTGATGAACCGGC 


NM. 


.006285 


TESK1 


4974 


ACTCTGACTCGAGTCAACCCC 


NM. 


.006285 


TESK1 


4975 


ACCTTCATCAGCACCTGTTCC 


NM. 


.007170 


TESK2 


4976 


ACCAGT TGCTAGACAGTAACC 


XM. 


.032399 


TESK2 


4976 


ACCAGTTGCTAGACAGTAACC 


NM. 


.007170 


TESK2 


4977 


ACCTGCTGTAACATGGATCCC 


XM. 


.032399 


TESK2 


4977 


ACCTGCTGTAACATGGATCCC 


NM. 


.007170 


TESK2 


4978 


ACGACGTACCATCTGGCTGTC 


XM. 


.032399 


TESK2 


4978 


ACGACGTACCATCTGGCTGTC 


NM. 


.004670 


PAPSS2 


4979 


ACTGATGGGCTGGACCAATAC 


NM. 


.003215 


TEC 


4980 


ACCCTACTATGAGGGTCGAGC 


NM. 


.003215 


TEC 


4981 


ACACAAAGAAGCGAAGGCCTC 


NM. 


.003215 


TEC 


4982 


ACAGGGAAGAATGCACCCACC 


"NM. 


.000221 


KHK 


4983 


ACCTCCTGCACCGTTCTCTCC 


NM 


006488 


KHK 


4983 


ACCTCCTGCACCGTTCTCTCC 
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NM 000221 


KHK 


4984 


ACGTGGATCCACATTGAGGGC 


NM. 


.006488 


KHK 


4984 


ACGTGGATCCACATTGAGGGC 


NM. 


.000221 


KHK 


4985 


ACGATGCTGCAGCGGATAGAC 


NM. 


.006488 


KHK 


4985 


ACGATGCTGCAGCGGATAGAC 


NM. 


.001123 


ADK 


4986 


ACGTGGCTCAGTGGATGATTC 


NM. 


J)06721 


ADK 


4986 


ACGTGGCTCAGTGGATGATTC 


NM. 


^001123 


ADK 


4987 


ACAGGTGGC T C ACCAT GC T TC 


NM. 


~006721 


ADK 


4987 


ACAGGTGGCTCACCATGCTTC 


NM. 


.001123 


ADK 


4988 


ACCTGGTCTCTGACAAGCCTC 


NM. 


.006721 


ADK 


4988 


ACCTGGTCTCTGACAAGCCTC 


NM. 


.001625 


AK2 


4989 


ACTTCAGCATCCCAGACTCTC 


NM. 


.013411 


AK2 


4989 


ACTTCAGCATCCCAGACTCTC 


NM. 


.002314 


LIMK1 


4990 


ACACCTGTCTTGAGGAGCTGC 


NM. 


.002314 


LIMK1 


4991 


ACGAGCATGGACAGCCAGTAC 


NM. 


.016735 


LIMK1 


4991 


ACGAGCATGGACAGCCAGTAC 


NM. 


.002314 


LIMK1 


4992 


ACCATCATCCACCGAGACCTC 


NM. 


.016735 


LIMK1 


4992 


ACCATCATCCACCGAGACCTC 


U63721 


HSU63721 


4992 


ACCATCATCCACCGAGACCTC 


NM. 


.001292 


CLK3 


4993 


ACGGTGGTGGAGTGCTTGGAC 


NM. 


.003992 


CLK3 


4993 


ACGGTGGTGGAGTGCTTGGAC 


NM. 


.001292 


CLK3 


4994 


ACTAACTTCCAGCCTTACCCC 


NM. 


_003992 


CLK3 


4994 


ACTAACTTCCAGCCTTACCCC 


NM. 


.001292 


CLK3 


4995 


ACGTCAG T GAAGAACACCAGC 


NM. 


.003992 


CLK3 


4995 


ACGTCAGTGAAGAACACCAGC 


NM. 


.001291 


CLK2 


4996 


ACGACCCTGACAACAAGAACC 


NM. 


.003993 


CLK2 


4996 


ACGACCCTGACAACAAGAACC 


NM. 


.001291 


CLK2 


4997 


. ACCAACTACCTGCCCTACCCC 


NM. 


.003993 


CLK2 


4997 


ACCAACTACCTGCCCTACCCC 


NM. 


.005569 


LIMK2 


4998 


ACAGAGGTCAACCGGATGCAC 


NM. 


.016733 


LIMK2 


4998 


ACAGAGGTCAACCGGATGCAC 


NM. 


.005569 


LIMK2 


4999 


ACTTCGATGTGATGAGGAGAC 


NM. 


.016733 


LIMK2 


4999 


ACTTCGATGTGATGAGGAGAC 


NM. 


.005569 


LIMK2 


5000 


ACGACTGTGGTGGTGGCAGAC 


NM. 


.016733 


LIMK2 


5000 


ACGACTGTGGTGGTGGCAGAC 


NM. 


.005688 


ABCC5 


5001 


ACTGCCACCTTGGCATGGGAC 


NM. 


.001625 


AK2 


5002 


ACGAGTGGCCGTTCCTACCAC 


NM. 


.013411 


AK2 


5002 


ACGAGTGGCCGTTCCTACCAC 


XM_ 


086211 


LOC148505 


5002 


ACGAGTGGCCGTTCCTACCAC 


NM_ 


.004996 


ABCC1 


5003 


ACTGGCATGCTGGTGACGGAC 


NM_0 19862 


ABCC1 


5003 


ACTGGCATGCTGGTGACGGAC 


NM. 


.019898 


ABCC1 


5003 


ACTGGCATGCTGGTGACGGAC 


NM. 


019899 


ABCC1 


5003 


ACTGGCATGCTGGTGACGGAC 


NM. 


019900 


ABCC1 


5003 


ACTGGCATGCTGGTGACGGAC 


NM. 


.019901 


ABCC1 


5003 


ACTGGCATGCTGGTGACGGAC 


NM. 


019902 


ABCC1 


5003 


ACTGGCATGCTGGTGACGGAC 


NM 


002011 


FGFR4 


5004 


ACGCACCCTACTGGACACACC 
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NM. 


022963 


cprn a 


5004 


AUbUiOLL 1 AL 1 GGAC ACACC 


NM. 


.002011 


FGFR4 


5005 


ACTAGCTCAGAGGTGGAGGTC 


NM. 


.022963 


FGFR4 


5005 


ACTAGCTCAGAGGTGGAGGTC 


NM. 


.002011 


FGFR4 


5006 


ACTGTGCTGGTGACTGAGGAC 


NM_022963 


FGFR4 


5006 


ACTGTGCTGGTGACTGAGGAC 


NM. 


r\r\r\A A A 

000141 


FGFR2 


5007 


ACTCGCCTGTATGGTGGTAAC 


NM_ 


022969 


FGFR2 


5007 


ACTCGCCTGTATGGTGGTAAC 


n i ft n 

NM. 


_022972 


FGFR2 


5007 


ACTCGCCTGTATGGTGGTAAC 


Kin a 

NM. 


_022973 


FGFR2 


5007 


ACTCGCCTGTATGGTGGTAAC 


K 1 ft fl 


_022974 


FGFR2 


5007 


ACTCGCCTGTATGGTGGTAAC 


NM_ 


_022975 


FGFR2 


5007 


ACTCGCCTGTATGGTGGTAAC 


Mft fl 

NM. 


_023028 


FGFR2 


5007 


ACTCGCCTGTATGGTGGTAAC 


NM. 


..023029 


FGFR2 


5007 


ACTCGCCTGTATGGTGGTAAC 


Kl ft fl 

NM. 


_023030 


FGFR2 


5007 


ACTCGCCTGTATGGTGGTAAC 


KIR fl 

NM. 


_023031 


FGFR2 


5007 


ACTCGCCTGTATGGTGGTAAC 


ft 1 ft fl 

NM. 


/V/*\fV#t A A 

J300141 


FGFR2 


5008 


ACATCTTCTTGGAGCCTGCAC 


NM. 


J322969 


r~r^o 

FGFR2 


5008 


ACATCTTCTTGGAGCCTGCAC 


NM. 


_022970 


FGFR2 


5008 


ACATCTTCTTGGAGCCTGCAC 


NM. 


_022972 


FGFR2 


5008 


ACATCTTCTTGGAGCCTGCAC 


NM. 


_022973 


FGFR2 


5008 


ACATCTTCTTGGAGCCTGCAC 


NM. 


_022974 


FGFR2 


5008 


ACATCTTCTTGGAGCCTGCAC 


ft I ft fl 

NM. 


.022975 


FGFR2 


5008 


ACATCTTCTTGGAGCCTGCAC 


nm! 


J)23028 


FGFR2 


5008 


ACATCTTCTTGGAGCCTGCAC 


NM. 


.023029 


FGFR2 


5008 


ACATCTTCTTGGAGCCTGCAC 


NM. 


.023030 


FGFR2 


5008 


ACATCTTCTTGGAGCCTGCAC 


NM. 


.023031 


FGFR2 


5008 


ACATCTTCTTGGAGCCTGCAC 


NM. 


.000141 


FGFR2 


5009 


ACTACTTGGACCTCAGCCAAC 


NM. 


.022969 


r~^\ r"no 

FGFR2 


5009 


ACTACTTGGACCTCAGCCAAC 


NM. 


.022970 


FGFR2 


5009 


ACTACTTGGACCTCAGCCAAC 


NM. 


.022972 


FGFR2 


5009 


ACTACTTGGACCTCAGCCAAC 


NM. 


.023028 


FGFR2 


5009 


ACTACTTGGACCTCAGCCAAC 


NM. 


.023029 


FGFR2 


5009 


ACTACTTGGACCTCAGCCAAC 


NM. 


.023030 


FGFR2 


5009 


ta /~i m tv m m /"a j^t ta /— i /— i m /t. tv tv ta y™i 

ACTACTTGGACCTCAGCCAAC 


NM_023031 


FGFR2 


5009 


ACTACTTGGACCTCAGCCAAC 


NM. 


.000141 


FGFR2 


5010 


TV g^A 9 ^ TV ^T TV TA TA TV t\ TV Wn TA 

ACGAGCCACCAACCAAATACC 


NM. 


.022969 


FGFR2 


5010 


"T\ /^^T TV ^"lJ^TJ^l TV /T TV TV ^* T\ TV Tv m TA 

ACGAGCCACCAACCAAATACC 


NM. 


.022970 


FGFR2 


5010 


ACGAGCCACCAACCAAATACC 


NM. 


.022971 


FGFR2 


5010 


TV A^m A*1 Tk /"in/xfR Tt TA Tl TA TA m TV y« 

ACGAGCCACCAACCAAATACC 


NM_ 


.022972 


FGFR2 


5010 


ACGAGCCACCAACCAAATACC 


NM_p22973 


FGFR2 


CAd f\ 

5010 


ta a^i ta /t /^n^T tv rtrt Tv tv /"inn ta ta m ta vt 

ACGAGCCACCAACCAAATACC 


NMJD22974 


FGFR2 


5010 


ACGAGCCACCAACCAAATACC 


NM_ 


.022976 


FGFR2 


5010 


ACGAGCCACCAACCAAATACC 


NM_ 


023028 


FGFR2 


5010 


ACGAGCCACCAACCAAATACC 


NM_ 


.000141 


FGFR2 


5011 


ACCACGACCAAGAAGCCAGAC 


NM_ 


.022969 


FGFR2 


5011 


ACCACGACCAAGAAGCCAGAC 


NM. 


022972 


FGFR2 


5011 


ACCACGACCAAGAAGCCAGAC 
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NM. 


.022973 


FGFR2 


5011 


ACCACGACCAAGAAGCCAGAC 


NM. 


.022974 


FGFR2 


5011 


ACCACGACCAAGAAGCCAGAC 


NM] 


.022975 


FGFR2 


5011 


ACCACGACCAAGAAGCCAGAC 


NM. 


.023028 


FGFR2 


5011 


ACCACGACCAAGAAGCCAGAC 


NM. 


.023029 


FGFR2 


5011 


ACCACGACCAAGAAGCCAGAC 


NM. 


.023030 


FGFR2 


5011 


ACCACGACCAAGAAGCCAGAC 


NM. 


.023031 


FGFR2 


5011 


ACCACGACCAAGAAGCCAGAC 


NM. 


.006852 


TLK2 


5012 


ACCTAGCCAAGGGAAAGGCAC 


XM. 


.166672 


LOC220231 


5012 


ACCTAGCCAAGGGAAAGGCAC 


NM. 


.006852 


TLK2 


5013 


ACGGCGTTTATTCGACGATGC 


NM. 


.006852 


TLK2 


5014 


ACTTGAGACTGACTCCAAGGC 


NM. 


.004972 


JAK2 


5015 


ACACGGTGGAATTCAGTGGTC 


NM. 


.004972 


JAK2 


5016 


ACAGTGAGACACTGACAGAAC 


NM. 


.004972 


JAK2 


5017 


ACG T AC AAGGGAG T GT GCTAC 


NM. 


.002739 


PRKCG 


5018 


ACGTCTGCAGCTTTGTGGTTC 


NM. 


.002739 


PRKCG 


5019 


ACCTGAAGCTCATCCCAGACC 


NM. 


.002739 


PRKCG 


5020 


ACGTCTGTCGATTGGTGGTCC 


NM. 


.006904 


PRKDC 


5021 


ACATGGGCCAGAAGATCGCAC 


NM. 


.006904 


PRKDC 


5022 


ACGAAGAGTCTCTGGTGGAAC 


NM. 


.006904 


PRKDC 


5023 


ACCGGCATGTTAGACCAGAGC 


NM. 


.005906 


MAK 


5024 


ACGTTGTTCCCTGAATCAGTC 


NM_005906 


MAK 


5025 


ACGAAACGACCGACAGCAAGC 


NM. 


.005906 


MAK 


5026 


ACCCTCCAAAGCAACAGAGTC 


NM. 


.003718 


CDC2L5 


5027 


ACCCGT TGGGAGGAAT TCAGC 


NM. 


.031267 


CDC2L5 


5027 


ACCCGTTGGGAGGAATTCAGC 


NM. 


.003718 


CDC2L5 


5028 


ACTTCAGCCTTCTTCTCAGAC 


NM. 


.031267 


CDC2L5 


5028 


ACTTCAGCCTTCTTCTCAGAC 


NM. 


.004759 


MAPKAPK2 


5029 


ACTGTTTGGACGGTGGAGAAC 


NM. 


.032960 


MAPKAPK2 


5029 


AC T G T T TGGACGG TGGAGAAC 


NM. 


.004759 


MAPKAPK2 


5030 


ACCATTGCCCATCGGGATGTC 


NM. 


.032960 


MAPKAPK2 


5030 


ACCATTGCCCATCGGGATGTC 


NM. 


.004759 


MAPKAPK2 


5031 


ACGTATGACAAGTCCTGTGAC 


NM_ 


032960 


MAPKAPK2 


5031 


ACGTATGACAAGTCCTGTGAC 


NM_ 


.004635 


MAPKAPK3 


5032 


ACGTGCTGGAGTGCTTCCATC 


NM_ 


004635 


MAPKAPK3 


5033 


ACGCGCTGTCTCCTCATCATC 


NM. 


004635 


MAPKAPK3 


5034 


ACAGACCACTGGGACGAAGTC 


NM_ 


.006575 


MAP4K5 


5035 


ACTGGTGGCTACAACCAACTC 


NM_ 


006575 


MAP4K5 


5036 


ACACCTTTCAGCTCTACTCTC 


NM_ 


.006575 


MAP4K5 


5037 


ACCACAGTTGGAGAGAGATAC 


NM_ 


002755 


MAP2K1 


5038 


ACGCTGGAAGAATTCCTGAAC 


NM_ 


.002755 


MAP2K1 


5039 


ACGCCCTCCAACATCCTAGTC 


NM. 


002755 


MAP2K1 


5040 


ACACTGCCCAGTGGAGTGTTC 


NM_ 


014922 


DEFCAP 


5041 


ACATCAGAGAAAGGCAGGCCC 


NM_ 


033004 


DEFCAP 


5041 


ACATCAGAGAAAGGCAGGCCC 


NM_ 


033005 


DEFCAP 


5041 


ACATCAGAGAAAGGCAGGCCC 


NM_ 


033006 


DEFCAP 


5041 


ACATCAGAGAAAGGCAGGCCC 
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NM_ 


033007 


DEFCAP 


CO A A 

5041 


AC AT OAGAGAAAGG CAGGCCC 


NM. 


..014922 


DEFCAP 


5042 


ACTTGGGAAGT CAACACT GGC 


NM. 


.033004 


DEFCAP 


5042 


ACTTGGGAAGTCAACACTGGC 


NM. 


.033005 


DEFCAP 


5042 


ACTT GGGAAGTCAACAC T GGC 


NM. 


_033006 


DEFCAP 


5042 


ACTTGGGAAGTCAACACTGGC 


NM. 


,033007 


DEFCAP 


5042 


ACTTGGGAAGTCAACACTGGC 


NM, 


,014922 


DEFCAP 


5043 


ACGAT GGACTC T ACCAAGCCC 


NM. 


,033004 


DEFCAP 


5043 


ACGATGGACTCTACCAAGCCC 


NM. 


,033005 


DEFCAP 


5043 


ACGATGGACTCTACCAAGCCC 


NM. 


,033006 


DEFCAP 


5043 


ACGAT GGAC T C T ACCAAGCCC 


NM. 


,033007 


DEFCAP 


5043 


ACGATGGACTCTACCAAGCCC 


NM. 


,006201 


PCTK1 


5044 


ACCT GG AGACCT ACATTAAGC 


NM_ 


,033018 


PCTK1 


5044 


ACCTGGAGACCT ACAT T AAGC 


NM. 


,033019 


PCTK1 


5044 


ACCT GGAGACC T ACATTAAGC 


NM. 


006201 


PCTK1 


5045 


ACGGACCTCAAACACGCCAAC 


NM_ 


,033018 


PCTK1 


5045 


ACGGACCTCAAACACGCCAAC 


NM. 


.033019 


PCTK1 


5045 


TV /I y^l /™1 TV /^/^im TV TV TV J^T "IV /^l y"~l /-^ TV TV /~f 

ACGGACCTCAAACACGCCAAC 


NM_ 


006201 


PCTK1 


5046 


TV #T ^T TV ^T X*l TV /*T m PT1 TV TV /^V TV ^9 TV m TV 

ACC GAG GAG T T C AAG AC AT AC 


NM. 


.033018 


PCTK1 


5046 


ACCGAGGAGT TCAAGACAT AC 


NM_ 


.033019 


PCTK1 


5046 


ACCGAGGAGT TCAAGACATAC 


NM. 


.033214 


GKP2 


5047 


ACGGATGGGTGGAACAAGACC 


NM_ 


Am. *-\ 0* A M 

.033214 


GKP2 


5048 


ACGCTGTTGGTGTCAGCAATC 


NM_ 


.033214 


GKP2 


5049 


ACGATATATCTCGGGTGTGCC 


NM. 


.001715 


BLK 


5050 


ACCACCTGGATGAAGACAAGC 


NM_ 


.001715 


BLK 


5051 


ACGGAGCCCATCTACATTGTC 


NM_ 


.001715 


BLK 


5052 


ACGGCTGATTGACATGTCGGC 


NM_ 


.016308 


UMP-CMPK 


5053 


AC AGGAAGAACCCAGAT T CAC 


NM_ 


.016308 


UMP-CMPK 


5054 


ACTGGATCAGACAATGGCTGC 


NM_ 


.016308 


UMP-CMPK 


5055 


ACTTCAGACCTACCTTCAGTC 


NM_ 


.018979 


PRKWNK1 


5056 


ACGGCCGTGGGAATGTCTAAC 


NM_ 


.018979 


PRKWNK1 


5057 


ACAGGTCTGGACACTGAAACC 


NM. 


.018979 


PRKWNK1 


5058 


ACGACCATGGCTAAAGCTATC 


NM_ 


J) 18979 


PRKWNK1 


5059 


TV /lAm/^ TV /-v ^T Tv y*T TV m ^T TV TV TV m 

ACCCTGAGGCAG ATCAACAT C 


ft 1 ft ft 

NM_ 


.018979 


O O 1/1 ft / K 1 !✓ A 

PRKWNK1 


5060 


ACCAGCTTCCAGTTTCCCAGC 


NM_ 


.001204 


BMPR2 


5061 


tv ^t Tv yim tv m^r tv m m /"t 

ACACTGTTGGAGCTGATTGGC 


K I ft ft 

NM. 


.033346 


BMPR2 


5061 


ACACTGTTGGAGCTGATTGGC 


ft Ift ft 

NM_ 


.001204 


o ft /t r"» n o 

BMPR2 


5062 


ACATAGCCTGGCAGTGAGGTC 


k i * ft 
NM. 


.033346 


BMPR2 


coo 

5062 


ACAT AGCCT GGCAGT GAGG TC 


NM_ 


.001204 


BMPR2 


5063 


ACCGACAGCAAGCACAAGCTC 


- nm] 


~001204 


DMDDO 


OUo4 


tv c^r+r^r" 1 7\ 7\»nri'iiprT'7\ft'PPpr'Ttn 
ALtt^AAlAl bOCAAlbbbAL 


NM. 


.033346 


BMPR2 


5065 


ACTGAACGT AGG TGAGT CAAC 


NM. 


.002646 


PIK3C2B 


5066 


ACCAATTGCCAGGCAAACTGC 


NM. 


.002646 


PIK3C2B 


5067 


ACGGACTCTCAGTTCAGCATC 


NM. 


.002646 


PIK3C2B 


5068 


ACGTTCACGGGCTCAGATGAC 


NM. 


.002732 


PRKACG 


5069 


ACGATGAAGCAGGTCGAGCAC 


SK302 


PKACg 


5069 


ACGATGAAGCAGGTCGAGCAC 
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NM_002732 


PRKACG 


5070 


ACGGACAACTCCTACCTGTAC 


SK302 


PKACg 


5070 


ACGGACAACTCCTACCTGTAC 


NM_002732 


PRKACG 


5071 


ACGGTGGAAGCTCCCTTCATC 


SK302 


PKACg 


5071 


ACGGTGGAAGCTCCCTTCATC 


NM_022128 


RBSK 


5072 


ACAGGTGCCAACCAGTGTGTC 


NM_022128 


RBSK 


5073 


ACGGATGTGTGGTGCTGTCAC 


NM_022128 


RBSK 


5074 


ACAGTCAAGGCTGTGGATACC 


NM_022048 


CSNK1G1 


5075 


ACTCACGTGCTCCACAGCTTC 


SK647 


CK1g1 


5075 


ACTCACGTGCTCCACAGCTTC 


NM_022048 


CSNK1G1 


5076 


ACGACGGTGTTAATGATAGCC 


SK647 


CK1g1 


5076 


ACGACGGTGTTAATGATAGCC 


NM_022048 


CSNK1G1 


5077 


ACCAACTCAGCCATCTGGCAC 


NM_000189 


HK2 


5078 


ACAGTAACGGACAATGGGCTC 


NM_000189 


HK2 


5079 


ACAGGCTTCAAGGCATCTGGC 


NM_000189 


HK2 


5080 


ACGCTACATCCTCACTTTGCC 


NM_002821 


PTK7 


5081 


ACGAC AT GCCGCT AT T T GAGC 


NM_002821 


PTK7 


5082 


ACGC AGT T CCTGAGG AT T TCC 


NM_002821 


PTK7 


5083 


ACCCGCTTTGTGCATAAGGAC 


NM_003137 


SRPK1 


5084 


ACATGGAGAAAGAGTCGGGCC 


SK358 


SRPK1 


5084 


ACATGGAGAAAGAGTCGGGCC 


NM_003137 


SRPK1 


5085 


ACATGGAGACAGCAGCACATC 


SK358 


SRPK1 


5085 


ACATGGAGACAGCAGCACATC 


NM_003137 


SRPK1 


5086 


ACTTTGGCCTTGGTTGGGCTC 


NM_000162 


GCK 


5087 


ACGAGGCCAGTGTGAAGATGC 


NM_033507 


GCK 


5087 


ACGAGGCC AGTGT GAAGATGC 


NM_033508 


GCK 


5087 


ACGAGGCCAGTGTGAAGATGC 


NM_000162 


GCK 


5088 


ACGACATCGATAAGGGCATCC 


NM_033507 


GCK 


5088 


ACGAC AT CGATAAGGG C ATCC 


NM_033508 


GCK 


5088 


ACGACATCGATAAGGGCATCC 


NM_000162 


GCK 


5089 


ACTGGTGAATGACACGGTGGC 


NM_033507 


GCK 


5089 


ACTGGTGAATGACACGGTGGC 


NM_033508 


GCK 


5089 


ACTGGTGAATGACACGGTGGC 


NM_032409 


PINK1 


5090 


ACGCCACCATGCCTACATTGC 


NM_032409 


PINK1 


5091 


ACCATCCTTGTGGAGCTGGAC 


NM_032409 


PINK1 


5092 


ACCCTGGAGTGTGAAACGCTC 


NM_000188 


HK1 


5093 


ACCACCAGTGATGTGTCAGCC 


NM_033496 


HK1 


5093 


ACCACCAGTGATGTGTCAGCC 


NM_033497 


HK1 


5093 


ACCACCAGTGATGTGTCAGCC 


NM_033498 


HK1 


5093 


ACCACCAGTGATGTGTCAGCC 


NM_033500 


HK1 


5093 


ACCACCAGTGATGTGTCAGCC 


NM_000188 


HK1 


5094 


ACAGG AGAG AGGAAT T TG ACC 


NM_033496 


HK1 


5094 


AC AG G AG AG AGGAAT T T G ACC 


NM_033497 


HK1 


5094 


ACAGG AGAGAGGAAT T T GACC 


NM_033498 


HK1 


5094 


ACAGGAGAGAGGAAT T TGACC 


NM_033500 


HK1 


5094 


ACAGG AG AGAGGAAT T T GACC 


NM 000188 


HK1 


5095 


ACTGTGAC TGTGGG AG T GGAC 
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NM_033496 


HK1 


5095 


ACTGTGACTGTGGGAGTGGAC 


NM_033497 


HK1 


5095 


ACTGTGACTGTGGGAGTGGAC 


NM_033498 


HK1 


5095 


ACTGTGACTGTGGGAGTGGAC 


NM_033500 


HK1 


5095 


ACTGTGACTGTGGGAGTGGAC 


NM_002115 


HK3 


5096 


ACGCCAGGAGTTTGTGATCCC 


NMJ302115 


HK3 


5097 


ACGGGTTTCAAGGCATCAGAC 


NM_002115 


HK3 


5098 


ACGAT GAT C AGCGGC ATG T AC 


NM_031432 


UCK1 


5099 


ACGGCCTTGAAAGGACAGTAC 


NM_031432 


UCK1 


5100 


ACCCTGATCGTGCAGCACATC 


NM_031432 


UCK1 


5101 


ACACGGTCACATTTGGAGTCC 


NM_002577 


PAK2 


5102 


ACGACCCTTTGTCAGCCAATC 


NM_002577 


PAK2 


5103 


ACAGTTCTACGACTCCAACAC 


NM_002577 


PAK2 


5104 


ACCGCCATACTGGATGGCACC 


NM_002748 


MAPK6 


5105 


ACTGGTACAGATCTCCACGTC 


NM_002748 


MAPK6 


5106 


ACGCACTGGATTTCCTGGAAC 


NM_002748 


MAPK6 


5107 


ACGGAATGGCAAATCTGGCTC 


NM_032387 


PRKWNK4 


5108 


ACTGACAGAGTGGTTGAGTGC 


NM_032387 


PRKWNK4 


5109 


ACTGAAGAGCTCCAGAGCAGC 


NM_032387 


PRKWNK4 


5110 


ACGGAGATGATGGGAAGGAAC 


NM_020439 


CAMK1G 


5111 


ACCATTGTGACCCTGGAGGAC 


NMJD20439 


CAMK1G 


5112 


ACGTGGAGGCAAGCCTTCAAC 


NM_020439 


CAMK1G 


5113 


ACAGG AAAGT CCTCC T AC T GC 


AB012305 


AB012305 


5114 


ACGCTGCTGGATGTCAT TCAC 


NM_001798 


CDK2 


5114 


ACGCTGCTGGATGTCATTCAC 


NM_052827 


CDK2 


5114 


ACGCTGCTGGATGT CAT T CAC 


AB012305 


AB012305 


5115 


ACTTCATGGATGCCTCTGCTC 


NM_001798 


CDK2 


5115 


ACTTCATGGATGCCTCTGCTC 


NM_052827 


CDK2 


5115 


ACTTCATGGATGCCTCTGCTC 


NM_001798 


CDK2 


5116 


ACCTTGCCTTAAACACTCACC 


NM_052827 


CDK2 


5116 


ACCTTGCCTTAAACACTCACC 


AB012305 


AB012305 


5117 


ACTCCGCCTGGACACTGAGAC 


NM_001798 


CDK2 


5117 


ACTCCGCCTGGACACTGAGAC 


NM_052827 


CDK2 


5117 


ACTCCGCCTGGACACTGAGAC 


NM_000075 


CDK4 


5118 


ACTGTTGTCCGGCTGATGGAC 


NM_000075 


CDK4 


5118 


ACTGTTGTCCGGCTGATGGAC 


NM_032913 


CDK4 


5118 


ACTGTTGTCCGGCTGATGGAC 


NM_032913 


CDK4 


5118 


ACTGTTGTCCGGCTGATGGAC 


NM_052984 


CDK4 


5118 


ACTGTTGTCCGGCTGATGGAC 


NM_052984 


CDK4 


5118 


ACTGTTGTCCGGCTGATGGAC 


NM_000075 


CDK4 


5119 


ACGGACATATCTGGACAAGGC 


NM_000075 


CDK4 


5119 


ACGGACATATCTGGACAAGGC 


NM_032913 


CDK4 


5119 


ACGGACATATCTGGACAAGGC 


NM_032913 


CDK4 


5119 


ACGGACATATCTGGACAAGGC 


NM_000075 


CDK4 


5120 


ACACGATCAAGGATCTGATGC 


NM_000075 


CDK4 


5120 


ACACGATCAAGGATCTGATGC 


NM_032913 


CDK4 


5120 


ACACGATCAAGGATCTGATGC 



NSDOCID: <WO 2004094636A1_I_> 



WO 2004/094636 



PCT/EP2003/004362 



177 



NM. 


.032913 


CDK4 


5120 


ACACGATCAAGGATCTGATGC 


NM. 


.000075 


CDK4 


5121 


ACTCTACAGCTACCAGATGGC 


NM. 


.032913 


CDK4 


5121 


ACTCTACAGCTACCAGATGGC 


NM. 


~000075 


CDK4 


5122 


ACGCCTCTCTTCTGTGGAAAC 


NM. 


.032913 


CDK4 


5122 


ACGCCTCTCTTCTGTGGAAAC 


NM. 


.052984 


CDK4 


5122 


ACGCCTCTCTTCTGTGGAAAC 


NM. 


.000075 


CDK4 


5123 


ACATCTTTGACCTGATTGGGC 


NM. 


.032913 


CDK4 


5123 


ACATCTTTGACCTGATTGGGC 


NM. 


052984 


CDK4 


5123 


ACATCTTTGACCTGATTGGGC 


NM 005965 


MYLK 


5124 


ACATTACCAGCAGAGAATGGC 


NM. 


.053025 


MYLK 


5124 


ACATTACCAGCAGAGAATGGC 


NM. 


.053026 


MYLK 


5124 


ACATTACCAGCAGAGAATGGC 


NM. 


.053027 


MYLK 


5124 


ACATTACCAGCAGAGAATGGC 


NM_053028 


MYLK 


5124 


ACAT TACCAGCAGAGAATGGC 


NM. 


.053029 


MYLK 


5124 


ACATTACCAGCAGAGAATGGC 


NM. 


.053030 


MYLK 


5124 


ACATTACCAGCAGAGAATGGC 


NM. 


.005965 


MYLK 


5125 


ACGAAGCTGCTGCTCCAGTGC 


NM. 


.053025 


MYLK 


5125 


ACGAAGCTGCTGCTCCAGTGC 


NM. 


.053026 


MYLK 


5125 


ACGAAGCTGCTGCTCCAGTGC 


NM. 


.053027 


MYLK 


5125 


ACGAAGCTGCTGCTCCAGTGC 


NM. 


.053028 


MYLK 


5125 


ACGAAGCTGCTGCTCCAGTGC 


NM. 


.053029 


MYLK 


5125 


ACGAAGCTGCTGCTCCAGTGC 


NM. 


.053030 


MYLK 


5125 


ACGAAGCTGCTGCTCCAGTGC 


NM. 


.005965 


MYLK 


5126 


ACGTCACCGTGGATGATGCTC 


NM. 


.053025 


MYLK 


5126 


ACG T CACCGT GGAT GAT GCTC 


NM. 


.053026 


MYLK 


5126 


ACGTCACCGTGGATGATGCTC 


NM. 


.053027 


MYLK 


5126 


ACGTCACCGTGGATGATGCTC 


NM. 


.053028 


MYLK 


5126 


ACGTCACCGTGGATGATGCTC 


NM. 


.053029 


MYLK 


5126 


ACGTCACCGTGGATGATGCTC 


NM. 


.053030 


MYLK 


5126 


ACGTCACCGTGGATGATGCTC 


NM. 


.003674 


CDK10 


5127 


ACCCACCTGGAGAGCATCTTC 


NM. 


.052987 


CDK10 


5127 


ACCCACCTGGAGAGCATCTTC 


NM. 


.052988 


CDK10 


5127 


ACCCACCTGGAGAGCATCTTC 


NM. 


.003674 


CDK10 


5128 


ACCT TCATTATCCACAGGGAC 


NM_052987 


CDK10 


5128 


ACCTTCATTATCCACAGGGAC 


NMJD52988 


CDK10 


5128 


ACCTTCATTATCCACAGGGAC 


NM. 


.003674 


CDK10 


5129 


ACGGTGGTCACTCTCTGGTAC 


NM. 


.052987 


CDK10 


5129 


ACGGTGGTCACTCTCTGGTAC 


NM. 


.052988 


CDK10 


5129 


ACGGTGGTCACTCTCTGGTAC 


NM. 


.016508 


CDKL3 


5130 


ACGTGGGCAATTTGTCACCTC 


NM. 


.016508 


CDKL3 


5131 


ACGCCCAAGGAGATCAAAGTC 


NM. 


.016508 


CDKL3 


5132 


ACACCCTATCAATCCCAGCAC 


NM. 


052841 


STK22C 


5133 


ACATCTGCCTGGTGATGGAGC 


NM. 


.052841 


STK22C 


5134 


ACGGTGTTGCCCAAGTCACAC 


NM_ 


.052841 


STK22C 


5135 


ACGTTAGTTGGCATCCATGGC 


NM 


002650 


PIK4CA 


5136 


ACGTGGAGATCTTCTCCAGCC 
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DlkAPA 


0 lof 
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0140 
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PHI CAO 


01 4U 
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AbbAAb UA0V3AU bTCbT C AAC 
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Abb 1 AbAAbbAAb 1 bAbbbbb 
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MARINA 
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014Z 
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01 4o 
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or\0 IO 


MAPtfA 
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ACCAAGTTCC AGCAAAGG CAC 


MM A9Afifift 
IN IVI UfcUOOD 


PI KA 
bi_rvt 


Ri AA 
O 144 


AbbbAbb 1 bb X X bAbAAA i bb 
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PI KA 


*?i AA 

o 


AbbbAbb J. bb 1 1 bAbAAA J. bb 


IN IVI bF^VJQOO 


PI KA 


O 140 
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PI KA 


O 140 
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ACCTATGTGGAGCACGACCTC 
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014/ 


ACCTATGTGGAGCACGACCTC 
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Ol47 


ACCTATGTGGAGCACbACCTC 


INM_Uoo4ob 


OUL/ZL1 


FT A A -7 

5147 


ACCTATGTGGAGCACGACCTC 


MM r*QO>IQ"7 

NM^Uoo4o/ 


bUbzLI 


5147 


ACCTATGTGGAGCACGACCTC 


k til a nooxpp 
NM_Uoo4oo 


LrUOZL 1 


5147 


ACCTATGTGGAGCACGACCTC 


MM HOO/IQO 
INM_Uoo4oy 


/"♦i-w^oi 4 
bUbzLI 


C -4 A~7 

5147 


ACCT AT GT GGAGCACG ACC T C 


ma/1 n on 
in ivi_uoo4yu 


LrUbrZLI 


5147 


ACCTATGTGGAGCACGACCTC 


MM AQ.^A01 
INIVI^ UOOHv7 1 


PHPOI 1 


014/ 


ACCTATGTGGAGCACGACCTC 


MM nilAQO 
INIVI_UOO*t»7^ 


PHP9I 1 


O 14/ 


TV /""'/Tp TV rrt/nrp /~i /^•7V/-^/^TV/~ ,x ~'T\ f*r*Tf*f*+ 

Abb 1 AX b 1 bbAbbAbbAbbTb 


MM A**'*tAQ'* 

IN IVI UOJHgO 


pnp9i i 


014/ 


Abb JL Ai bl bbAGCACGACCTC 


MM n*"*^97 


PRP9I 9 
bL/b<£l_^ 


Ri A7 
O l*f/ 


IVPP r PB'PPTPP7\PPB PPSfPTP 

Abb X A X b 1 bbAbbAbbAbb X b 


MM n^q^oft 


PHP9I 9 


m A7 

O l*f / 


TiPPTfiTPTPPTlPPKPPTVPPfnP 

Abb X AX b X bbAbbAbbAbb X b 


MM n^^*59Q 

IN IVI Uvwwfcg 


PDP9I 9 


R1A7 
O l*f/ 


JVPPTB TPTPP7iPPl\ pp7\ ppmp 

Abb X AX b X bbAbbAbbAbb X b 


mm o,t^°.i 

IN IVI UwO JO 1 


PHP9I 9 


O l*f / 


tv ppmii rp r~« rn 0 tv priT r^r^TV/-*/— «rp/-i 

Abb X A I b X bbAbbAbbACCTC 


MM n^w*^? 

IN IVI^UOOOOfc 
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*?i A7 
Q 14/ 


Tv ppmii m/~»rp/^ /""TV PP7\ '""'/"*» TV ppmri 
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MM n^^^^R 

IN IVI VJJyJO 


PHP9I 9 


R*l A7 
O 14/ 


Ty f*"*P""rp 7\ T" /*"* 1"* J** 1 P* TV f~* 7V O O TV rp/~« 

Abb X AX b X bbAbbAbbACCTC 


MM fl^^S^7 

IN IVI UjOJJ # 


PPIP9I 9 


A7 
O 14/ 


TV PtPTTITV rp/~irp /"»/"' TV P 1 /"* 7V ppiv p^p*m#-t 

Abb X AX b 1 bbAbbAbbAbb X b 


NM_033621 


CDC2L2 


5147 


ACCTATGTGGAGCACGACCTC 


M37712 


HUMP58GTA 


5148 


ACCAACCTCCGCAAGCGCTTC 


NM_001787 


CDC2L1 


5148 


ACCAACCTCCGCAAGCGCTTC 


NM_024011 


CDC2L2 


5148 


ACCAACCTCCGCAAGCGCTTC 


NM_033486 


CDC2L1 


5148 


ACCAACCTCCGCAAGCGCTTC 


NM_033487 


CDC2L1 


5148 


ACCAACCTCCGCAAGCGCTTC 
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NM. 


.033488 


CDC2L1 


5148 


ACCAACCTCCGCAAGCGCTTC 


NM. 


.033489 


CDC2L1 


5148 


ACCAACCTCCGCAAGCGCTTC 


NM. 


.033490 


CDC2L1 


5148 . 


ACCAACCTCCGCAAGCGCTTC 


NM. 


.033491 


CDC2L1 


5148 


ACCAACCTCCGCAAGCGCTTC 


NM. 


.033492 


CDC2L1 


5148 


ACCAACCTCCGCAAGCGCTTC 


NM. 


.033493 


CDC2L1 


5148 


ACCAACCTCCGCAAGCGCTTC 


NM. 


.033527 


CDC2L2 


5148 


ACCAACCTCCGCAAGCGCTTC 


NM_033528 


CDC2L2 


5148 


ACCAACCTCCGCAAGCGCTTC 


NM. 


.033529 


CDC2L2 


5148 


ACCAACCTCCGCAAGCGCTTC 


NM. 


.033531 


CDC2L2 


5148 


ACCAACCTCCGCAAGCGCTTC 


NM. 


.033532 


CDC2L2 


5148 


ACCAACCTCCGCAAGCGCTTC 


NM. 


.033534 


CDC2L2 


5148 


ACCAACCTCCGCAAGCGCTTC 


NM. 


.033536 


CDC2L2 


5148 


ACCAACCTCCGCAAGCGCTTC 


NM. 


.033537 


CDC2L2 


5148 


ACCAACCTCCGCAAGCGCTTC 


NM. 


.033621 


CDC2L2 


5148 


ACCAACCTCCGCAAGCGCTTC 


M37712 


HUMP58GTA 


5149 


ACCAAGTTCCTGACCTACTTC 


NM. 


.001787 


CDC2L1 


5149 


ACCAAGTTCCTGACCTACTTC 


NM. 


.024011 


CDC2L2 


5149 


ACCAAGTTCCTGACCTACTTC 


NM. 


.033486 


CDC2L1 


5149 


ACCAAGTTCCTGACCTACTTC 


NM. 


.033487 


CDC2L1 


5149 


ACCAAGTTCCTGACCTACTTC 


NM. 


.033488 


CDC2L1 


5149 


ACCAAGTTCCTGACCTACTTC 


NM. 


.033489 


CDC2L1 


5149 


ACCAAGTTCCTGACCTACTTC 


NM. 


.033490 


CDC2L1 


5149 


ACCAAGTTCCTGACCTACTTC 


NM. 


.033491 


CDC2L1 


5149 


ACCAAGTTCCTGACCTACTTC 


NM. 


.033492 


CDC2L1 


5149 


ACCAAGTTCCTGACCTACTTC 


NM. 


.033493 


CDC2L1 


5149 


ACCAAGTTCCTGACCTACTTC 


NM. 


.033527 


CDC2L2 


5149 


ACCAAGTTCCTGACCTACTTC 


NM. 


.033528 


CDC2L2 


5149 


ACCAAGTTCCTGACCTACTTC 


NM. 


.033529 


CDC2L2 


5149 


ACCAAGTTCCTGACCTACTTC 


NM. 


.033531 


CDC2L2 


5149 


ACCAAGTTCCTGACCTACTTC 


NM. 


.033532 


CDC2L2 


5149 


ACCAAGTTCCTGACCTACTTC 


NM. 


.033534 


CDC2L2 


5149 


ACCAAGTTCCTGACCTACTTC 


NM. 


.033536 


CDC2L2 


5149 


ACCAAGTTCCTGACCTACTTC 


NM_ 


033537 


CDC2L2 


5149 


ACCAAGTTCCTGACCTACTTC 


NM_ 


.033621 


CDC2L2 


5149 


ACCAAGTTCCTGACCTACTTC 


NM. 


012424 


RPS6KC1 


5150 


ACAGCTCAGGACACCATTAGC 


NM_ 


058253 


RPS6KC1 


5150 


ACAGCTCAGGACACCATTAGC 


NM_ 


012424 


RPS6KC1 


5151 


ACCACTATGCACAGGAGGATC 


NM_ 


.058253 


RPS6KC1 


5151 


ACCACTATGCACAGGAGGATC 


NM. 


012424 


RPS6KC1 


5152 


ACCTTCTCACTGGCAAGACTC 


NM. 


058253 


RPS6KC1 


5152 


ACCTTCTCACTGGCAAGACTC 


NM_ 


015978 


LOC51086 


5153 


ACTGAAGACCATGTCCCACTC 


NM_ 


015978 


LOC51086 


5154 


ACTCTAGTGGCTTGTGATCCC 


NM. 


.015978 


LOC51086 


5155 


ACTGATCCCAGCCAGTTTGCC 


NM_ 


019884 


GSK3A 


5156 


ACGGTGACCACAGTCGTAGCC 


NM_ 


019884 


GSK3A 


5157 


ACGGTGTACATGTACCAGCTC 
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NM_0 19884 


ool\oA 


5157 


TV f** 1 rn /"^ rn 7\ t\ r*i,A m tv t\ a»/"titi/"^ 

ACGGTGTACATGTACCAGCTC 


NM_0 19884 




C 4 CO 

5158 


ACCAAATCCGAGAGATGAACC 


Ktivii noc a ftc 
NM — 025190 


uorVv 


5159 


TV i^i t\ rn/^7\ /* > /~ , 0/'~'mrnTv /A7v m/>o n r<o 

AO A 1 AL»G U C T T AC AT C C AG C 


NM_025195 


LfOrVv 


C A A A 

5160 


ACGCAGATTGTCTCCGCCGTC 


NM__025195 


UorVV 


5161 


ACAGCCAGGTGCCTCATTCGC 


i\Jlvi_p52947 


LJ A \f 


r- ^ a a 

5162 


ACTCTCTTGCAGCCAGATGCC 


NM_052947 


LJ A 1/ 


r* A a a 

5163 


AC AGAAGG AGG T G ACAAG AGC 


NM_052947 


MAI/ 

HAK 


5164 


ACTGAG T GCT T T CAAGC GACC 


NM_018401 


H5A250839 


5165 


ACTATCCTGCTGGATGAACAC 


NM_018401 


HSA250839 


r? «4 A A 

5166 


TV TV 4^ ^1 TV /"^ TV TV T\ ^> m m 

ACAGGAGCAGAAAGGGCT TCC 


NM_0184Q1 


II O AOCAOOn 

HSA250839 


a j a a? 

5167 


ACGGGAGGTTGAACTGCGATC 


KIR/1 noifto? 

NM_032037 


SSTK 


A U A A 

5168 


ACGTACAAGGGTACCGTGGCC 


NM_032037 


SoTK 


f A A A 

5169 


ACGCTCACCGACTTCGGCTTC 


NM_032037 


SoTK 


^ H — 7 A 

5170 


ACGAAGT ACGAT GTG T GGAGC 


NM_004563 


PCK2 


r~ a —ta 

5171 


ACCTGAGGCTGAGAATACTGC 


NM_0U45b3 


PCK2 


A A — yA 

5172 


ACGAAGTGCTTTGCCCTACGC 


NM_0045o3 


O/^l/O 

PCK2 


A ,4 ^ a 

5173 


ACGGAAGGAGCCTTGGATCTC 


nihil nnc»nn 
NM_005400 


DDI//^C 

PRKCc 


5174 


ACGCCT TG T CAT TT G ACAACC 


NM_005400 


PRKCc 


5175 


ACCTTCATCAAGGTGTTGGGC 


MIL/I AACyinA 

NM_005400 


PRKCc 


5176 


ACGAAG AT CAAGCCACCCT TC 


|V| n yi AHC7HC 

NM_ 01571b 


h ill kit/ 

MINK 


5177 


ACGTACTCTCACCACCGCAAC 


NM_Q1571o 


k /n mi/ 

MINK 


5178 


ACTCACAGCCATCGAGATGGC 


NM_015716 


Kill k 11/ 

MINK 


5179 


ACGCGATTCAACTCCGAGATC 


AF344883 


AF344883 


tr A A A 

5180 


ACAGCTGCCAATGTCTTGCTC 


NM_0 16542 


ft M (~\~T~ A 

MST4 


5180 


ACAGCTGCCAATGTCTTGCTC 


APA J J AAA 

AF344883 


A ^~ A J* J AAA 

AF344883 


5181 


ACTGGAGCT T T ACC ACCGTAC 


NM_0 16542 


MST4 


5181 


ACTGGAGCTTTACCACCGTAC 


A Mil ifloo 

AF344883 


AF344883 


5182 


ACGTATTGCTGTGGCTGAAGC 


Ik Ik N AJAP 

NM_0 16542 


MST4 


5182 


ACGTATTGCTGTGGCTGAAGC 


NM_004544 


kir\i ir ah a 

NDUFA10 


5183 


ACGCAGTGTGTGGACCACTAC 


Nlvl_JJ1o2l0 


CI t H A700 

FLJ 10782 


5184 


ACGAAGAGATCACTGCTCGAC 


rMM^u 10210 


Cl MA700 

rLJ 10782 


C A or 

5185 


ACGAGCCTGCTGCACATGATC 


Nlvi_ U1o210 


CI 1 H 0700 

FLJ 1 0782 


C A A A 

5186 


ACGCTGGCCGTCATCAAGAAC 




CI IO *1 A A A 

FLJ21 140 


5187 


ACACCCTACCATGTCACTCAC 




CI IO-4 4. Af\ 

FLJ21 140 


fiiAA 

5188 


ACCCCTTCTGAGCGGATCCTC 


A COOH QQC 


A COO HOOC 

Ar 32 1385 


C A OA 

5189 


T\ yi /-n ^t t\ m ^% Ti tv tv m m ti ti Ti /"i ^« ai 

ACGGATGAAATTGGAAAGGGC 


A COO H OQC 

Ar 32 1386 


A POOH A A A 

AF321386 


f— X A A 

5189 


ACGGATGAAATTGGAAAGGGC 


A COO *t OQQ 


A COOH OOO 

AF321388 


C A Oft 

5189 


ACGGATGAAATTGGAAAGGGC 


NM_UUD04y 


/"*> A hill/ I/O 

CAMKK2 


5189 


ACGGATGAAATTGGAAAGGGC 


A COO H OOC 

Ar 32 1385 


A P"OA<( A A f» 

AF321385 


5190 


ACGATCATCCACCGTGACATC 


AF321386 


AF321386 


5190 


ACGATCATCCACCGTGACATC 


AF321388 


AF321388 


5190 


ACGATCATCCACCGTGACATC 


NMJD06549 


CAMKK2 


5190 


ACGATCATCCACCGTGACATC 


AF321385 


AF321385 


5191 


ACGATCTTCTCTGGGAAGGCC 


AF321386 


AF321386 


5191 


ACGATCTTCTCTGGGAAGGCC 


AF321388 


AF321388 


5191 


ACGATCTTCTCTGGGAAGGCC 



JNSDOCID: <WO___2004094636A1_I_> 



WO 2004/094636 PCT/EP2003/004362 



181 



NM_006549 


CAMKK2 


5191 


ACGATCTTCTCTGGGAAGGCC 


NM_080283 


ABCA9 


5192 


ACCCACAGGATCCTCTGACCC 


NM_004336 


BUB1 


5193 


ACACCATGGAACTACCAGATC 


NM_005476 


GNE 


5194 


ACGAGATGGTTCGAGTGATGC 


NM_005476 


GNE 


5195 


ACCCTCCGAGTTGCAATAGTC 


NM_005476 


GNE 


5196 


ACGCCATGGGTGCATTGAAGC 


NM_005922 


MAP3K4 


5197 


ACAGTCGACTATGGGAGCTTC 


NM_006724 


MAP3K4 


5197 


ACAGTCGACTATGGGAGCTTC 


NM_005922 


MAP3K4 


5198 


ACGGAGCTCTTCCATGAAGCC 


NM_006724 


MAP3K4 


5198 


ACGGAGCTCTTCCATGAAGCC 


NM_005922 


MAP3K4 


5199 


ACTGCAGCTGCAGGAAAGGAC 


NM_006724 


MAP3K4 


5199 


ACTGCAGCTGCAGGAAAGGAC 


NM_033118 


MYLK2 


5200 


ACGAACATCCTGGCAGAGAGC 


SK675 


skMLCK 


5200 


ACGAACATCCTGGCAGAGAGC 


NM_033118 


MYLK2 


5201 


ACGACAAGGAAATGGTGTTGC 


SK675 


skMLCK 


5201 


ACGACAAGGAAATGGTGTTGC 


NM_033118 


MYLK2 


5202 


ACATACCTCATGAAGAGGCGC 


SK675 


skMLCK 


5202 


ACATACCTCATGAAGAGGCGC 


NM_002610 


PDK1 


5203 


ACTCTTCTCAGGACACCATCC 


NM_002610 


PDK1 


5204 


ACTCACCAGGACAGCCAATAC 


NM_002610 


PDK1 


5205 


ACAGCTGCCTGGAAGCATTAC 


NM_002031 


FRK 


5206 


ACAGACG AG ATGGC T CCAG TC 


NM_002031 


FRK 


5207 


ACATGACTTCCTGAGGGAGGC 


NM_002031 


FRK 


5208 


ACCAGGTAGACATGGCGGCAC 


NM_003503 


CDC7L1 


5209 


ACCAAGATTCCACTGAGTGGC 


NM_003503 


CDC7L1 


5210 


ACCACCTCCAGGACAATACTC 


NM_002005 


FES 


5211 


ACGGACAAGTGGGTGCTGAAC 


NM_002576 


PAK1 


5212 


ACGAGCGGCCAGAGATTTCTC 


NM_002576 


PAK1 


5213 


ACCTGACTTTGGATTCTGTGC 


NM_002576 


PAK1 


5214 


ACCCCTCTGAGAGCCTTGTAC 


NM_004443 


EPHB3 


5215 


ACTATAATCCGGCTCGAGGGC 


NM_004443 


EPHB3 


5216 


ACGAAGATCCTGAGCAGTATC 


AY056048 


AY056048 


5217 


ACATACCATGAGAAGGGCGCC 


NM_004444 


EPHB4 


5217 


ACATACCATGAGAAGGGCGCC 


AY056048 


AY056048 


5218 


ACAGAT TCCCAT CCG AT GGAC 


NM_004444 


EPHB4 


5218 


ACAGATTCCCATCCGATGGAC 


AY056048 


AY056048 


5219 


ACTCAGGACGTGATCAATGCC 


NM_004444 


EPHB4 


5219 


ACTCAGGACGTGATCAATGCC 


NM_004064 


CDKN1B 


5220 


ACGACTGATCCGTCGGACAGC 


NM_004064 


CDKN1B 


5221 


ACTAAGGAAGCGACCTGCAAC 


NM_004064 


CDKN1B 


5222 


ACATGTTTCAGACGGTTCCCC 


NM_021158 


C20orf97 


5223 


ACGAAGCTGGTGCTGGAGAAC 


NM_015148 


PASK 


5224 


ACGGACCAGCAAATCACTGCC 


SK499 


PASK 


5224 


ACGGACCAGCAAATCACTGCC 


NM_015148 


PASK 


5225 


ACGATTCTGAAGCTCCAGTCC 


SK499 


PASK 


5225 


ACGATTCTGAAGCTCCAGTCC 
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tiii r\ a t~ a a. n 

NM_015148 


PASK 


5226 


ACACaTACAGTACCATGAGCCC 


SK499 


PASK 


(•AAA 

5226 


TV f~ 1 T\ OTP TV TV y~»fT» T\ /T/T TV fTV A TV AAAA 

ACAGTACAGTACCATGAGCCC 


NM_0 13233 


STK39 


5227 


ACT T AGCAACAGGAGCAGCGC 


NM_0 13233 


STK39 


5228 


ACGCCAAGAACAGAGAGTACC 


NM_0 13233 


STK39 


5229 


ACATACAGTCCCTCTCTGTGC 


NMJJ80823 


Ak A A ^ ^1 ji *v 

C20orf148 


5230 


ACGTCAGACGTCTGGTCCTTC 


NMJ)12247 


SPS 


5231 


ACGGCCTGCGGAAACATGTTC 


NM_080915 


r\ ai i ai/ 

DGUOK 


5232 


ACCACGAAGCCTGGCTTATTC 


NM_080916 


DGUOK 


5232 


ACCACGAAGCCTGGCTTATTC 


kill A A. ^\ A, A ^T 

NM_080917 


DGUOK 


5232 


ACCACGAAGCCTGGCTTATTC 


NM_080916 


DGOOK 


5233 


ACCATTGCTGTGGGAAAGTCC 


NM_080918 


p\/^k ■ i/^ix 
DGUOK 


r aaa 

5233 


tv /*ioi t\ m m m m tv tv tv m^r^r 

ACCATTGCTGTGGGAAAGTCC 


NM_D 80915 


DGUOK 


5234 


t\ r^O ) 7\ni/^OOTV^* , TvT\rriTvrn/*T/*^'7\ r~>r^ 

ACCATGGCAGAATATCCAGGC 


NM_p80918 


pk/^N| if~\\S 

DGUOK 


COO A 

5234 


ACCATGGCAGAATATCCAGGC 


NM_08091o 


nm traits 
DGUOK 


cooc 

5235 


ACTATCCAGGCTGCTGGCACC 


NM_ 08091 0 


pvr"*i tr\is 

DGUOK 


5235 


ACTATCCAGGCTGCTGGCACC 


kir /i r\A o a no 

NM_0 18492 


TOPK 


5236 


tv /—i tv tv r~* f* tv m tv rn tv tv t\ r~* /~> f~* tv /"*« t~*r-» 

ACGAACGATATAAAGCCAGCC 


NM_0 18492 


TOPK 


I— A A"7 

5237 


ACTCTGTGATGTAGGAGTCTC 


KIK A f\ A O A OO 

NIvMj 18492 


TOPK 


C A A A 

5238 


ACGATCGTCCTTCTGCTGCAC 


■Linn f\**r*f\r*r> 

NM_033266 


ERN2 


5239 


ACGCACCACTACAGGGAGCTC 


SK498 


IRE2 * 


5239 


ACGCACCACTACAGGGAGCTC 


N MJ)Q4672 


MAP3K6 


5240 


ACCACCTTCAGTGGGCTGCTC 


NM_004672 


MAP3K6 


5241 


ACCTCTGCAGTATATGGCCCC 


fc, mm m a** a*\ a% 

NMJ)04672 


MAP3K6 


5242 


ACTGTGGATTCAGGCACCATC 


NM_0Q6254 


i aT a*^ +m± 

PRKCD 


5243 


ACGACTGCGGCATGAATGTGC 


4 I ft | Am- A M A 

NM_006254 


PRKCD 


5244 


ACGGACATCCTGGAGAAGCTC 


h ik A aaaaa.4 

NMJD06281 


STK3 


5245 


ACGGAATCCGGTCAAGTTGTC 


NM_006281 


STK3 


5246 


ACAGT TCC TCAAGAT GGAGAC 


k Ik « A. AAA A A 

NM_006281 


STK3 


5247 


ACGACAGCCCATTCTGGATGC 


k lk • 

NIvMj06875 


PIM2 


rr a A A 

5248 


ACGTAGTGGCAGCCATCCAGC 


NM_0 17886 


FLJ20574 


5249 


TV /™1 ITl TV /— » TV /~tm TV TV TV AA TV m *— « m /-T 

ACGTAGAGTCAAAGGATCTCC 


C*7 

5K457 


1 11 IS A 

ULK4 


co a n 

5249 


TV Al ^T PT1TV Al TV m^lTV TV TV TV rfi <t ^T 

ACGTAGAGTCAAAGGATCTCC 


NIVM} 17886 


tri ionc~7 vi 
FLJ20574 


COCA 

5250 


tv /*t r^f^r^ tv ^« tv tv a>tv nmoomnYv tv ai 

ACGGGCACAAGAGTGGTCAAC 


oK457 


1 11 ISA 

ULK4 


COCA 

5250 


TV A1 /-^ A /-^ TV Al TV TV /TTl /*• fTl f¥l Ol TV TV /T 

ACGGGCACAAGAGTGGTCAAC 


klfkil n«i 7QOC 


rLJ20574 


COC4 

o2o 1 


ACTCCAGCATTTGCGGATAGC 




1 tl ISA 




ACTCCAGCATTTGCGGATAGC 


MR/i n h 7000 
NlvM) 17988 


r-i Hnft7i1 

FLJ 10074 


coco 
5252 


TV /"T A A TV AIHAAAII TV TV AAmmAm TV A] 

ACGGACTGCCAAAGGTTCTAC 


SK475 


SCYL2 


coco 

5252 


TV /A A A TV ITV A A A] TV TV TV AAltimAlnVl Al 

ACGGACTGCCAAAGGTTCTAC 


h|K 1 C\A 7HOO 

NM_0 17988 


i— i ■ a r\r\~7 a 

FLJ10074 


5253 


ACGCTCCTTCCATTCAGATCC 


SK475 


SCYL2 


5253 


ACGCTCCTTCCATTCAGATCC 


AK027493 


AK027493 


5254 


ACCAACAGCACTCTTCAGTCC 


NM_018650 


MARK1 


5254 


ACCAACAGCACTCTTCAGTCC 


AK027493 


AK027493 


5255 


ACGACGGCTCTGAAGCTTACC 


NM_018650 


MARK1 


5255 


ACGACGGCTCTGAAGCTTACC 


NM_018650 


MARK1 


5256 


ACCCGACACCTCAAGAAGTAC 


AK027493 


AK027493 


5257 


AC GACCAC T AGTT CAAT GGAC 
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NM_018650 


MARK1 


5257 


ACGACCACTAGTTCAATGGAC 


NMJ303681 


PDXK 


5258 


ACCCACACAGGCTATGCCCAC 


NM_Q03681 


PDXK 


5259 


ACAGTGGTGCCGCTTGCAGAC 


NM_003681 


PDXK 


5260 


ACCGCATCCGGATGGACATTC 


NM_004073 


CNK 


5261 


ACGAAGACCATCTGTGGCACC 


SK316 


PLK3 


5261 


ACGAAGACCATCTGTGGCACC 


NM_004073 


CNK 


5262 


ACAGACTGTGCACTACAATCC 


SK316 


PLK3 


5262 


ACAGACTGTGCACTACAATCC 


NM_004073 


CNK 


5263 


ACGACGGATCAGGCTCTCCTC 


SK316 


PLK3 


5263 


ACGACGGATCAGGCTCTCCTC 


NM_014326 


DAPK2 


5264 


ACTGTCATCACGCTGCACGAC 


NM_014326 


DAPK2 


5265 


ACATTGTGAACTACGAGCCCC 


NM_0 14326 


DAPK2 


5266 


ACCTTCAGGAAGCAGTATGTC 


NM_005884 


PAK4 


5267 


ACCATGTCGGTGACACGCTCC 


NM_005884 


PAK4 


5268 


ACATGGGATGCCAGAGGAGCC 


NM_005884 


PAK4 


5269 


ACTGTGGTGGAGATGTACAAC 


NM_005884 


PAK4 


5270 


ACGCTGTCAGACTTTGGGTTC 


NM_005884 


PAK4 


5271 


ACCATGTATGAGTGTGTGCAC 


NM_001396 


DYRK1A 


5272 


ACGCGAAGACACCAACAGGGC 


NM_101395 


DYRK1A 


5272 


ACGCGAAGACACCAACAGGGC 


NM_1 30436 


DYRK1A 


5272 


ACGCGAAGACACCAACAGGGC 


NM_1 30437 


DYRK1A 


5272 


ACGCGAAGACACCAACAGGGC 


NM_1 30438 


DYRK1A 


5272 


ACGCGAAGACACCAACAGGGC 


NM_001396 


DYRK1A 


5273 


ACGTTTGCGCAACAGATGTGC 


NM_101395 


DYRK1A 


5273 


ACGTTTGCGCAACAGATGTGC 


NM_1 30436 


DYRK1A 


5273 


ACGTTTGCGCAACAGATGTGC 


NM_1 30437 


DYRK1A 


5273 


ACGTTTGCGCAACAGATGTGC 


NM_1 30438 


DYRK1A 


5273 


ACGTTTGCGCAACAGATGTGC 


NMJ301396 


DYRK1A 


5274 


ACCCACCAGGAACCCGTAAAC 


NM_101395 


DYRK1A 


5274 


ACCCACCAGGAACCCGTAAAC 


NM_1 30436 


DYRK1A 


5274 


ACCCACCAGGAACCCGTAAAC 


NM_1 30437 


DYRK1A 


5274 


ACCCACCAGGAACCCGTAAAC 


NM_1 30438 


DYRK1A 


5274 


ACCCACCAGGAACCCGTAAAC 


NM_005108 


XYLB 


5275 


ACGATGAAGGCTTCGGGCTTC 


NM_005108 


XYLB 


5276 


ACCCACAAGGTTGCAGCATTC 


NM_005108 


XYLB 


5277 


ACATCCCAGACTAGCTGCTAC 


NM_0 14572 


LATS2 


5278 


ACTGAGTGGGTGGTCAAACTC 


NM_003390 


WEE1 


5279 


ACGCAGAGTTGAAGGATCTCC 


NM_0 13254 


TBK1 


5280 


ACGAGGAGACAACAACAAGAC 


NM_013254 


TBK1 


5281 


ACCTTATCTACGAAGGGCGAC 


NM_013254 


TBK1 


5282 


ACGGCTGGCACAACATTTCCC 


NM_005012 


ROR1 


5283 


ACGAAGATGGATTCTGTCAGC 


NM_005012 


ROR1 


5284 


ACTCAGATCACAGCTGCCTTC 


NM_005012 


R0R1 


5285 


ACATGCCACCACACAGACAAC 


NM_004560 


ROR2 


5286 


ACCGGGATGAAGACCATTACC 


NM_004560 


ROR2 


5287 


ACTTCCTGGTCATGCGCTCGC 
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ACCACGCCCGGACATATATCC 


Y14440 


HSY14440 


5445 


ACCACGCCCGGACATATATCC 


AF001174 


AF001174 


5446 


ACGCACCTGAAGCACGAGAAC 


AF031135 


AF031135 


5446 


ACGCACCTGAAGCACGAGAAC 


NM_002751 


MAPK11 
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ACGCACCTGAAGCACGAGAAC 


NM_1 38993 


MAPK11 


5446 


ACGCACCTGAAGCACGAGAAC 
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SK342 


p38b 


5446 


ACGCACC T GAAGCACGAGAAC 


U53442 


HSU53442 


5446 


ACGCACCTGAAGCACGAGAAC 


Y14440 


HSY14440 


5446 


ACGCACCTGAAGCACGAGAAC 


NMJ305433 


YES1 


5447 


ACGTGTGAGCCATTATGGAGC 


NM_005433 


YES1 


5448 


ACGATGCTTGGGAAATCCCTC 


NMJ) 18638 


EKI1 


5449 


ACCACCATGGAGGATGTAGTC 


NM_0 18638 


EKI1 


5450 


ACGCATGTCTGCAACCCAGCC 


NM_018638 


EKI1 


5451 


ACCTACAGAGTCAGTGGCTGC 


NM_007271 


STK38 


5452 


ACGGTGATGGAAGAAGAAGGC 


SK249 


NDR1 


5452 


ACGGT GAT GGAAGAAGAAGGC 


NMJ)07271 


STK38 


5453 


ACGAGCAGGT T GGCCAC ATT C 


SK249 


NDR1 
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ACGAGCAGGTTGGCCACATTC 


NM_007271 


STK38 
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ACGAACAAAGACTGGGTCTTC 
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NDR1 
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ACGAACAAAGACTGGGTCTTC 
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PIK3CG 
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ACGATTGCCAACAACTGCATC 
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PIK3CG 
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ACACTGGAGAGCTTGGAGGAC 


NM_002649 


PIK3CG 


5457 


ACCATGGTGATGATCTGCGCC 


NM_005781 


ACK1 


5458 


ACGCGCTTTATTCACCGTGAC 


SK009 


ACK 


5458 


ACGCGCTTTATTCACCGTGAC 

aIw \J \w \W V*/ JL, Jk JL X* -L J» waIwwO J. wi4W 


NMJH55781 


ACK1 


5459 


ACTGATGTCATCACCGTCATC 


SK009 


ACK 


5459 


ACTGATGTCATCACCGTCATn 


NM_005781 


ACK1 


5460 


ACCTTCTCCACCAACAACAGC 


SK009 


ACK 


5460 


ACCTTCTCCACCAACAACAGC 


NWM39158 


ALS2CR7 


5461 


ACCACGTTCTTCACAGGGACC 


SK462 


PFTAIRE2 


5461 


ACCACGTTCTTCACAGGGAPr 


NM_001744 


CAMK4 


5462 


ACCTCGTCACAGGAGGAGAAC 

* *W/ A X^YW ^ W*l w w**w w*1w«*a1w 


SK061 


CaMK4 


5462 


ACC T CGTCACAGGAGGAGAAC 


NM_0 17662 


TRPM6 


5463 


ACGCCGTGATTGCGTGTATCC 


NM_000298 


PKLR 


5464 


ACCATTGCGCGACTCAACTTC 


NM_000298 


PKLR 


5465 


ACGATGATGATTGGGCGCTGC 


NMJJ00298 


PKLR 


5466 


ACGATGCAGCATGCGATTGCC 


NMJ305030 


PLK 


5467 


ACGATGCTTCAGACAGATCCC 


SK315 


PLK1 


5467 


ACGATGCTTCAGACAGATCCC 


NM_0Q5030 


PLK 


5468 


ACTAAAGGCTTGGAGAACCCC 


SK315 


PLK1 


5468 


ACTAAAGGCTTGGAGAACCCC 


NMJ)05030 


PLK 


5469 


ACCTTCTTCCAGGATCACACC 


SK315 


PLK1 


5469 


ACCTTCTTCCAGGATCACACC 


NM_018571 


ALS2CR2 


5470 


ACTTCCCAGTCAGGTGTAGAC 


SK434 


STLK6 


5470 


ACTTCCCAGTCAGGTGTAGAC 


NM_006622 


SNK 


5471 


ACGAAAGGTGTTGACAGAGCC 


SK353 


PLK2 


5471 


ACGAAAGGTGTTGACAGAGCC 


NMJDQ6622 


SNK 


5472 


ACGTCCTCAACAAACAAGGAC 


SK353 


PLK2 


5472 


ACGT CC T CAACAAACAAGG AC 


NMJJ06622 


SNK 


5473 


ACGTGT T GC AGACACAGT GGC 


SK353 - 


PLK2 


5473 


ACGTGTTGCAGACACAGTGGC 


NM_002626 


PFKL 


5474 


ACGAGGAAG TGACC T CAGAGC 
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NM_002626 


PFKL 


5475 


ACGTGCCATGACTACTACACC 


NM_002626 


PFKL 


5476 


ACGACACTGATTTCGAGCACC 


AF387637 


AF387637 


5477 


ACGTTACCTCTCGTACCAGCC 


AF465413 


AF465413 


5477 


ACGTTACCTCTCGTACCAGCC 


M80359 


HUMP78A 


5477 


ACGTTACCTCTCGTACCAGCC 


NM_002376 


MARIO 


5477 


ACGTTACCTCTCGTACCAGCC 


SK096 


MARK3 


5477 


ACGTTACCTCTCGTACCAGCC 


U64205 


HSU64205 


5477 


ACGTTACCTCTCGTACCAGCC 


AF387637 


AF387637 


5478 


ACGGCGGATATTCCTGAACGC 


AF465413 


AF465413 


5478 


ACGGCGGATATTCCTGAACGC 


M80359 


HUMP78A 


5478 


ACGGCGGATATTCCTGAACGC 


NM_002376 


MARK3 


5478 


ACGGCGGATATTCCTGAACGC 


SK096 


MARK3 


5478 


ACGGCGGATATTCCTGAACGC 


U64205 


HSU64205 


5478 


ACGGCGGATATTCCTGAACGC 


M80359 


HUMP78A 


5479 


ACGGAGTCGCAATGTATCTGC 


NM_002376 


MARK3 


5479 


ACGGAGTCGCAATGTATCTGC 


SK096 


MARK3 


5479 


ACGGAGTCGCAATGTATCTGC 


U64205 


HSU64205 


5479 


ACGGAGTCGCAATGTATCTGC 


NM_004836 


EIF2AK3 


5480 


ACGTGGAATTTCAGTGTTGGC 


SK281 


PEK 


5480 


ACGTGGAATTTCAGTGTTGGC 


NM_004836 


EIF2AK3 


5481 


ACCTCCTGTCTTGGTAGGATC 


SK281 


PEK 


5481 


ACCTCCTGTCTTGGTAGGATC 


NM_004836 


EIF2AK3 


5482 


ACAG GAC T GATGCACAGGGAC 


SK281 


PEK 


5482 


ACAGGACTGATGCACAGGGAC 


NM_005233 


EPHA3 


5483 


ACGACCCTGAAAGTTGGCTAC 


NM_005233 


EPHA3 


5484 


ACCCTTCTTCTGGACCAAAGC 


SK123 


EphA3 


5484 


ACCCTTCTTCTGGACCAAAGC 


NM_006180 


NTRK2 


5485 


ACATGCAGTGCCTCTCGGATC 


SK378 


TRKB 


5485 


ACATGCAGTGCCTCTCGGATC 


NM_006180 


NTRK2 


5486 


ACTCTCCAACCTCAGACCACC 


SK378 


TRKB 


5486 


ACTCTCCAACCTCAGACCACC 


NM_006180 


NTRK2 


5487 


ACTTGACGATGGTGCAAACCC 


SK378 


TRKB 


5487 


ACTTGACGATGGTGCAAACCC 


NM_001894 


CSNK1E 


5488 


ACTTCAGCCTCAAGACGGTGC 


SK084 


CK1e 


5488 


ACTTCAGCCTCAAGACGGTGC 


NM_001894 


CSNK1E 


5489 


ACGGGCAACCTGGTCTACATC 


SK084 


CK1e 


5489 


ACGGGCAACCTGGTCTACATC 


NM_001894 


CSNK1E 


5490 


ACGAAGATGTCAACGCCCATC 


SK084 


CKle 


5490 


ACGAAGATGTCAACGCCCATC 


NM_006374 


STK25 


5491 


ACGAGCACCAAGCTATGGATC 


SK395 


YSK1 


5491 


ACGAGCACCAAGCTATGGATC 


NM_006374 


STK25 


5492 


ACGAGGAACACATTCGTGGGC 


SK395 


YSK1 


5492 


ACGAGGAACACATTCGTGGGC 


NM_006374 


STK25 


5493 


ACAGAGAAGCACAAGCAGAGC 


SK395 


YSK1. 


5493 


ACAGAGAAGCACAAGCAGAGC 


NM_014264 


STK18 


5494 


ACGCTCGACACTTCATGCACC 
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NM_007200 


AKAP13 


5509 


ACTGCTGGAGAACCAGACTCC 


NM_006738 


AKAP13 


5510 


ACCACAGTGACTTCTAGTGGC 


NM_007200 


AKAP13 


5510 


AGCACAGTGACTTCTAGTGGC 


NM_006738 


AKAP13 


5511 


ACTGGAGAAAGAACTGGTGCC 


NM_007200 


AKAP13 


5511 


ACTGGAGAAAGAACTGGTGCC 


NM_003656 


CAMK1 


5512 


ACCATTGTAGCCCTGGATGAC 


SK056 


CaMKIa 


5512 


ACCATTGTAGCCCTGGATGAC 


NM_003656 


CAMK1 


5513 


ACATACCTGCATGACCTGGGC 


SK056 


CaMKIa 


5513 


ACATACCTGCATGACCTGGGC 


NM_003656 


CAMK1 
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ACGGCCGAGTACGAGTTTGAC 


SK056 


CaMKIa 
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ACGGCCGAGTACGAGTTTGAC 


NM_004194 
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ACGATGGGACACCTTGTGGTC 


NM_016351 
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ACG ATGG G ACACCTTG TGG TC 
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ACGATGGGACACCTTGTGGTC 
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ACGATGGGACACCTTGTGGTC 
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ACGCGCAGGCTATTCCGAAGC 
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ACTTGCTGTCTGGTCATCATC 
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ACTTGCTGTCTGGTCATCATC 


NG_001070 


NG_001070 
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ACGTTGGTGAGATGGCAAAGC 


NM_013410 


AK3 
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ACGTTGGTGAGATGGCAAAGC 
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5543 


ACGACGGACATTGCTGCCTTC 


XM_064224 


LOC124609 


5543 


ACGACGGACATTGCTGCCTTC 


NMJ316457 


PKD2 


5544 


ACGATGCTGCTCTCCAAGGTC 


SK480 


PKD2 


5544 


ACGATGCTGCTCTCCAAGGTC 


NM_016457 


PKD2 


5545 


ACCTCCTCAAGGGCCTCTTCC 
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SK480 


PKR2 


5545 


ACCTCCTCAAGGGCCTCTTCC 


NM_016457 


PKD2 


5546 


ACCCCACACTGCTTTGAGATC 


SK480 


PKD2 


5546 


ACCCCACACTGCT TTGAGATC 


NM_016457 


PKD2 


5547 


ACGTTCCTCATCACCCAGATC 


SK480 


PKD2 


5547 


ACGTTCCTCATCACCCAGATC 


NM_016457 


PKD2 


5548 


ACTGACCAGATCCAGAACGCC 


SK480 


PKD2 


5548 


ACTGACCAGATCCAGAACGCC 


NM_016457 


PKD2 


5549 


ACGATGGGAGAGCGATACATC 


SK480 


PKD2 


5549 


ACGATGGGAGAGCGATACATC 


NM_005813 


PRKCN 


5550 


ACGTCCTAAGACGGGACTCTC 


SK489 


PKD3 


5550 


ACGTCCTAAGACGGGACTCTC 


NM_005813 


PRKCN 


5551 


ACCGATGTGCCTTCAAGATTC 


SK489 


PKD3 


5551 


ACCGATGTGCCTTCAAGAT TC 


NM_005813 


PRKCN 


5552 


ACATGTGCTGCTTGCATCAGC 


SK489 


PKD3 


5552 


ACAT GT GC T GCTTGC AT C AGC 


NM_002740 


PRKCI 


5553 


ACTGGCCACACTTTCCAAGCC 


SK308 


PKCi 


5553 


ACTGGCCACACTTTCCAAGCC 


XM_052135 


LOC88137 


5553 


ACTGGCCACACTTTCCAAGCC 


NM_002740 


PRKCI 


5554 


ACTTGAATGTGGGCGGCATTC 


SK308 


PKCi 


5554 


ACTTGAATGTGGGCGGCATTC 


XM_052135 


LOC88137 


5554 


ACTTGAATGTGGGCGGCATTC 


NM_002740 


PRKCI 


5555 


ACATTCGCATACCACGTTCTC 


SK308 


PKCi 


5555 


ACATTCGCATACCACGTTCTC 


XM_052135 


LOC88137 


5555 


ACATTCGCATACCACGTTCTC 


NM_001892 


CSNK1A1 


5556 


ACCTATTGTCGTGGGCTACGC 


SK082 


CK1a 


5556 


ACCTATTGTCGTGGGCTACGC 


XMJM6996 


CSNK1A1 


5556 


ACCTATTGTCGTGGGCTACGC 


NM_017859 


URKL1 


5557 


ACGCAAGCGTACCATCTACAC 


NM_017859 


URKL1 


5558 


ACCAAGTTTGTCAAGCCCTCC 


NM_017859 


URKL1 


5559 


ACGCAGATCACCGGTGTGTCC 


NM_002757 


MAP2K5 


5560 


ACGTGATGAGGAAATGAAGGC 


NM_145160 


MAP2K5 


5560 


ACGTGATGAGGAAATGAAGGC 


NM_145161 


MAP2K5 


5560 


ACGTGATGAGGAAATGAAGGC 


SK219 


MAP2K5 


5560 


ACGTGATGAGGAAATGAAGGC 


NM_002757 


MAP2K5 


5561 


ACCAAATGCTTATATGGCGCC 


NM_145160 


MAP2K5 


5561 


ACCAAATGCTTATATGGCGCC 


NWM45161 


MAP2K5 


5561 


ACCAAATGCTTATATGGCGCC 


NM_145162 


MAP2K5 


5561 


ACCAAATGCTTATATGGCGCC 


SK219 


MAP2K5 


5561 


ACCAAATGCTTATATGGCGCC 


NM_002757 


MAP2K5 


5562 


ACACCAGGGATCTTTAATGCC 


NM_145160 


MAP2K5 


5562 


ACACCAGGGATCTTTAATGCC 


NM_145161 


MAP2K5 


5562 


ACACCAGGGATCTTTAATGCC 


NM_145162 


MAP2K5 


5562 


ACACCAGGGATCTTTAATGCC 


SK219 


MAP2K5 


5562 


ACACCAGGGATCTTTAATGCC 


NM_002757 


MAP2K5 


5563 


ACCCAAGGAGAACAACCCACC 


NM_145160 


MAP2K5 


5563 


ACCCAAGGAGAACAACCCACC 
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mm 145162 

INI VI f*Tw 1 SJ4L 


MAP2K5 




ACCCAAGGAGAACAACCCACC 




MAP2K5 


5563 


ACCCAAGGAGAACAACCCACC 


MM 005043 


MAP2K7 


5564 


ACCAAGGAGGAGAACAAGCGC 


NM 145185 

INIVI l*TW lUw 


MAP2K7 


5564 


ACCAAGGAGGAGAACAAGCGC 


SK230 


MAP2K7 


5564 


ACCAAGGAGGAGAACAAGCGC 


mm 005043 

l^jlVI wwww*Tw 


MAP2IC7 


5565 


ACCACGGACGTCTTCATCGCC 


NM 145185 

INIVI l*tw lUw 


MAP2K7 


5565 


ACCACGGACGTCTTCATCGCC 




MAP2K7 

ivir^i ^r\r 


5565 


ACCACGGACGTCTTCATCGrC 


mm 005043 

INIVI WWWV^TW 


MAP2K7 


5566 


ACGCT ACT TGAACACAGCTT C 


NIIWI 145185 

INIVI l"TW 1 WW 


MAP2K7 


5566 


ACGCTACTTGAACACAGCTTC 


SK230 


MAP2K7 


5566 


ACGCTACTTGAACACAGCTTC 


mm 002446 


MAP3K10 

IVI/»i wi\ 1 V 


5567 


ACGTCCATPAACATPCTGATC 




Ml K2 


5567 




NM 002446 


MAP^KIO 

IVI/"\I <0 IN 1 W 


5568 


APGTPATPGAAPAGTPAGPPP 


SK233 


MLK2 


5568 


ACGTCATPGAAPAGTPAGPPP 


NM 002446 


MAP^KIO 
iviaai or\ i \j 


5569 


APAPAGTfiRTPATPAARTnPP 


SK233 


Ml K2 
ivi L.r\x 


5569 

www w 


APAPAGTGGTPATPAAGTGPP 


NM 002419 

lllffl UvAt 1 w 


MAP3K1 1 

IVLr^i wlx 1 1 


5570 


ACGGCAGPGGGTTATGPPAAP 




Ml \C\ 


5570 

iJw 1 w 


APGGPAGPGGGTTATGPPAAP 


NM 002419 

INIVI \J\J£.*-T 1 57 


MAP?K11 
iviAAi o r\ i i 


5571 
w«j r i 


APPTGRGPTGTGPAGATTGPP 




Ml \C\ 


5571 


APPT^f^nPTQTnPZXnATTf^IPP 


NM 00241 Q 

INIVI \J\JC.*~r I v7 


MAP3K11 

IVIAlwiN 1 1 


5572 


APPAAGPTPAPAPTGPPPATP 




Ml \C\ 


5572 


APPAAGPTPAPAPTGPPPATP 


mm H04721 

INIVI UU*t I c~ 1 


ivinroiN i o 




APCCf^TnTTTfZTAPTPAf^nPP 

rt.V-fVjv3Vj lull i vj J. rlL- X ^n.ou^L/ 


WiNwwvJ 


1 7K 


557^ 
\?w / w 


APGGGTGTTTGTAPTPAGGPP 


NM 004721 

IN IVI . UUT f ^ | 


MAP^KI^ 

IVIAiOiN IO 


5574 

WW 1 *T 


APPAGAPGTGGPAGAGTAAAP 


SK398 


i f-f\ 


5574 


APPAGAPnTGGPAfiAGTAAAP 


NM 004721 

INIVI^ \J\J*1 1 *- 1 


MAP3K13 


5575 

WW I w 


APTPTGGGATGPAGAPPAAAP 


SK398 


l«r l\ 


5575 

w w f %J 


APTPTGGGATGPAGAPPAAAP 


NM 006609 

INIVI UUUUUC? 


MAP 3K2 

IVlrAi OWJL 


5576 


APTPAPGAAT^PPTAGQHSPTP 


SK222 


MAP3K2 


5576 

WW t W 


ACTPAPGAATGPPTAGGGPTP 


NM 006609 

INIVI UWUV/w 


MAP3K2 


5577 


APPGGPTTPAfJAPPATPTnTP 


SK222 


MAP3K2 


5577 

WW « I 


APPGGPTTPAGAPPATPTGTP 


NM 006609 

1 N IVI VWVVJ 


MAP3K2 

1 VI#\I W 1 V£_ 


5578 

WW f w 


APAGPTGCPACCTCATGTPTP 


SK222 


MAP3K2 


5578 

WW / w 


ACAGCTGCCAPPTPATGTPTP 


NM 003188 

Ml» 1 W \f W 1 W W 


MAP3K7 

1 V l#% 1 WIM 


5579 

WW / w 


ACGTGATAACGCGTCGGAAAC 


NM 145331 

I iiwi I rwww I 


MAP3K7 

IV1/»I WIM 


5579 


ACGTGATAACGCGTCGGAAAC 

nvvj x x iwi w w w w x uuunnnv 


NM 145332 


MAP3K7 


5579 


ACGTGATAACGCGTCGGAAAC 


NM 145333 


MAP3K7 


5579 


ACGTGATAACGCGTCGGi\AAC 

**vw ^ wn Aix iv www J- wwwruuiw 


SK364 


TAK1 


5579 


ACGTGATAACGCGTCGGAAAC 


NM_003188 


MAP3K7 


5580 


ACTATGGAGCAAGTTCCTGCC 


NM_145331 


. MAP3K7 


5580 


ACTATGGAGCAAGTTCCTGCC 


NM_1 45332 


MAP3K7 


5580 


ACTATGGAGCAAGTTCCTGCC 


NM_145333 


MAP3K7 


5580 


ACTATGGAGCAAGTTCCTGCC 


SK364 


TAK1 


5580 


ACTATGGAGCAAGTTCCTGCC 


NM_003188 


MAP3K7 


5581 


ACCTAGTTGCAGAACTGGACC 
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NM_1 45331 


MAP3K7 


5581 


ACCTAGTTGCAGAACTGGACC 


NM_1 45332 


MAP3K7 


5581 


ACCTAGTTGCAGAACTGGACC 


NM_1 45333 


MAP3K7 


5581 


ACCTAGTTGCAGAACTGGACC 


SK364 


TAK1 


5581 


ACCTAGTTGCAGAACTGGACC 


NM_053006 


STK22B 


5582 


ACATCTGCCTACTCTGAGCGC 


SK474 


TSSK2 


5582 


ACATCTGCCTACTCTGAGCGC 


NM_053006 


STK22B 


5583 


ACGCTGTCTGACTTTGGCTTC 


SK474 


TSSK2 


5583 


ACGCTGTCTGACTTTGGCTTC 


NM_053006 


STK22B 


5584 


ACACTGGACACCAAGACAGGC 


SK474 


TSSK2 


5584 


ACACTGGACACCAAGACAGGC 


NM_000690 


ALDH2 


5585 


ACGAAGATCCTCGGCTACATC 


NM_0 14586 


HUNK 


5586 


ACATATT CAGCAGGCACTGGC 


SK502 


HUNK 


5586 


AC AT AT T CAGCAGGCAC TGGC 


NMJD14566 


HUNK 


5587 


ACTTGTGTGGCTTCTTCTTCC 


SK502 


HUNK 


5587 


ACTTGTGTGGCTTCTTCTTCC 


NM_014586 


HUNK 


5588 


ACGCATGTCGCCTCTCCATAC 


SK502 


HUNK 


5588 


ACGCATGTCGCCTCTCCATAC 


NM_014791 


MELK 


5589 


ACTTTCCCAGGATCGCCTGTC 


SK298 


MELK 


5589 


ACTTTCCCAGGATCGCCTGTC 


NM_014791 


MELK 


5590 


ACCTCCAGCCTTATGCAGAAC 


SK298 


MELK 


5590 


ACCTCCAGCCTTATGCAGAAC 


NM_014791 


MELK 


5591 


ACTGACAGGTGTCATTAGCCC 


SK298 


MELK 


5591 


ACT GAC AGGTGT CAT T AGCCC 


NM_001319 


CSNK1G2 


5592 


ACATTGGAGCCGATCAAGTCC 


SK086 


CK1g2 


5592 


ACATTGGAGCCGATCAAGTCC 


NM_001319 


CSNK1G2 


5593 


ACGACGGTGCTGATGATCGCC 


SK086 


CK1g2 


5593 


ACGACGGTGCTGATGATCGCC 


NM_001319 


CSNK1G2 


5594 


ACACCAGGCGTTGAACTCCAC 


SK086 


CK1g2 


5594 


ACACCAGGCGTTGAACTCCAC 


L11315 


HUMRTK 


5595 


ACGAGGAGCTGACGGTTCACC 


L20817 


HUMCAK 


5595 


ACGAGGAGCTGACGGTTCACC 


L57508 


HUMCAKA 


5595 


ACGAGGAGCTGACGGTTCACC 


NM_001954 


DDR1 


5595 


ACGAGGAGCTGACGGTTCACC 


NM_013993 


DDR1 


5595 


ACGAGGAGCTGACGGTTCACC 


NM_013994 


DDR1 


5595 


ACGAGGAGCTGACGGTTCACC 


SK400 


DDR1 


5595 


ACGAGGAGCTGACGGTTCACC 


U48705 


HSU48705 


5595 


ACGAGGAGCTGACGGTTCACC 


XM_1 65738 


DDR1 


5595 


ACGAGGAGCTGACGGTTCACC 


Z29093 


HSRETYK1 


5595 


ACGAGGAGCTGACGGTTCACC 


L11315 


HUMRTK 


5596 


ACGATCTTACGGCCAGATGCC 


L20817 


HUMCAK 


5596 


ACGATCTTACGGCCAGATGCC 


L57508 


HUMCAKA 


5596 


ACGATCTTACGGCCAGATGCC 


NM_001954 


DDR1 


5596 


ACGATCTTACGGCCAGATGCC 


NM_013993 


DDR1 


5596 


ACGATCTTACGGCCAGATGCC 


NM_013994 


DDR1 


5596 


ACGATCTTACGGCCAGATGCC 


SK400 


DDR1 


5596 


ACGATCTTACGGCCAGATGCC 
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1 M07AC 

U4or U5 


Li Ol MQTAE 


5595 


ACGATCTTACGGCCAGATGCC 


Vl\/I 4CC70Q 

Alvl_/io573o 


UUK1 


5596 


ACGATCTTACGGCCAGATGCC 


Z29093 


MOD CTVI/4 

HSRfcTYKI 


5596 


ACGATCTTACGGCCAGATGCC 


1 4'IO'IC 

LllolO- 


riUMK 1 r\ 


5597 


ACCAAGAGGACACAATGGCAC 


1 OHQ«1"7 

L2Uo" / 


III IRflp A I/ - 


5597 


TV tv TV TV ^ TV TV /"^ TV TV rTS/T^l TV 

ACCAAGAGGACACTiATGGCAC 


1 C7CAQ 

LOT DUO 


nUlvlOAl\A 


5597 


TV ^V^T TV TV TV TV /I T\ ^1 T» TV m^V ^"1 Tk 

ACC AAG AG G AC AC7UVT GG C AC 


Nivl_JJUiyo4 


nno-i 
UUK1 


5597 


AC C AAG AG GAC AC AAT GG C AC 


MR/I 

NM — U 13993 


r\r\D *i 


5597 


ACCAAGAGGACACAATGGCAC 


Nlvi_U1 3994 


DDK i 


5597 


TV ^1^1 TV TV /"T TV ^T TV T\ TV TV t"T% /"l 

ACCAAGAGGACACAATGGCAC 


or\4UU 


nnD h 
IJUK1 


5597 


TV r~*r*t t\ TV /~» Tv TV /■"» t\ /—i tv tv m^v/s/<i tv y— « 

ACCAAGAGGACACAATGGCAC 


U4o A UO 


l_J Ol M Q7AC 

noU4o/UO 


009f 


TV /"^^T TV TV /T TV T\ ^TTV ^1 TV TV m /~1 *T Tv 

ACCAAGAGGACACAATGGCAC 


AlVI_/IOO/oo 


nrvD*i 


5597 


T\ /**^tJ TV TV f*+ TV TV /"T TV AT TV TV FTl TV 

AC C AAG AG GAC AC AAT GG C AC 


/C29U93 


HSRcTYKI 


5597 


TV ST*** TV TV TV /T A^ TV /T TV AT TV TV m AT /-^ «ri ft 

ACCAAGAGGACACAATGGCAC 


mm nnnopo 
in i v i__u u u o o y 


OUI\N1 A 


ooyo 


ACGACCATGTGGACCTGTCAC 


MM H7Q>IC7 


ODKNI A 


5598 


TV A^ TV ^T TV fTl AT fTl AT/T TV AT AT TT> AT m ^T TV /T 

ACGACCATGTGGACCTGTCAC 


mm nnniflo 


UUiNJMI A 


5599 


Tv tv ^»/~*^t^t^t ^r^fm^tm tv tv m m/™* 

ACAGGCCCGCTCTACATCTTC 


MAT! H7QilC7 


CDKN1A 


5599 


ACAGGCCCGCTCTACATCTTC 


INIVI^UUUooy 


ODKJMI A 


5600 


TV ATA*! TV AT AT tT> AT AT fTl AT T* mATmTl /"I m Vk 

ACCACCTCCTCATGTACATAC 


K livyi H70/IC7 

NM — U7o4o7 


CDKN1A 


5600 


ACCACCTCCTCATGTACATAC 


NIVMJ04714 


nVDI/4 D 

DYRK1B 


5601 


ACGCTCTCTGTGGACCTCATC 


KIR/1 AACjIQ^ 

Nlvl_0064o3 


DYRK1 B 


5601 


ACGCTCTCTGTGGACCTCATC 


NlvMJ054o4 


DYRK1B 


5601 


ACGCTCTCTGTGGACCTCATC 


oM14 


DYRK1 B 


5601 


ACGCTCTCTGTGGACCTCATC 


INM_UU4f 14 


UYKK1 d 


5602 


TV Al Al AT TV AT T« Tl i^T TV TV ^T AT m AT ATm A^ T» 

ACGGAGAAGAAGGTCCTGAAC 


IN IVi_UUo4o3 


nVDI/4 D 

DYRK1B 


5602 


ACGGAGAAGAAGGTCCTGAAC 


INIvl_ UUo4o4 


HVDI/"1 D 

UYRInId 


5602 


TV AT/^ A"^ TV AT TV TV AT TV Tl AT AT m AT AT WT% AT Tl Tl s 0 ** 

ACGGAGAAGAAGGTCCTGAAC 


of\114 


LJYKivlb 


5602 


TV AT AT AT TV AT TV TV AT TV Tl AT AT m AT ST m #T TV TV AT 

ACGGAGAAGAAGG TCCT GAAC 


MM nft4"7'14 


nVDI/4 D 


5603 


TV AT fTl A** TV ^T ST m AT AT TV AT AT TV ST TV m ST TV TV ST 

ACT GAGG TCGACCAG ATGAAC 


INIVI UUD^KJO 


UYKK/l D 


5o03 


Tv /"im/T tv /T m #^ tv /**t tv tv m /—i tv tv 

ACTGAGGTCGACCAGAT GAAC 


IN IVI UUO^+O^r 


UYKM D 


ooUo 


tv pmn tv /~» f-* m r+r^ tv r*r^ tv /*■» tv m tv tv ^« 

ACTGAGGTCGACCAGATGAAC 


Ol\ I l*f 


UTKM D 


OOUO 


TV ^"TfTt/T TV i^* /~< m TV /^I^T TV TV fTl ^"t TV TV ^% 

ACTGAGGTCGACCAGAT GAAC 


INIVI UujOOO 


L/T FvlVt 


OOU4 


ACvAL rtwACAGCCTTCGAACAC 


mm nnfi4ft9 

INIVI — UUO*+OZ 


HYP 


ODU4 


7\ f~* tv /^rp ^ Tv t\ r"*r** rnm^Pft tv/ttv^ 

ACACT C AC AGCC T T CGAACAC 


or\ i i o 


UY Kl\ii 


OOU4 


7v /ttv />mr«Tt /«i tv ririoRirnr«oyt tv /~ i tv ^t 

ACACT CACAGCCT TCGAACAC 


IN I Vl — U U O O O O 


U YKl\Z 


ODUO 


tv ^i/^t m <^ m tv m^T^TTv ctv /^t tv tv tv 

ACCTGCTGGATGCATCCAAAC 


MM HORAftO 
IN IVI_UUO*fO^ 


L/ Y r\i\z 


OOUO 


tv oomo/^mo^r t\ iti^t^t tv m^*»^r tv tv tv 

ACCTGCTGGATGCATCCAAAC 


or\l 1 o 


DYKI\2 


ooUo 


T\ AT AT fTl AT AT fn A! ST TV fTAST AT TV mAISI TV Tl Tl ^1 

ACCTGCTGGATGCATCCAAAC 


inivi_uuoooo 


nvD i^o 


5605 


TV ATATmfnTV AT AT f*t ^T AT Tl rTSlmrfl/'im^i 

ACGTTACCTCCACCTTCTAGC 


mm nnR^fto 

IN IVI — UUO*H5^ 


UYr<l\2 


OOUO 


tv at at m rn t\ Ats^i m /t at tv svArnimsvm ti st ^« 

ACGTTACCTCCACCTTCTAGC 


or\ i i o 




OOUO 


ACGTTACCTCCACCTTCTAGC 


NM_003583 


DYRK2 


5607 


ACTTTCACCTTCCGC7^ACCAC 


NM_006482 


DYRK2 


5607 


ACTTTCAtCTTCCGCAACCAC 


SK115 


DYRK2 


5607 


ACTTTCACCTTCCGCAACCAC 


NM_004442 


EPHB2 


5608 


ACTGGCTACTACAGAGCAGAC 


NM_017449 


EPHB2 


5608 


ACT GGC TAC T ACAGAGC AG AC 


SK128 


EphB2 


5608 


ACTGGCTACTACAGAGCAGAC 
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NM_004442 


EPHB2 


5609 


ACGTTGCCACTCATCATCGGC 


NM_017449 


EPHB2 


5609 


ACGTTGCCACTCATCATCGGC 


SK128 


EphB2 


5609 


ACGTTGCCACTCATCATCGGC 


NM_004442 


EPHB2 


5610 


ACGTACCTGGCAGACATGAAC 


NM_017449 


EPHB2 


5610 


ACGTACCTGGCAGACATGAAC 


SK128 


EphB2 


5610 


ACGTACCTGGCAGACATGAAC 


NM_000604 


FGFR1 


5611 


ACTGAGTACGGCAGCATCAAC 


NM_015850 


FGFR1 


5611 


ACTGAGTACGGCAGCATCAAC 


NM_023105 


FGFR1 


5611 


ACTGAGTACGGCAGCATCAAC 


NM_023106 


FGFR1 


5611 


ACTGAGTACGGCAGCATCAAC 


NM_023107 


FGFR1 


5611 


ACTGAGTACGGCAGCATCAAC 


NM_023108 


FGFR1 


5611 


ACTGAGTACGGCAGCATCAAC 


NM_023109 


FGFR1 


5611 


ACTGAGTACGGCAGCATCAAC 


NM_023111 


FGFR1 


5611 


ACTGAGTACGGCAGCATCAAC 


SK143 


FGFR1 


5611 


ACTGAGTACGGCAGCATCAAC 


NM_000604 


FGFR1 


5612 


ACGACTGCTGGAGTTAATACC 


NM_015850 


FGFR1 


5612 


ACGACTGCTGGAGT TAATACC 


NM_023105 


FGFR1 


5612 


ACGACTGCTGGAGTTAATACC 


NM_023106 


FGFR1 


5612 


ACGACTGCTGGAGTTAATACC 


NM_023109 


FGFR1 


5612 


ACGACTGCTGGAGT TAATACC 


NM_023111 


FGFR1 


5612 


ACGACTGCTGGAGTTAATACC 


SK143 


FGFR1 


5612 


ACGACTGCTGGAGTTAATACC 


NM_000604 


FGFR1 


5613 


ACCTGCACCAACGAGCTGTAC 


NM_015850 


FGFR1 


5613 


ACCTGGACCAACGAGCTGTAC 


NM_023105 


FGFR1 


5613 


ACCTGCACCAACGAGCTGTAC 


NM_023106 


FGFR1 


5613 


ACCTGCACCAACGAGCTGTAC 


NM_023109 


FGFR1 


5613 


ACCTGCACCAACGAGCTGTAC 


SK143 


FGFR1 


5613 


ACCTGCACCAACGAGCTGTAC 


NM_002758 - 


MAP2K6 


5614 


ACTGGAACTGGGACGAGGTGC 


NM_031988 


MAP2K6 


5614 


ACTGGAACTGGGACGAGGTGC 


SK220 


MAP2K6 


5614 


ACTGGAACTGGGACGAGGTGC 


NM_002758 


MAP2K6 


5615 


ACTTGATGCAGGTTGCAAACC 


NM_031988 


MAP2K6 


5615 


ACTTGATGCAGGTTGCAAACC 


SK220 


MAP2K6 


5615 


ACTTGATGCAGGTTGCAAACC 


NM_002758 


MAP2K6 


5616 


ACCGGCCTACATACCCAGAGC 


NM_031988 


MAP2K6 


5616 


ACCGGCCTACATACCCAGAGC 


SK220 


MAP2K6 


5616 


ACCGGCCTACATACCCAGAGC 


NM_003559 


PIP5K2B 


5617 


ACAGTGAAGCTATTCCGGGCC 


NM_1 38687 


PIP5K2B 


5617 


ACAGTGAAGCTATTCCGGGCC 


NM_003559 


PIP5K2B 


5618 


ACCCTACTCTGCTCCTATGGC 


NM_003559 


PIP5K2B 


5619 


ACAGAAGAAAGCTGCACATGC 


NM_000323 


RET 


5620 


ACCCTCTCCATCTCGGAGAAC 


NM_020629 


RET 


5620 


. ACCCTCTCCATCTCGGAGAAC 


NM_020630 


RET 
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IN IVI^UUUf f O 


p\l\ 1 


O f DO 


TV P*P* T\rpP»P"PP*P»TVP'TVTVP*rnTVFTV/~«/T^ 

AbbAl OO 1 OOAbAAOTATGGo 


mm nnn47R 


p\l\ 1 




TVP'P , P»TVP'7V7VP»TVP , 'T»TnrnP»TVP«P«^TV/^ 

AOGGAGAAGAGTTTGaGCGAC 


mm ni^no 




C77n 
Of /U 


TVP'P'tv rri^P»P*T\iT»P*fn^«Tvr^/^/~i#™«mm/~t 

AoGAxGGoATCTCaGCCoTTC 


MM ni*v*n9 




^771 
Of f \ 


AOO I OOAAO xOTGGOTT TGTC 


YM 171QR7 

✓xlVt I / I f 


1 rV*ORRQCM 


R771 
Of f I 


7\PPTPP7i 7iprnpmpppmnitnr , nio 

AOoTOCAAoToTGGCTTTGTC 


MM 01*^09 
INIVI^U lOOKJdL. 




C770 
Of ( £, 


AOO AT GAGCGAoGTGACC T T C 


MM 009R5A 
In I VI U U <£D 0*4 




R77Q 
O f f O 


TV P*P»TV P*CPP , rf*^f"^TV rKP'TVfTV^fTIP'fflTV P»P* 

AoCAoTGGoATGAToTGTaCC 


MM 002654 


Pk"M9 
r ixlVI^- 


O f f *t 


tv p*p»tv tp*7v rnp»7v ipipppTt r*ff~Tnr*f 
AbbAibAl bAl 1 bbAbbb xGO 


MM 002654 


PKM2 
• rvivi^ 


5775 
wf f J 


aPPTTTCPPTATPBTATPTTPPP 
AOO 111 OOOAx bAAl Oil GOO 


MM 001963 

INIVI WW 1 ^vJ 




577R 
Of f D 


A P T f2.F 71 CIC* F 71 T p» 7V p» rn p» fp fp rp 

AO 1 bbAbbbAl bAb 1010110 


NM 001963 


EGF 


5777 

W f f f 


APAf^PTf^TnPACPTTPAririAP 


NM 001963 


EGF 


5778 


APPPAPfiAnnAATTC^PTnTTP 
nv/vunovinuUnril X lul lb 


NM 001963 


EGF 


5779 


A P dCZ T P A T P ^1 T f2 P^ T fZ CZ P TiH T F 
nUau X V_#nX b*Vj X oo X wuu 1 0 1 0 


NM 004465 


FGF10 


5780 


aptpappttpa ancacaTnTr 

r\\^ X ^n.^.^ x X bnnbbnbn Iblb 


NM 004465 


i vji i yj 


57R1 

Of O 1 


APfZ A A f2fl APi A A F r T % F.FFFF T V 71 P» 
AbbnHbbAbAAb 1 OO O OO 1 AO 


NM 004465 


FGF10 

i vjt i w 


5782 


A PPiPJ A P2P T P P A A P" F A PI 71 P*P* 71 F 
AOOOAOO 1 OOAAOOAOAOOAO 


NM 000619 


IFMG 


5783 


A P T T CIF. 71 71 a P! 71 F F 71 P" IV F T 1 P* TV P» 
AO 1 1 bbAAAbAbbAbAb 1 bAb 


NM 000619 

lllVI UUww 1 w 


IFNG 

1 1 IN \J 


5784 


apTPPapapppaaaTTPTPTP 

AO 1 O O AO AO O O AAA 1 1 b 1 0 1 0 


MM 000619 


11 INVJ 


5785 


A P PI T P2 A T Pi FFT F A 71 P 1 T 1 P* *P P«P I P» 
nUW 1 o/l X bbb 1 OAAO 1 0 1 OOO 


NM 000619 


IFMG 

1 1 1 N VJ 


578R 

sJt OD 


apaccapTPapaTpPTPTTiTP 

n^nbbnb 1 OAOA1 bO 1 b 1 1 1 0 


NM_006238 


PPARD 


5787 


ACG AT TCAG AAGAAGAACCGC 


NM_006238 


PPARD 


5788 


ACCGACCAGGTTACCCTTCTC 


NM_006238 


PPARD 


5789 


ACCGGCAGTGGCTTTGTCACC 


NM_006238 


PPARD 


5790 


ACCGCCCT GGAACT T G ATGAC 


NM_006238 


PPARD 


5791 


ACGAAGACCGAAACCGAGACC 


NM_000962 


PTGS1 


5792 


ACGAAGCAGTTGCCAGATGCC 
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NM_080591 


PTGS1 


5792 


ACGAAGCAGTTGCCAGATGCC 


NM_000962 


PTGS1 


5793 


ACACTTCTGGCAAGATGGGTC 


NM_080591 


PTGS1 


5793 


ACACTTCTGGCAAGATGGGTC 


NM_002472 


MYH8 


5794 


ACTGTCCGTGCCTTCATGAAC 


NM_002513 


NME3 


5795 


ACCCTGATTCACGGCAGCGAC 


NM_002513 


NME3 


5796 


ACACGTGCCAGGAGCACTGTC 


NM_002009 


FGF7 


5797 


ACATGTGAACTGTTCCAGCCC 


NM_000930 


PLAT 


5798 


ACCATCAGTCATGGCTGCGCC 


NM_000931 


PLAT 


5798 


ACCATCAGTCATGGCTGCGCC 


NM_000930 


PLAT 


5799 


ACGTACAGCTCAGAGTTCTGC 


NM_000931 


PLAT 


5799 


ACGTACAGCTCAGAGTTCTGC 


NM_033011 


PLAT 


5799 


ACGTACAGCTCAGAGTTCTGC 


NM_000930 


PLAT 


5800 


ACTTCCATGATCCTGATAGGC 


NM_000931 


PLAT 


5800 


ACTTCCATGATCCTGATAGGC 


NM_033011 


PLAT 


5800 


ACTTCCATGATCCTGATAGGC 


NM_000930 


PLAT 


5801 


ACGGTTACCAACTACCTAGAC 


NM_000931 


PLAT 


5801 


ACGGTTACCAACTACCTAGAC 


NM_03301 1 


PLAT 


5801 


ACGGTTACCAACTACCTAGAC 


NM_002658 


PLAU 


5802 


ACCGTACCATGCCCACAGATC 


NM_002658 


PLAU 


5803 


ACTTCACCACCATCGAGAACC 


NM_002658 


PLAU 


5804 


ACATGCTATGTGCTGCTGACC 


NM_002658 


PLAU 


5805 


ACGGACAAGCCAGGCGTCTAC 


NM_002506 


NGFB 


5806 


ACACTTCAGCATTCCCTTGAC 


NM_002506 


NGFB 


5807 


ACGCTGCAGACACTCAGGATC 


NM_002506 


NGFB 


5808 


ACGCGGTCATCATCCCATCCC 


NM_002506 


NGFB 


5809 


ACGACCACCGCCACAGACATC 


NM_001371 


DNAH8 


5810 


ACCTGTGTTGATTTCTCTGCC 


NM_001371 


DNAH8 


5811 


ACTGGACATGACTTTGGGACC 


NM_001394 


DUSP4 


5812 


ACCGTGCGCTGTAACACCATC 


NM_001395 


DUSP9 


5813 


ACGCTGCGAGAGGAAGGCTAC 


NMJ501395 


DUSP9 


5814 


ACACTGGGCATCCGCTACATC 


NM_001395 


DUSP9 


5815 


ACCGATGCCTATGACCTGGTC 


NM_001946 


DUSP6 


5816 


ACGGTGGCTTCAGTAAGTTCC 


NM_001946 


DUSP6 


5817 


ACCAGACTCGGATGGTAGTCC 


NM_001946 


DUSP6 


5818 


ACGTACATCTTGAACGTCACC 


NM_002138 


HNRPD 


5819 


ACGTAGCCATGTCGAAGGAAC 


NM_031369 


HNRPD 


5819 


ACGTAGCCATGTCGAAGGAAC 


NM_031370 


HNRPD 


5819 


ACGTAGCCATGTCGAAGGAAC 


NM_002472 


MYH8 


5820 


ACAGACTGAAGGTGGAGCAAC 


NM_002472 


MYH8 


5821 


ACTCAGTCCATCCTGATCACC 


M37712 


HUMP58GTA 


5822 


ACTGGAGAGGCACCCAAATGC 


XM_087511 


LOCI 5271 5 


5822 


ACTGGAGAGGCACCCAAATGC 


M37712 


HUMP58GTA 


5823 


ACAGCAATGGGCAGGAGGGAC 


XM_087511 


LOC1 52715 


5823 


ACAGCAATGGGCAGGAGGGAC 


NM_000723 


CACNB1 


5824 


ACTACAGCAAGAGGAAAGGGC 


NM 000723 


CACNB1 


5825 


ACATGTTGGCTACAATCCGTC 
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NM 000723 


CACNB1 


5826 


ACACACATCATCATTGAGCGC 


MM n.00794 


CACNR9 


RR97 
JO/, r 


ACACAATCCCAG T AAGCIACGC 


MM OO0794 


PAPNR9 


RR9R 

OOZO 


ACGPTAAAPAPrTPaAPGTPP 


mm nnn794 


P.APMR9 


RR9Q 


APGGTRATPAnAfSnAPTGATP 

rtV^UU J. OA X UflUAuUnU X V3 A X 


MR/I nni^7i 

IMIVI — UU IO/ I 


nMAUR 
L/In/AiiO 


coon 
DOOU 


APnAARPTrsnTflATTPAf^QTP 


M**7719 


HI IMPRAfVTA 


OOO I 


APAPPPH AATTPrcQCAPPATP 


AIMJZ / U I I 


Ak"09701 1 


Rft**9 
OOOZ 


APPP A 21 A A riTntr: A TPTPTTP 




Duuuyoou 


OOOZ 






cspm9 


RR**9 
000<c 


nUV/L>rVbiinrib 1 bun 1 biL>l X O 


AKTI9701 1 


AK097H11 


oooo 


APPT^PTPAA^AGTnAGPTGP 
X OO X o/v\oao X OnOO X oo 


Rpnno^RO 


rpooqoro 


oooo 


APPTf^PTPAAQARTnAfiPTnP 
raOO X OO X unnbnD X OrtOO X OO 






oooo 


APPTGPTPAARAf^TRARPTf^P 
riOO X OO X L»nnbnb X OrlOO X OO 


AK09701 1 


Ak"09701 1 


ooo*t 


APAPTPHAPTTPAf^APPTPPP 
«.OnO X OOraO X X OnOriOO X OOO 


RPnOO/*RO 


rpooq^ro 


v004 


APAPTPGAPTTPAGAPPTPPP 

nunu X OOraO X X OnOraOO X OOO 


Qkiion 

OIV+t7U 


<^PM9 


OOOn 


APAPTPHAPTTPARAPPTPPP 
raOrtO X OOjrt.0 X X UnunV/U X OOO 


RPH1 1 R9R 
DUU 1 IOZO 


RP01 1 R9R 


CQOC 
OOOO 


APnPAPnPPAATATTf^Tf^APP 
nV/bwivb^vnnl Jr\. X X O X OjtVOO 


OPu£/ O 


PPTAIRP*} 


oooo 


APRPAPCPPAATATTfJTf^APP 

nOuunUbuL/nnlnl X O X OxrOO 


y\ivi udo / *to 


r b/ i r\o 


oooo 


APfSPAPCPPAATATTf^TnAPP 
nLfOOnObO^nnini X O X OnOO 


RP01 1R9R 
DvU I lOZO 


RP01 1R9R 


OOOO 


APnnJAnf^AfSPTnPAPPTPATP 
nUbbnb bnbb X OO.rt.00 X OrVX O 




PPTAIRF'* 


oooo 


APGGARGAGPTGPAPPTPATP 
nObunbbnuu X oort.00 X Ort. X O 


Alvl__ UOO f 'fO 


i O 1 ixO 


OOOD 


APf2f2ACf2AfZPTf2PAPPTPATP 
ri^bbnbbnbL. X OOrtOO X Ort.X O 


RP01 1R9R 


RP01 1R9R 

D wU I 1 U<£U 




APRAAPAGGPnGPAf^AGPATP 


Or\6f O 


PPTAIRF^ 

rO 1 /Alr\L_0 


OOO/ 


ApnAAPAnnpr;r;PAnAnPATP 

n.O unnUab OOOO ^nunu On. X O 


yMVI — UOO 1 HO 


i w 1 r\o 


OOO / 


APfiAAPACfSPf^nPAniAnPATP 
nOOciriO nO OOOOOrt.Ort.0 bn X O 


LOOOU I 


nUIVlOLO T r\IIM 


RR**R 
OOOO 


AffS A A TPP A C 2VOPTPP A (Z A TP 
ribunnl O OnOnO O X bbnbrtl O 


MM 00900^ 


vjOrVOD 


OOOO 


A ffZ A A 'Tr'^ A d A f2PTPP A d A TP 
nLbnnl bbnbnbb X O OnO/a 1 O 


OI\ I DO 


uuiNOD 


RR^R 
OOOO 


APCAATPCAfSAnPTPPArSATP 
nbbnnl bbnbnbb X bbnbrt 1 O 




nUIVIOLO T INIIN 


RAQ.Q 


APAPATPPAA ATCCCPCACAP 
nOnOnX OonnnX ObbO brtbnb 


or\ I DO 


OOlNOD 


RR^Q 

oooy 


iiPiiPTi'pppaziZi'PCficppapap 

/ibnbn X OOnnnX bbbbbnbnb 


I ^ROI 


HI HV/im ^YklN 
nUIVIOLO T rxIlN 


oo*fu 


aPPT^TP A ACTA ATPPAPPTH 
nOO X O X OnnO X nn X bbnbb X O 


MM 0090Q** 


OOixOD 


RR40 


appt^tpa afiTaaTPPappTP 

nOO 1 b X Onnb X nnX bbnbb X b 


Oi\ I oo 


OOrxOD 


RR40 


APPTHTPAA^TA ATPPAPPTP 
Abb X b X bnnb X nn. X bbnbb 1 b 


LOOOU 1 


hi iiwinsi <=;ykim 


RR41 

OOH I 


APCITAATPPAPPTPTn^iPTAP 
nbb X nnX bbnbb X O X bbO x nO 


MM 0090Q7. 

IN lvl — UUZ.U570 


VJOixOD 


RR41 


APnTAATPPAPPTPTV^OPTAP 
nbb X nn X bbnbb X b X bbb X nb 


or\ 1 uo 


\jor\o d 


RR41 


APGTAATPPAPPTPTGGPTAP 
nbb Xnn x oonoo X O X OOO X no 


rpoosirq 


RC0051RQ 


RR42 


APGAGPTPPATPPATGAPGPP 
nvonvjv x oon.x oonx onoooo 


RP007R3Ri 


RP007RV5 


*5R49 


APGAC5PTPPATPPATGAPGPP 
noonoo x oonx OOnX onoooo 




oy rx*t?7u 


*SR49 


APGAGPTPPATPPATGAPGPP 

nvUAOw X bbf^X bbi^X or^oooo 


XM 099031 


MGC4796 

1 VI V_?0/*T I 0V 


5849 

»^U*tfc 


APGAGCTPCATPPATGACGPP 
nwvsnuv x oo^ix oo^nx unvuvu 


Al f^RRQ7 
ML lODuy/ 


HQMR01RRR 
noivJOU IDDD 


RRA^ 
00*1-0 


a p n a a t r* t p"P t o r* ^ r* a a r* a t r* 

nbbnft X b X b X X bbobH/loAI b 


NM_024046 


MGC8407 


5843 


ACGAATCTCTTCCGCAAGATC 


AL1 36697 


HSM801665 


5844 


ACGAAGGCTGTCCGAGTGACC 


NM_024046 


MGC8407 


5844 


ACGAAGGCTGTCCGAGTGACC 


AL1 36697 


HSM801665 


5845 


ACGAGGCTGCTGGTTATGCCC 


AL1 36764 


HSM801732 


5846 


ACCAGTTGCCAAGGCACAGAC 


SK513 


QIK 


5846 


ACCAGTTGCCAAGGCACAGAC 
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XM_041314 




KIAA0781 


5846 


ACCAGTTGCCAAGGCACAGAC 


AL1 36764 




HSM801732 


5847 


ACCAGGTCTCCAGTGAGCTTC 


SK513 




QIK 


5847 


ACCAGGTCTCCAGTGAGCTTC 


XM_041314 




KIAA0781 


5847 


ACCAGGTCTCCAGTGAGCTTC 


AL1 36764 




HSM801732 


5848 


ACTACAGCCCTTTCCTCAGCC 


SK513 




QIK 


5848 


ACTACAGCCCTTTCCTCAGCC 


XM_041314 




KIAA0781 


5848 


ACTACAGCCCTTTCCTCAGCC 


AY049015 




AY049015 


5849 


ACCTAGCGGAAAGGAAGCCTC 


SK436 




TA01 


5849 


ACCTAGCGGAAAGGAAGCCTC 


XM_030845 




KIAA1361 


5849 


ACCTAGCGGAAAGGAAGCCTC 


AY049015 




AY049015 


5850 


ACGATGCGCTGTGAGTTGATC 


SK436 




TA01 


5850 


ACGATGCGCTGTGAGTTGATC 


XM_030845 




KIAA1361 


5850 


ACGATGCGCTGTGAGTTGATC 


AY049015 




AY049015 


5851 


ACGCAGTTTCAGGATACCTGC 


SK436 




TA01 


5851 


ACGCAGTTTCAGGATACCTGC 


XM_030845 




KIAA1361 


5851 


ACGCAGTTTCAGGATACCTGC 


AJ311797 




HSA311797 


5852 


ACGGGAAGCGACATCTGGAGC 


AJ311798 




HSA311798 


5852 


ACGGGAAGCGACATCTGGAGC 


SK691 




MLK4 


5852 


ACGGGAAGCGACATCTGGAGC 


AJ311797 




HSA3 11797 


5853 


ACGAATGCTGGGAACAAGACC 


AJ311798 




HSA311798 


5853 


ACGAATGCTGGCAACAAGACC 


SK691 




MLK4 


5853 


ACGAATGCTGGCAACAAGACC 


AJ311797 




HSA311797 


5854 


ACGGTAAAGAAGAGGAAGGGC 


AJ311798 




HSA311798 


5854 


ACGGTAAAGAAGAGGAAGGGC 


SK691 




MLK4 


5854 


ACGGTAAAGAAGAGGAAGGGC 


AK057247 




AK057247 


5855 


ACAGTAACAGACACCATCAGC 


SK645 




NEK10 


5855 


ACAGTAACAGACACCATCAGC 


XM_087381 




LOC152110 


5855 


ACAGTAACAGACACCATCAGC 


AK057247 


- 


AK057247 


5856 


ACCGGGAACGAAGACGCACAC 


SK645 




NEK10 


5856 


ACCGGGAACGAAGACGCACAC 


XM_087381 




LOC152110 


5856 


ACCGGGAACGAAGACGCACAC 


AK057247 




AK057247 


5857 


ACATGACCCTACAGGTTTACC 


SK645 




NEK10 


5857 


ACATGACCCTACAGGTTTACC 


XM_087381 




LOC152110 


5857 


ACATGACCCTACAGGTTTACC 


AL1 36697 




HSM801665 


5858 


ACGAACGAGATAGGCATCCTC 


NM_024046 




MGC8407 


5858 


ACGAACGAGATAGGCATCCTC 


AF387637 




AF387637 


5859 


ACGGAGTCAGACCAGCACTGC 


AF465413 




AF465413 


5859 


ACGGAGTCAGACCAGCACTGC 


M80359 




HUMP78A 


5859 


ACGGAGTCAGACCAGCACTGC 


SK096 




MARK3 


5859 


ACGGAGTCAGACCAGCACTGC 


AF399753 




AF399753 


5860 


ACCAGCTTACAGATTGCAGGC 


BC0 14479 




BC014479 


5860 


ACCAGCTTACAGATTGCAGGC 


SK528 




Slob 


5860 


ACCAGCTTACAGATTGCAGGC 


AF399753 




AF399753 


5861 


ACCAGGTTTCCATGTTCTTCC 


BC014479 




BC014479 


5861 


ACCAGGTTTCCATGTTCTTCC 


SK528 




Slob 


5861 


ACCAGGTTTCCATGTTCTTCC 
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AF399753 


AF399753 


5862 


BC0 14479 


BO014479 


5862 


SK528 


Slob 


5862 


AJ247087 


HSA247087 


5863 


PI/COO 

SK536 


caMLCK 


5863 


ajvMj40819 




5863 


AJ24/UO/ 


UCAO>17ftD7 

noA24/Uo/ 


5864 




i\ /i i r»i/ > 


CDC >l 

5864 


Alvl_U4Uoiy 


Luoyiou/ 


5864 


AJ24 / Uo / 


UQA O/lTHftT 
noA24/ UO/ 


CQCC 

oobo 


ol\ooo 


caMLur\ 


oobo 


AM_U4Uoiy 


1 nPO-l Qf\7 

LUL/yloU/ 


cocc 

5865 


A 107004 0 

AJ272212 


HoA2/2212 


5866 


ol\322 


PoKnl 


5866 


AM_043047 


PSKH1 


5866 


AJ272212 


I 1 r\A A TA O «l o 

HSA272212 


5867 


O I/O «-> o 

SK322 


PSKH1 


5867 


XM_043047 


PSKH1 


5867 


A IO"7AA(tO 

AJ272212 


HSA272212 


5868 


SK322 


PSKH1 


5868 


X/IVJI AilOA^7 

XlvM)43047 


PSKH1 


5868 


A lOftOOOA 

AJ303380 


1 J O A AAA O Of\ 

HSA303380 


5869 


SK463 


STK33 


5869 


aM^ 031831 


S T K33 


5869 


AJ 303380 


HSA303380 


5870 


SK463 


STK33 


5870 


vnii no-toon 

aM_031831 


STK33 


5870 


A IOAOOOA 

AJ 3033 80 


HSA303380 


5871 


SK4o3 


STK33 


5871 


Alv1_031831 


STK33 


5871 


Ar i / 22b4 


A r~«4 7AAC v4 

Arl 72264 


5872 


Ar1/22bO 


A CTH 7AAfiC 

Arl 72265 


5872 


A CH700Cfi 

AF172200 


Ar 172266 


5872 


AM /22b 7 


Arl 72267 


5872 


Ar 1 / 22bo 


AC 1 ! 7AAC O 

Arl 72268 


f— n-7A 

5872 


Ar 1 / 22by 


AC A 700C0 

Arl 72269 


CA7A 

5872 


Ar 1 / 22 / U 


Arl /2270 


5872 




A C-1 700*7*1 

Ar 1/22/1 


5872 


aivi uosf yo 


KJAAUool 


CQ70 

5872 


Ar2UUo1o 


AF200815 


5873 


AX040393 


AX040393 


5873 


SK199 


Fused 


5873 


XMJJ50803 


STK36 


5873 


AF200815 


AF200815 


5874 


AX040393 


AX040393 


5874 


SK199 


Fused 


5874 



ACTGGCATGCCTACCATCTCC 
ACTGGCATGCCTACCATCTCC 
ACTGGCATGCCTACCATCTCC 
ACCCCACAGTGGTGGAGAAAC 
ACCCCACAGTGGTGGAGAAAC 
ACCCCACAGTGGTGGAGAAAC 
ACGCTGAAGGTGAACTTCGGC 
ACGCTGAAGGTGAACTTCGGC 
ACGCTGAAGGTGAACTTCGGC 
ACCTTCGGCACTCCTGAGTTC 
ACCTTCGGCACTCCTGAGTTC 
ACCTTCGGCACTCCTGAGTTC 
ACGAGTGACGTGTACAAGCAC 
ACGAGTGACGTGTACAAGCAC 
ACGAGTGACGTGTACAAGCAC 
ACGTACAGGGCCAAGTTTGAC 
AC GTACAGGGCCAAGTT TGAC 
ACGTACAGGGCCAAGTTTGAC 
ACCCTCCTTAAACGTGCCTCC 
ACCCTCCTTAAACGTGCCTCC 
ACCCTCCTTAAACGTGCCTCC 
ACCCTCCAGGAAAGATTTGCC 
ACCCTCCAGGAAAGATTTGCC 
ACCCTCCAGGAAAGATTTGCC 
ACGCAAAGT AGGAGT GAAGCC 
ACGCAAAGTAGGAGTGAAGCC 
ACGCAAAGTAGGAGTGAAGCC 
ACGGAACAGCAACCAAGTACC 
ACGGAACAGCAACCAAGTACC 
ACGGAACAGCAACCAAGTACC 
ACGGTGACTGATTACTCCTCC 
ACGGTGACTGATTACTCCTCC 
ACGGTGACTGATTACTCCTCC 
ACGGTGACTGATTACTCCTCC 
ACGGTGACTGATTACTCCTCC 
ACGGTGACTGATTACTCCTCC 
ACGGTGACTGATTACTCCTCC 
ACGGTGACTGATTACTCCTCC 
ACGGTGACTGATTACTCCTCC 
ACCTTCCTGAAGACCAGGTTC 
ACCTTCCTGAAGACCAGGTTC 
ACCTTCCTGAAGACCAGGTTC 
ACCTTCCTGAAGACCAGGTTC 
ACCCATCGTCTCGTTTCTCTC 
ACCCATCGTCTCGTTTCTCTC 
ACCCATCGTCTCGTTTCTCTC 
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XM_050803 


STK36 


5874 


ACCCATCGTCTCGTTTCTCTC 


AF200815 


AF200815 


5875 


ACTGTTGCATCAGCTCTGGGC 


AX040393 


AX040393 


5875 


ACTGTTGCATCAGCTCTGGGC 


SK199 


Fused 


5875 


ACTGTTGCATCAGCTCTGGGC 


XM_050803 


STK36 


5875 


ACTGTTGCATCAGCTCTGGGC 


AF308302 


AF308302 


5876 


ACCTATTTGGAGAGCAGCCTC 


SK433 


STLK5 


5876 


ACCTATTTGGAGAGCAGCCTC 


XMJ544379 


LOC92335 


5876 


ACCTATTTGGAGAGCAGCCTC 


AF308302 


AF308302 


5877 


ACTATCGTGCCATATCGAGCC 


SK433 


STLK5 


5877 


ACTATCGTGCCATATCGAGCC 


XM_044379 


LOC92335 


5877 


ACTATCGTGCCATATCGAGCC 


AF308302 


AF308302 


5878 


ACTGAGCTGGCGATTGCTTAC 


SK433 


STLK5 


5878 


ACTGAGCTGGCGATTGCTTAC 


XM_044379 


LOC92335 


5878 


ACTGAGCTGGCGATTGCTTAC 


AF1 72264 


AF 172264 


5879 


ACCCCATCAGAGCAAGCAACC 


AF1 72265 


AF1 72265 


5879 


ACCCCATCAGAGCAAGCAACC 


AF1 72266 


AF1 72266 


5879 


ACCCCATCAGAGCAAGCAACC 


AF1 72267 


AF1 72267 


5879 


ACCCCATCAGAGCAAGCAACC 


AF 172268 


AF1 72268 


5879 


ACCCCATCAGAGCAAGCAACC 


AF1 72269 


AF1 72269 


5879 


ACCCCATCAGAGCAAGCAACC 


AF1 72270 


AF1 72270 


5879 


ACCCCATCAGAGCAAGCAACC 


AF1 72271 


AF1 72271 


5879 


ACCCCATCAGAGCAAGCAACC 


XMJD39796 


KIAA0551 


5879 


ACCCCATCAGAGCAAGCAACC 


AF031416 


AF031416 


5880 


ACGGTGCCATCCTCACCTTGC 


BC006231 


BC006231 


5880 


ACGGTGCCATCCTCACCTTGC 


SK176 


IKKb 


5880 


ACGGTGCCATCCTCACCTTGC 


XM_032491 


I KB KB 


5880 


ACGGTGCCATCCTCACCTTGC 


AF031416 


AF031416 


5881 


ACCTGATGCTGATGTGGCACC 


SK176 


IKKb 


5881 


ACCTGATGCTGATGTGGCACC 


XM_032491 


IKBKB 


5881 


ACCTGATGCTGATGTGGCACC 


AF031416 


AF031416 


5882 


ACACCAGCATCCAGATTGACC 


SK176 


IKKb 


5882 


ACACCAGCATCCAGATTGACC 


XM_032491 


IKBKB 


5882 


ACACCAGCATCCAGATTGACC 


AF1 72264 


AF1 72264 


5883 


AC CAGGAAT AC AT CAGGCG AC 


AF1 72266 


AF1 72266 


5883 


ACCAGGAATACATCAGGCGAC 


AF1 72267 


AF1 72267 


5883 


ACCAGGAATACATCAGGCGAC 


AF172270 


AF1 72270 


5883 


ACCAGGAATACATCAGGCGAC 


AF 172264 


AF1 72264 


5884 


ACGCAGAAAGACTGCAGAGGC 


AF172265 


AF1 72265 


5884 


ACGCAGAAAGACTGCAGAGGC 


AF172266 


AF1 72266 


5884 


ACGCAGAAAGACTGCAGAGGC 


AF1 72267 


AF1 72267 


5884 


ACGCAGAAAGACTGCAGAGGC 


AF1 72268 


AF1 72268 


5884 


ACGCAGAAAGACTGCAGAGGC 


AF172269 


AF1 72269 


5884 


ACGCAGAAAGACTGCAGAGGC 


AF1 72270 


AF1 72270 


5884 


ACGCAGAAAGACTGCAGAGGC 


AF1 72271 


AF1 72271 


5884 


ACGCAGAAAGACTGCAGAGGC 


AF1 72264 


AF1 72264 


5885 


ACGAACGGTCAAGGCTCAACC 
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AF1 72265 


AF1 72265 


5885 


ACGAACGGTCAAGGCTCAACC 


AF1 72267 


AF1 72267 


5885 


ACGAACGGTCAAGGCTCAACC 


AF1 72269 


AF1 72269 


5885 


ACGAACGGTCAAGGCTCAACC 


XM_039796 


KIAA0551 


5885 


ACGAACGGTCAAGGCTCAACC 


NM_000962 


PTGS1 


5886 


ACCACCTCCATGTTGGTGGftr" 


NM_000962 


PTGS1 


5887 


ACGACCTGTCCCTACGTTTCC 


NM_080591 


PTGS1 


5887 


ACGACCTGTCCCTACGTTTCC 


NM_000963 


PTGS2 


5888 


ACCCCACTCCAAACACAGTGC 


NM_000963 


PTGS2 


5889 


ACTGTCTGCAGAGTTGGAAGC 


NM_000963 


PTGS2 


5890 


ACTAACGTGAAGGGCTGTCCC 


NM_000963 


PTGS2 


5691 


ACTGCAAGTTCTTCCCGCTCC 


NM_001718 


BMP6 


5892 


ACGTCTTACAGGAGPATPAPP 


NM_001718 


BMP6 


5893 


ACGTGAGTGAGGTCCAPGTnP 


NM_001718 


BMP6 


5894 


ACTGCCATPTCGGTTPTTTAP 


NM_001718 


BMP6 


5895 


ACACTATPTPATGPPAftTGPP 


NM_001432 


EREG 


5896 


ACGACAATCCACGTGTGGPTP 


NM_001432 


EREG 


5897 


ACGTGGGTTATACTGGTGTPP 


NM_001432 


EREG 


5898 


ACAGAGTATGTGGCTTTGACC 


NM_001432 


EREG 


5899 


ACACTTATGGGCAGGGATAAC 


NM_001565 


SCYB10 


5900 


ACTCCAGAATCGAAGGCCATC 


NM_003266 


TLR4 


5901 


ACGT T T ACAGAAGCT GG TGGC 


NM_1 38554 


TLR4 


5901 


ACGTTTACAGAAGCTGGTGGC 


NM_1 38556 


TLR4 


5901 


ACGTTTACAGAAGCTGGTGGP 


NM_1 38557 


TLR4 


5901 


ACGTTTACAGAAGPTGGTGGP 


NM_003266 


TLR4 


5902 


ACTCTCTCTTTAGAPPTGTPP 

X X W X X X X AUAVw X w X 


NM_1 38554 


TLR4 


5902 


ACTCTCTCTTTAGAPPTGTPP 


NM_1 38556 


TLR4 


5902 


ACTCTCTCTTTAGAPPTGTPP 

**w X X w X V_» X X X AunU\y X v3 X L>V-» 


NM_1 38557 


TLR4 


5902 


ACTCTCTCTTTAGAPPTGTPP 

x v> x v> x x x x rio/iv><^ x w X O w 


NM_003266 


TLR4 


5903 


ACCTTGAPPTTPPTGGAPPTP 


NM_1 38554 


TLR4 


5903 


ACCTTGACCTTPPTGGAPPTP 


NM_1 38556 


TLR4 


5903 


ACCTTGACCTTCCTGGAPPTP 


NM_1 38557 


TLR4 


5903 


ACCTTGACCTTCCTGGAPPTP 


NM_003266 


TLR4 


5904 


ACGGTGATTGTTGTGGTGTPP 


NM_1 38554 


TLR4 


5904 


ACGGTGATTGTTGTGGTGTCC 


NM_1 38556 


TLR4 


5904 


ACGGTGATTGTTGTGGTGTCC 


NM_1 38557 


TLR4 


5904 


ACGGTGATTGTTGTGGTGTCC 


NM_000584 


IL8 


5905 


ACGAGAGCTCTGTCTGGACCC 


NM_000584 


IL8 


5906 


ACTCTGGCAACCCTAGTCTGC 


NM_001323 


CST6 


5907 


ACGACCAGGGTCACTGGAGAC 


NM_000396 


CTSK 


5908 


ACTAAGAACAACGCCTGTGGC 


XM_1 17525 


N0TCH1 


5909 


ACTGGCTGCAAAGGCAAGCCC 


XM_1 17525 


NOTCH 1 


5910 


ACTTCAACGGGCTCTTGTGCC 


NM_024408 


NOTCH2 


5911 


ACTGGTGGGACTTGTGTGGCC 


NM_024408 


NOTCH2 


5912 


ACCCAGT TC TCCTGCAAAT GC 


NM_024408 


NOTCH2 


5913 


ACTGTTACAGCAGCCCTTGCC 


NM_024408 


NOTCH2 


5914 


ACTCCCTGCATCCATGGAAAC 
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NM. 


000435 


NOTCH3 


5915 


ACATGCCTAGACCTGGTGGAC 


NM 


000435 


NOTCH3 


5916 


ACTGAGTGTCGCTCAGGTGCC 


NM_000435 


NOTCH3 


5917 


ACCCCGGTGTACGAGAAGTAC 


NM~000435 


NOTCH3 


5918 


AC T AAGGACAT GC AGGAT AGC 


NM_ 


.004557 


NOTCH4 


5919 


ACATGGAGGCAGCTGCCAAGC 


NM. 


.004557 


NOTCH4 


5920 


ACCACTCCTGGCTCCTTCAAC 


NM 


004557 


NOTCH4 . 


5921 


ACGGCATAGACGTCTCTTCCC 


NM_004557 


NOTCH4 


5922 


ACCGGGCACTGTGAGAAAGGC 


NM 002226 


JAG2 


5923 


ACCTACTGTGGCAGCCACCAC 


NM_ 


.145159 


JAG2 


5923 


ACCTACTGTGGCAGCCACCAC 


NM. 


.002226 


JAG2 


5924 


ACCCTGATTGGCGGCTATTAC 


NM 


002226 


JAG2 


5925 


ACTGGTGGCATCTGTGTTGAC 


NMJ45159 


JAG2 


5925 


ACTGGTGGCATCTGTGTTGAC 


NM_002226 


JAG2 


5926 


ACTTCACCAAAGATCCTGGCC 


NM 145159 


JAG2 


5926 


ACTTCACCAAAGATCCTGGCC 


NM. 


.005409 


SCYB1 1 


5927 


ACGGACAACGATGCCTAAATC 


NM. 


.024302 


MMP28 


5928 


ACATGGTACAAGCAGCACCTC 


NM. 


.032950 


MMP28 


5928 


ACATGGTACAAGCAGCACCTC 


NM. 


.024302 


MMP28 


5929 


AGATACTGCCACTCTTCCTTC 


NM. 


.032950 


MMP28 


5929 


ACATACTGCCACTCTTCCTTC 


NM 


032950 


MMP28 


5930 


ACTACCAACCATCGTGGGCTC 


NM 024302 


MMP28 


5931 


ACGTCTGTCTGCCTTTGTTCC 


NM. 


.032950 


MMP28 


5931 


ACGTCTGTCTGCCTTTGTTCC 


NM. 


.006664 


SCYA27 


5932 


ACGCTACTGAGGAAGGTCATC. 


NM. 


.006664 


SCYA27 


5933 


ACCGCAGCATCTGCATCCACC 


NM. 


.015926 


ZSIG11 


5934 


ACGGAGTAACCCATGGCCTGC 


NM. 


.002422 


MMP3 


5935 


ACATTGGCCACTCCCTGGGTC 


NM. 


.002422 


MMP3 


5936 


ACCTGTGATCCTGCTTTGTCC 


NM. 


.002422 


MMP3 


5937 


ACTCCCTCAGGAAGCTTGAAC 


NM. 


.002422 


MMP3 


5938 


ACTGAGGTACGAGCTGGATAC 


NM. 


.005978 


S100A2 


5939 


ACCTTCTGCACAAGGAGCTGC 


NM. 


.005978 


S100A2 


5940 


ACCAGTGACCAGCAGGTGGAC 


NM. 


.005978 


S100A2 


5941 


ACTGACTTCTTCCAGGGCTGC 


NM. 


.002109 


HARS 


5942 


ACCTCCTGAAACTGAAGGCAC 


NM. 


.002109 


HARS 


5943 


ACGGTATATCGGCGGGATAAC 


NM. 


.002109 


HARS 


5944 


ACATCTCCTTTGACCTGAGCC 


NM. 


.002109 


HARS 


5945 


ACGAGTGGTCAGAACAGAGCC 


NM. 


002608 


PDGFB 


5946 


ACCAACCGCAACGTGCAGTGC 


NM. 


.033016 


PDGFB 


5946 


ACCAACCGCAACGTGCAGTGC 


NM. 


.002608 


PDGFB 


5947 


ACCTCGGGTGACCATTCGGAC 


NM. 


.033016 


PDGFB 


5947 


ACCTCGGGTGACCATTCGGAC 


NM. 


.002608 


PDGFB 


5948 


ACGGGCAAGCACCGGAAATTC 


NM. 


.033016 


PDGFB 


5948 


ACGGGCAAGCACCGGAAATTC 


NM. 


.002608 


PDGFB 


5949 


ACGCACCGGAAATTCAAGCAC 


NM. 


.033016 


PDGFB 


5949 


ACGCACCGGAAATTCAAGCAC 


NM 


000785 


CYP27B1 


5950 


ACGGCGAAGAATGGCAAAGGC 
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MIW1 
iMIVI^ 




CYP27B1 

/ li t. / LJ 1 




ACGTTCGGACTGGAAGGCATC 


MM 


\J\J\J 1 


CYP27B1 

w i r iui u i 


5952 


ACGACTGTACCCTGTGGTACC 


MM 

IN 1 Vl_ 




CYP27R1 




ACATGGCTTTGGCCCAGATCC 


MM 
IN IVI_ 


nitons 


HARSL 


5954 


ACGGTGGAGAGCTGTTGTCCC 


MM 

IN IVI_ 


moons 


HARSL 


5955 


ACGTTCCGTGCCATCTGCTCC 


MM 


moons 


HARSL 


5956 


ACGATCTCCTTTGACCTCAGC 


MM 

1 Ml VI 




HARSL 


5957 


ACGTGTTTGTGGCCACACCAC 


MM 


001878 


CRABP2 


5958 


ACAC AGGAGGGAGACAC TTTC 


NM~ 


001878 


CRABP2 


5959 


ACATGGTCTGTGAGCAGAAGC 


NM. 


001878 


CRARP9 


5960 


ACGAGGAATGGCTGCAAGAGC 


NM. 


001878 


CRABP2 


5961 


ACAGACTGGCCCTCTAGCTTC 


NM. 


004245 


THM5 


5969 


ACGGC AGCAAGAAPTGG AT CC 


NM. 


004245 


TP5M5 




APGPTGAAGGPTAGAAGPTTC 


NM. 


004245 




5964 


ACCATGGGCCAGGATATATGC 


NM_004245 






ACCACCAAGCAAGCATCATTC 


NM. 


.001264 


CDSN 


5966 


ACTACTAAACCCTTCCCAGCC 

Xi'W J. * *V-^ JL ****** V-/ V^ V^ *> *J» V^ W**w V> W 


NM. 


.001264 


CDSN 


5967 

w C/ w f 


ACAGCGTCAGCTCCAACCAGC 

nvnwvw x vriw «t vjv^*^**x^vj**>vj v^ 


NM. 


.001264 


CDSM 


5968 


ACAGAGAACCCTGTGAAAGGC 

X*WA*W4*Wiu*W V^ JL VJ JL VtMaTiw w 


NM. 


.001264 


CDSN 


5969 


ACGGAGAGTTACTCGACAGTC 


NM. 


.007196 


Kt KR 
r\i_ r\o 


5970 


ACCTACTCTGTGGCGGTGTCC 

riv w X *T.w X w X w X w W WW w X w X W w 


NM. 


.144505 


Kl KR 

rvLrvO 


5970 


ArPTAPTPTGTGGrGGTGTPr' 

AUv X /*&w X w X W X OuVjOO X X wO 


NM. 


.007196 


K\ KR 
rvi_r\o 


5971 


APrTGGGTrCTTACAGPTGCC 

w x www x ww x x Aunuv x www 


NM. 


.144505 


Kl KR 


5971 


ACCTGGGTCCTTACAGCTGCC 

fiv V--' X WWW X WW X X/iUflVJU X www 


NM. 


.007196 


K! KR 


5972 


APPCGAAATACACAGTACGCC 


NM. 


.144505 


Kl KR 


5972 


APPPGAAATACAPAGTACGPC 


NM. 


.007196 


KLK8 


597*3 
ww i w 


ACCAGCAGCGATGTGGAGGAC 


NM. 


.144505 


KLK8 

l\Ul\U 


5973 

ww / w 


ACCAGCAGCGATGTGGAGGAC 

nwnvjwAiwwvjAi x w x \j\j*iwwi*v 


NM. 


.003467 


CXC R4 


5974 


ACTGGATTGGTCATCCTGGTC 


NM. 


.003467 


CXCR4 


5975 
ww i \j 


ACGGTGGTCTATGTTGGCGTC 

fivww X ww X w X Xi* w X X ww ww X w 


NM. 


.003467 


CXCR4 


5976 


ACCGTCAGTGAGGCAGATGAC 

nuv/u x wx^w x wrrw w unun x unu 


NM. 


.003467 


CXCR4 


5977 


ACGCTGTCACACTCCAAGGGC 


NM. 


.004591 


SCYA20 


5978 


ACTTGGACATAGCCCAAGAAC 

**V*^ JL X W \JJ*^x^** JL * *V-# \^ Wx ** XVJX x-C 1^ 


NM. 


.004900 


APOBEC3B 


5979 


ACTTATGCATTCCTGCACCGC 

** W «L X ** X W *> A X VJ 'X lw 'W VJ V^ 


NM. 


.004900 


APOBEC3B 

/»l VUUVuU 


5980 

W w w W 


ACCGAGGCTAAGAATCTTCTC 


NM. 


.004900 


APOBEC3B 


5981 


ACATGCAAACGAGCCGTTCAC 


NM_005547 


IVL 


5982 


ACATGAAACAGCCAACTCCAC 


NM. 


.005547 


IVL 

IVL 


5983 


ACACACAAAGGGATCAGCAGC 


NM. 


.002733 


PRKAG1 


5984 


ACCCGCTTGTCTGCATTTCTC 

iiVUvVj V X X W X W X WWXX XXX W X \*t 


NM_002733 


PRKAG1 


5985 

w w ww 


ACGCGCATTCTGAAGTTCCTC 

nv/VJWWv<n^i * w a vi«miw « xv^wxv^ 


NM. 


.002733 


PRKAR1 
rixixAO I 




TV Pf^PPT T GP a AP A TP GZ\ TP ZX P 
jTiwwwwX x UU/inuftl Ounl wraw 


NM. 


.002743 


PRKCSH 


5987 


ACCGATGACTATTGCGACTGC 


NM. 


.002743 


PRKCSH 


5988 


ACCACCT GCAAAGAG AAGGGC 


NM. 


.002743 


PRKCSH 


5989 


ACGCTTGTCTCGCAGAAACCC 


NM. 


.002822 


PTK9 


5990 


ACAGAGGATTCCCAAGGATTC 


NM. 


.002822 


PTK9 


5991 


ACGAGAGCGGATGCTGTATTC 


NM 


002822 


PTK9 


5992 


ACGAAGTACATCCCAAGCAGC 
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NM. 


.002862 


PYGB 


5993 


ACTTCTACATGGGTCGCACGC 


NM. 


.002862 


PYGB 


5994 


ACCTGGAGCCAGAGAAGTTCC 


NM. 


.002862 


PYGB 


5995 


ACGGAGTACAAGGTGAAGATC 


NM. 


.002969 


MAPK12 


5996 


ACGAAGCTGTATCGGCCCTTC 


NM. 


.002969 


MAPK12 


5997 


ACGACTGTGAGCTGAAGATCC 


NM. 


.002969 


MAPK12 


5998 


ACGAGGTGCTCAGCTTCAAGC 


NM_002977 


SCN9A 


5999 


ACGATGATGATGAAGAAGCCC 


NM. 


.002977 


SCN9A 


6000 


ACCCTCACCTTAGTGTTGGCC 


NM. 


.002977 


SCN9A 


6001 


ACGCTCCTCAGAGTGCAGCAC 


NM. 


.003045 


SLC7A1 


6002 


ACTGCAGGCCCTGCCATTGTC 


NM. 


.003045 


SLC7A1 


6003 


ACGAACCCACAGAAGGCCATC 


NM. 


.003045 


SLC7A1 


6004 


ACGCTCTCATTTAAGGTTCCC 


NM. 


.003114 


SPAG1 


6005 


ACAGCATCTTCAAGCCTTGGC 


NM_003114 


SPAG1 


6006 


ACACAAGCTCCGGGAAGCTAC 


NM. 


.003114 


SPAG1 


6007 


ACGGATAAGACAGCACCATTC 


NM. 


.003139 


SRPR 


6008 


ACCTCTCACCAAACCTAGTGC 


NM. 


.003139 


SRPR 


6009 


ACTCTGTGCTGGACAAGATGC 


NM. 


.003139 


SRPR 


6010 


ACGGATGCTGCTGGCATTGCC 


NM. 


.003160 


STK13 


6011 


ACATTGAGATCCAGGCTCATC 


NM. 


.003160 


STK13 


6012 


ACCTATTTCCATGATGCACGC 


NM. 


.003160 


STK13 


6013 


ACTAGAGGAAGTTGCAGATGC 


NM. 


.003180 


SYT5 


6014 


ACCCACCATCAAGAAGAACAC 


NM. 


.003180 


SYT5 


6015 


ACGCTTTCAGCTTCGAGGTGC 


NM. 


.003180 


SYT5 


6016 


ACGCTTCCTCTGACGGTTACC 


NM. 


.003319 


TTN 


6017 


ACGAGCGCTTTGAAGTACTGC 


NM. 


.133378 


TTN 


6017 


ACGAGCGCTTTGAAGTACTGC 


NM. 


.133379 


TTN 


6017 


ACGAGCGCTTTGAAGTACTGC 


NM. 


.133432 


TTN 


6017 


ACGAGCGCTTTGAAGTACTGC 


NM. 


.133437 


TTN 


6017 


ACGAGCGCTTTGAAGTACTGC 


NM. 


.003585 


D0C2B 


6018 


ACGCAGATCTCCGACTACTTC 


NM. 


.003585 


DOC2B 


6019 


ACGAAGCTGAAACCCAACCAC 


NM. 


.003585 


DOC2B 


6020 


ACGAACAAGGACAAGCGCATC 


NM. 


003615 


SLC4A7 


6021 


ACTTGCATTTGTGAGACTGGC 


NM_ 


003615 


SLC4A7 


6022 


ACCCAGTATTGGTCTGTGGAC 


NM. 


003615 


SLC4A7 


6023 


ACTTCGTGAACAGCGGGTTAC 


NM_ 


.003640 


IKBKAP 


6024 


ACCCTGTGTTCAGCTCTGGAC 


NM_ 


.003640 


IKBKAP 


6025 


ACGAGGAATGTGTCCTTGGTC 


NM. 


003640 


IKBKAP 


6026 


ACTAGACCTTGTCTGCGATGC 


NM_ 


.003690 


PRKRA 


6027 


ACCCTGCACAGGTGAAGGTAC 


NM_ 


.003885 


CDK5R1 


6028 


ACCAGCAAGAACGCCAAGGAC 


NM. 


.003885 


CDK5R1 


6029 


ACCGAGATCTCCTACCCGCTC 


NM_003885 


CDK5R1 


6030 


ACTGCCGACCCACACTACTTC 


NM. 


.004080 


DGKB 


6031 


ACTTCCATGGTAATGGTGTGC 


NM. 


.145695 


DGKB 


6031 


ACTTCCATGGTAATGGTGTGC 


NM. 


.004080 


DGKB 


6032 


ACCCTGAATGTGACTGTGGAC 


NM. 


.020238 


INCENP 


6032 


ACCCTGAATGTGACTGTGGAC 
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MM 

IN IVI | nJUffw 




DUOZ 


ApfVTP^A atpjtpjaptpjtpu^ap 


mm oo4oao 

IN tvl_UU*-rUOVJ 




DUOO 


21 P PPPIA A PP A 21 np TV TV m ft TV mpp 
AUUUoAAv^UAAooAAX AciJ. L*L^ 


MM 004974 

IN IVI \J\J t T£m f *T 


Al/ADC 

ArxnrD 


DUOH 


2\ P 1 P 1 ^2 T P* 7A T 7A ^2 T ^ir* 7A P 1 7A T r 1 P T\ r» 


MM 004974 

IN IVI UWft # *t 


AI\ArD 


DUoO 


ta r* a f 7A TV. nn r* tv r* 7A r* cr* t r* t t» r 1 r** 


mm 004974 


/\l\ArO 


OwOD 


7\ 0/~T , / l, * , rpr , 7V l*^TVT»r , T\rT ,, T\OTvA/~ , 0 


ma/I 004^97 

InIVI — UUhO<£ / 


ROD 
dOK 


DUO/ 


ACGCCCTTCTACGTGAACGTC 


MM 091R74 


pop 


DUoY 


AUbL-CL X I U 1 AUG 1 GAAUG 1 U 


mm ooa**97 

INIVI_ UUHO^ / 


DpD 


ouoo 


AU 1 GAGAAUU 1 UAUU I UUAGU 


mm 091*;74 


DOrv 


DUOO 


AU 1 GAGAAUUTUAUU 1 UUAGU 


MM 004^97 

IN IVI UUHJfc / 


DpD 


Duoy 


AUUU 1 GAGAGUUAGAAGUAAU 


MM 091*574 

IN IVI \J£. 1 Of 4 


DpD 
DwrS 


DUOS? 


AUUU X GAGAGUUAGAAGUAAU 


NM 004491 

INIVI wUTtfc 1 


n\/i 1 

UVL I 


R040 


21 PP Zi T H 21 T P A PHPITP li P T P T 1 P" 
AUUA1 UAX UAUoo 1 UAU 1 U 1 U 


MM 00449*3 


n\/i i 




AUUA1 UA1 UAUGG 1 UAU 1 UxU 


MM 00449*^ 

IN IVI ww*t*t^w 


n\/i ^ 

UVLO 


R041 
OU^t I 


AU 1 la I GoAAGGU 1 I UAUGoAU 


MM 00449*3 

IN IVI UW*HfcO 


n\/i *3 

UVLO 


ftOi!9 


A/~'/ w '0»T , l - *TT**'n/~"T»/^ , /*'A/* , /^TV rpf'TV/" - * 
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RO,RO 

oooo 


A H P A C* A A P A T T T f2 A P A CCZ fl T P 
AbbnbAAbA 1 1 X bAbAbbb X b 


mm nnioTZ 

|M IVI_UU 1 Z f H 


PHPW1 


ROR/1 

ooo*t 


^PTPTPanaPTTTfiRPTTfiRr 
Ab X b X bAbAb XXX bbb X X bbb 


mm 0.0.1074 

InIVi^UU IZr *t • 


unci\ i 


oooo 


APTfZPTPnPTf^AfZAATTnPP 
Ab X bb X bbb X bbnbhMl X bbb 


mm nnioT/i 


r>uci/'i 

L/rlCI\1 


RORR 

oooo 


BPTPPaTTPTPPTPPTPTTiPP 
AbibbAl IblbblbblbXAbb 


mm nnonn 

INiVI^UUZ 1 1 U 


nur\ 


OOO f 


A PP A CIC A A P A P A PP A f2fZ A A TP 
AbbAbbAALflLAbbAbbAAl b 


mm nn9iin 




fi^RR 
oooo 


APPTATnTPfSPPPf^PfSTTftAP 

Abb X AX b X l_»bbbbbbb X X bAb 


NM 002110 


HCK 


6369 


ACGCCTTGGGAGAAAGATGGC 


NM_002612 


PDK4 


6370 


ACATTGATATCCTCCCGACCC 


NM_002612 


PDK4 


6371 


ACGATGCCTGTACAGTTGACC 


NM_002612 


PDK4 


6372 


ACATCAGCCTTCCCTTACACC 


NM_002611 


PDK2 


6373 


ACAACCTCCTTCACCTTCCTC 


NM_002611 


PDK2 


6374 


ACACACATCGGCAGCATCGAC 


NM_002611 


PDK2 


6375 


ACG AT T G AGCGACT CT TCAGC 
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NM_002645 


PIK3C2A 


6376 


ACAAGCTCACCCAAGCTGAAC 


NM_002645 


PIK3C2A 


6377 


ACAATCCCTTTCTGTGGCAAC 


NM_002645 


PIK3C2A 


6378 


ACGCCCAGGGCCATATATCTC 


NM_002651 


PIK4CB 


6379 


ACGCTACGGAAGCTGATCCTC 


NM_002651 


PIK4CB 


6380 


ACCTTTGACACCACCAGTGTC 


NM_002651 


PIK4CB 


6381 


ACCAGTCACAGCTCTCCTTGC 


NM_002754 


MAPK13 


6382 


ACGCACATGCAGCATGAGAAC 


NM_002754 


MAPK13 


6383 


ACCCTGGCTGTGAATGAGGAC 


NM_002754 


MAPK13 


6384 


ACAGCGGCCAAATCCTACATC 


NM_003138 


SRPK2 


6385 


ACAGACATGGTGGTCCAGCTC 


SK359 


SRPK2 


6385 


ACAGACATGGTGGTCCAGCTC 


NM_003138 


SRPK2 


6386 


ACGTACTTGGCCACCATCTCC 


SK359 


SRPK2 


6386 


ACGTACTTGGCCACCATCTCC 


XM_1 72741 


LOC253939 


6386 


ACGTACTTGGCCACCATCTCC 


NM_003138 


SRPK2 


6387 


ACTCCAACTATCAAGGCCTCC 


SK359 


SRPK2 


6387 


ACTCCAACTATCAAGGCCTCC 


NM_003565 


ULK1 


6388 


ACGCACGATTTGGAGGTCGCC 


NM_004755 


RPS6KA5 


6389 


ACGT CCTGGAACACATTAGGC 


NM_004755 


RPS6KA5 


6390 


ACAGAGAGCGTTTCACAGAGC 


NM_004755 


RPS6KA5 


6391 


ACTTGGGATGATTTAGCCGCC 


NM_004760 


STK17A 


6392 


ACTCTTTGACCAGTGTGTTGC 


NMJ304760 


STK17A 


6393 


ACGAAACCTGAAGATCGAGCC 


NM_004760 


STK17A 


6394 


ACCCGAGGAATCCATTGTAAC 


NM_004834 


MAP4K4 


6395 


ACTGGCACCTATGGACAAGTC 


NM_1 45686 


MAP4K4 


6395 


ACTGGCACCTATGGACAAGTC 


NM_1 45687 


MAP4K4 


6395 


ACTGGCACCTATGGACAAGTC 


SK437 


ZC1/HGK 


6395 


ACTGGCACCTATGGACAAGTC 


NM_004834 


MAP4K4 


6396 


ACCACCAAAGGGAACACACTC 


NM_1 45686 


MAP4K4 


6396 


ACCACCAAAGGGAACACACTC 


NM_1 45687 


MAP4K4 


6396 


ACCACCAAAGGGAACACACTC 


SK437 


ZC1/HGK 


6396 


ACCACCAAAGGGAACACACTC 


NM_004834 


MAP4K4 


6397 


ACGAGGAGGAAGTGCCTGAAC 


NM_1 45686 


MAP4K4 


6397 


ACGAGGAGGAAGTGCCTGAAC 


NM_1 45687 


MAP4K4 


6397 


ACGAGGAGGAAGTGCCTGAAC 


SK437 


ZC1/HGK 


6397 


ACGAGGAGGAAGTGCCTGAAC 


XM_038748 


MAP4K4 


6397 


ACGAGGAGGAAGTGCCTGAAC 


NM_005391 


PDK3 


6398 


ACATAAGAGCCCTGAGGATCC 


NM_005391 


PDK3 


6399 


ACGCGCCAGACAAACCTATTC 


NM_005391 


PDK3 


6400 


ACGCCGATGATTGGAGCAATC 


NM_005417 


SRC 


6401 


ACGCTGTTCGGAGGCTTCAAC 


SK357 


SRC 


6401 


ACGCTGTTCGGAGGCTTCAAC 


NM_005417 


SRC 


6402 


ACGTGAGACCACGAAAGGTGC 


SK357 


SRC- 


6402 


ACGTGAGACCACGAAAGGTGC 


NM_005417 


SRC 


6403 


ACCATCCTGGTGGGAGAGAAC 


SK357 - 


SRC 


6403 


ACCATCCTGGTGGGAGAGAAC 


NM_005881 


BCKDK 


6404 


ACCTTCCAGTGAGGATTGCTC 
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NIvMJ05oo1 


BCKDK 


6405 


ACTGGAGAGTCACCTAGACAC 


NlVI_OUOOOl 


dOKDK 


6406 


ACTGTCCCAGATGTGGTCATC 


NM_00599Q 


STK10 


6407 


ACACGAGATTCCTTCATCGGC 


Kin/1 nncoon 
Nlvl_0uo990 


CTI/H A 

STK10 


6408 


ACAGACACGCCCTACGACTAC 


Mft/1 AACOOA 


OTI/H A 

oTKIO 


6409 


ACGCCTCAATGCTGACAAGCC 


MM AncnQC 


CDU42BPB 


6410 


ACTGGTGCTGGCCATTGACTC 


MM AAftAlK 




641 1 


ACATACGGGCCTGAGTGTGAC 


INIVI_UUOU«30 


LfL/U4Zt5rD 


6412 


ACGAAGCGAAGGACCTCATCC 


mm nnRonR 

IN 1 VI_U U OZ UD 


rUbrKA 


6413 


ACTGAGCTTGAAGGCAGGCAC 


mm nnAonR 

IN lvl_UUOZUO 


rUbrKA 


6414 


ACAGAAGT TCCAGACCATCCC 


mm nnftonR 

IN ivl UUOZUD 


rUbrKA 




ACATCAAACCCACGTTCAGCC 


mm aaahvio 


rbrKo 


6416 


ACGGAGCTAGAGGTTCTCTCC 


mm aaa*i /io 


pprno 

PorR3 


6417 


ACCGTCACCTTTGAGGACGCC 


mm nnn 4 /to 


rbrKo 


641 o 


ACGATCTCCCGCTTCCCGCTC 


NM_0U126 i 


CDK9 


& A A r\ 

6419 


ACGTTCACGCTGTCTGAGATC 


MM A AH OC H 
NM^UUIZOl 


CDK9 


6420 


ACCAAGAT CCTGC AT AG GG AC 


NM_0U131o 


y a ni/4 yl 

MAPK14 


6421 


ACAAACGGGGTTACGTGTGGC 


INM — 1 o9U12 


Ml A Dl/H y| 

MAPM4 


6421 


ACAAACGGGGTTACGTGTGGC 


NlVl_1o9013 


MAPM4 


6421 


ACAAACGGGGTTACGTGTGGC 


KIlv/l «1 O AA A A 


MAPK14 


6421 


ACA7VACGGGGTTACGTGTGGC 


Nlvl — 001315 


MAPK14 


6422 


ACGTCAT C AGC T T TGT GCCAC 


NM_139012 


ft A A r*\ IS A A 

MAPK14 


6422 


ACGTCATCAGCTTTGTGCCAC 


Nivl_/I 39014 


MAPK14 


6422 


ACGTCATCAGCTTTGTGCCAC 


Nlvl_001315 


MAPK14 


6423 


ACGAGATGGAGTCCTGAGCAC 


NM__139012 


«|An 1/ A A 

MAPK14 


6423 


ACGAGATGGAGTCCTGAGCAC 


K 1 tl /I A DC\C\A A 

NM_1 39014 


MAPK14 


6423 


ACGAGATGGAGTCCTGAGCAC 


Ar346o07 


A A COAT 

AF346607 


6424 


ACGTTGCCATCCTCAGCCTCC 


MM nn-i ceo 
NM — UU10D9 


ID A If 4 

IRAKI 


6424 


ACGTTGCCATCCTCAGCCTCC 


Aro4bb07 


A CO A CCA7 

AF346607 


6425 


ACCATTGTGGACTTTGCTGGC 


INlVI — UU1 OD9 


IDA IS H 
IRAKI 


6425 


ACCATTGTGGACTTTGCTGGC 


ACQ/1 ftfin7 


A CO AT 

Ar34oo07 


6426 


ACAAGGAGGCCTCCTATGACC 


mm nn*i r&q 


ID A UM 

IRAKI 


6426 


ACAAGGAGGCCTCCTATGACC 


mm nnifi9R 

INIVI_UU ID ZD 


Al\ 1 2 


04ZY 


ACCTTCTCCGTAGCAGAATGC 


oi\u iy 


AK 1 2 


D42/ 


ACCTTCTCCGTAGCAGAATGC 


mm nniftOR 

IN 1VI — UU IOZD 


Mrv 1 Z 


o42o 


ACCACCTTTGTCATACGCTGC 


OI\U la 


Al\ 1 2 


D42o 


ACCACCTTTGTCATACGCTGC 


mm nniftDR 

INIVI^UU IOZD 


AKI z 


D429 


ACACTCCTTGGCAAGGGAACC 


Q|/*AiO 

oixuiy 


A l/TO 

AKTz 


a A OA 

6429 


ACACTCCTTGGCAAGGGAACC 


MM Oni7QQ 

inivi_uui r yy 


ODK7 


6430 


TV /T/1 TV /^n TV /~1 TV m TV TV y^T TV TV m TV /^n 

ACGGCCAGAGATAAGAATACC 




/•> r\i^"7 
CDK7 


6430 


TV ^T j*« TV TV TV m TV TV ^T TV TV PfV TV jtmrn A+—m 

ACGGCCAGAGATAAGAATACC 


NM_001799 


CDK7 


6431 


ACGCCTACATGTTGATGACTC 


SK055 


CDK7 


6431 


ACGCCTACATGTTGATGACTC 


NM_001799 


CDK7 


6432 


ACCACCTGGATGTCAGCTGCC 


SK055 


CDK7 


6432 


ACCACCTGGATGTCAGCTGCC 


js!M_001982 


ERBB3 


6433 


ACCCAATACCAGACACTGTAC 


NM_001982 


ERBB3 


6434 


ACTGGTCACTGCTTTGGGCCC 
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NM_001982 


ERBB3 


6435 


ACCCTGGACTTTCTGATCACC 


NM_002253 


KDR 


6436 


ACCAGAATTTCCTGGGACAGC 


NM_002253 


KDR 


6437 


ACGGGCTTTACTATTCCCAGC 


NM_002253 


KDR 


6438 


ACTACCCTTCTTCGAAGCATC 


NM_002497 


NEK2 


6439 


ACTATTGTGAAGGAGGGGATC 


NM_002497 


NEI<2 


6440 


ACAAATCGCAGGATTCCAGCC 


NM_002497 


NEK2 


6441 


ACAATCGCAGGATTCCAGCCC 


NM_0G2595 


PCTK2 


6442 


ACCGTCTCACAGTATGCATTC 


NM_002595 


PCTK2 


6443 


ACATAAGCGGTTATCACTGCC 


NM_002595 


PCTK2 


6444 


ACCCAATGAGTCGAAGGTCTC 


NM_002609 


PDGFRB 


6445 


ACCGGCTCTACATCTTTGTGC 


NM_002609 


PDGFRB 


6446 


ACCGCAGTGCAGACTGTGGTC 


NM_002609 


PDGFRB 


6447 


ACCATCACCGTGGTTGAGAGC 


NM_002731 


PRKACB 


6448 


ACTTGGAAGGTTCAGTGAGCC 


NM_002731 


PRKACB 


6449 


ACCTCCAGAGTATTTGGCTCC 


NM_002731 


PRKACB 


6450 


ACGGTCCGATTCCCATCCCAC 


NM_002752 


MAPK9 


6451 


ACACCAATTGGCTCTGGGGCC 


NM_1 39068 


MAPK9 


6451 


ACACCAATTGGCTCTGGGGCC 


NM_1 39069 


MAPK9 


6451 


ACACCAATTGGCTCTGGGGCC 


NM_1 39070 


MAPK9 


6451 


ACACCAATTGGCTCTGGGGCC 


SK189 


JNK2 


6451 


ACACCAATTGGCTCTGGGGCC 


NM_002752 


MAPK9 


6452 


ACCTTCATGATGACCCCTTAC 


NM_1 39068 


MAPK9 


6452 


ACCTTCATGATGACCCCTTAC 


NM_1 39069 


MAPK9 


6452 


ACCTTCATGATGACCCCTTAC 


NM_1 39070 


MAPK9 


6452 


ACCTTCATGATGACCCCTTAC 


SK189 


JNK2 


6452 


ACCTTCATGATGACCCCTTAC 


NM_002752 


MAPK9 


6453 


ACGTAGCAACGCCACTCCTTC. 


NM_1 39068 


MAPK9 


6453 


ACGTAGCAACGCCACTCCTTC 


NM_1 39069 


MAPK9 


6453 


ACGTAGCAACGCCACTCCTTC 


NM_1 39070 


MAPK9 


6453 


ACGTAGCAACGCCACTCCTTC 


SK189 


JNK2 


6453 


ACGTAGCAACGCCACTCCTTC 


NM_002753 


MAPK10 


6454 


ACAGCCTATTGGCTCTGGGGC 


NM_1 38980 


MAPK10 


6454 


ACAGCCTATTGGCTCTGGGGC 


NM_1 38982 


MAPK10 


6454 


ACAGCCTATTGGCTCTGGGGC 


NM_002753 


MAPK10 


6455 


ACTCCTGGACTTTGGACTGGC 


NM_1 38980 


MAPK10 


6455 


ACTCCTGGACTTTGGACTGGC 


NM_1 38981 


MAPK10 


6455 


ACTCCTGGACTTTGGACTGGC 


NM_1 38982 


MAPK10 


6455 


ACTCCTGGACTTTGGACTGGC 


NM_002753 


MAPK10 


6456 


ACACTATGTGGAGAATCGGCC 


NM_1 38980 


MAPK10 


6456 


ACACTATGTGGAGAATCGGCC 


NM_1 38981 


MAPK10 


6456 


ACACTATGTGGAGAATCGGCC 


NM_1 38982 


MAPK10 


6456 


ACACTATGTGGAGAATCGGCC 


NMJ)02880 


RAF1 


6457 


ACCAAGCAAAGAACAGTGGTC 


NM_002880 


RAF1 


6458 


ACCTTTGCTCGGAAGACGTTC 


NM_002880 


RAF1 


6459 


AC T G T CCACATGGT CAGCAC C 


NM 002958 


RYK 


6460 


ACGCTGGGATTCCAAGTGGAC 
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SK340 


RYK 


Ail AO 
OHO\J 


7\ rTH ("^ T 1 C* (~* 7\ Hmr , n7v *t\ /~» m /-* 7\ /^i 


NM 002958 


RYK 

l \ 1 IN 


RARA 




SK340 


RYK 


OHO I 


7\ Z" 1 7V 7V r P/~*0 7\ 7\ ^Tnf</Tn 7V rn/^iv z**/ - "! 


NM 002958 


RYK 


o*fo^ 




SK340 


RYK 


OHOz. 


1 T(jAGAAGTGTC 


NM 003242 




D^fOO 


ALbL-L JL ova 1 VaAGACTTTCTTC 


NM 003242 






AUCaiauuAAGCTGAAGCAGAAC 


NM 003691 


STK16 


WOO 


ALl o/iUUUCAACATCCTTCGC 


SK506 


MPRK1 




AUTCACCCCAACATCCTTCGC 


NM 003691 


STKIfi 

O J l\ 1 u 


0*fOO 


Av^GU»G I TATGCCCACAGAGAC 


SK506 


MPSK1 
ivirorx i 


RARR 


ACGGGTTATGCCCACAGAGAC 


NM 003691 

mirl WWWWO 1 


O I r\ ID 


A ART 


ACCTCAGCATCCCACAAAGCC 


SK506 




RAR7 
OHO f 


ACCTCAGCATCCCACAAAGCC 


NM 003674 




ft /ICQ 
OHOO 


ACCACAGGCTGGGACGATGCC 


NM 003948 

■ llf 1 w WWv r W 


CDKI 9 


RARO 


AtbATT GCAATGCGAGAAATC 


NM 003948 




RA7H 
OH I U 


AUUCUvjAI GGTACAGAGCTCC 


NM_003948 


CDKL2 


RA7A 
OH f I 


AUvjl^U I G 1 U. GATGTGTGGGCC 


NM_004196 


CDKL1 


RA79 ' 


7A O 7A TT^PPnTTPPrT' TV 7V 7V mpn 

Aiw/il 1UGGGAAATCC 


NM 004196 


CDKL1 


RA7*k 
Ohi o 


AtLl 1GGCAGACACTGCAAGC 


NM 004196 


CDKL1 


RA7A 
OH f H 


AtAbbt i GACATGTGAACAGC 


NM 001721 


RMX 

DiVl/\ 


RA7H 
OHIO 


ACCACAGAGTTCCCACCTTCC 


SK417 


RMX 


RA7R 
OHIO 


ACCACAGAGTTCCCACCTTCC 


NM 002019 


PI T1 
PL I I 


RA7R 
OHIO 


ACGGAAAGCGAAAGGCTGAGC 


NM 002019 


PI T1 


RA77 
Ohi i 


ACCACAGCT CAAGCAAACCAC 


NM 00?01Q 

1 Til VI UwtU I 57 


PI XI 
rL I I 


o478 


ACGGAAGGGAGCTCGTCATTC 


NM 009P97 


lAlf 4 


6479 


ACCCTCTTTGCCCTGTATGAC 


skis 1 * 


JMI\ 1 


6479 


ACCCTCTTTGCCCTGTATGAC 


NM 009997 


lAlf 4 
JAM 


6480 


ACTTGGCATGGAACCAACGAC 




1 Ai/H 

JAI\T 


6480 


ACT TGGCATGGAAC CAACG AC 


NM 002227 


lAlf 4 
JAI\ 1 


C/tO'l 

o4o1 


ACAGATTCCAGATGCAACCCC 


SK185 




O4o1 


ACAGAT T CCAG ATGCAACCCC 


NM 002750 






ACAACC T AT AGGCT C AGGAGC 


NM 139046 


MAPKR 

IVI/Al [NO 


ft/IQO 
OHO<£ 


ACAACCTATAGGCTCAGGAGC 


NM_1 39047 


MAPK8 


RAfKO 
OHOZ. 


TV P* Tv Tv /*^*/^rn 71 m 7v rn t* ti 

ACAACCTATAGGCTCAGGAGC 


NM_1 39049 


MAPK8 


RAM 
OHO** 


TV P^ TV TV ^"•^^rn TV m Tv pnr>m« tv y^^i 

AuAACC x ATAGGCTCAGGAGC 


NMJ)02750 


MAPK8 


0*tOO 


TV i~*C^ 7A PPTTPP tv tv p»TV r~* tv rn 0 m 

ALLAbU i 1 ovjAACACCATGTC 


NM_1 39046 


MAPK8 


o*+oo 


TV P* P 1 TV P'/^rp /"^ tv tv /~t t\ tv mom/^t 

ALLAbL 1 1 GGAACACCATGTC 


NM_1 39047 


MAPK8 

i»ini i\u 


OHOO 


7AP , P , TAP , P , nvrnp»/^7\ TVPiTVPr^TV m r^m/~i 

ACCAvjC J. I GGAACACCATGTC 


NM_1 39049 


MAPK8 


UHOO 


TV p< p 1 7v « Ti rnp^P 1 TV TV P*TV nnTi m/Tfi/^ 

/iv^UAGC I 1 GGAACACCATGTC 


NMJJ02750 


MAPK8 


64 R4 


7A C^C^f^fPr^r* TVr^P*7AP , P , TV TV TVOtv rriy**^* 

bLlL LALbAL CAAAG AT C C 


NM_1 39046 


MAPK8 


6484 


ACGCTCCACCACCAAAGATCC 


NM_1 39047 


MAPK8 


6484 


ACGCTCCACCACCAAAGATCC 


NM_1 39049 


MAPK8 


6484 


ACGCTCCACCACCAAAGATCC 


NM_004935 


CDK5 


6485 


ACCATCGTCAGGCT TCATGAC 


NM_004935 


CDK5 


6486 


ACGCTGTACTCCACGTCCATC 


NMJD04935 


CDK5 


6487 


ACGCTGCCAGACTATAAGCCC 
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NM 002082 


GPRK6 


6488 


ACGAAATGGCGGCAGATGCTC 


XWM 69341 


LOC222456 


6488 


ACGAAATGGCGGCAGATGCTC 


NM_002082 


GPRK6 


6489 


ACCATCTTGCTGGATGACCAC 


XM 169341 


LOC222456 


6489 


ACCATCTTGCTGGATGACCAC 


NM 002082 


GPRK6 


6490 


ACTGAACGGTACACGTTCAGC 


NM 005228 


EGFR 


6491 


ACCAAGCTCACGCAGTTGGGC 


NM 005228 


EGFR 


6492 


ACACCGGACTGAAGGAGCTGC 


NM 005228 


EGFR 


6493 


ACAGTGTGATCCAAGCTGTCC 


NM 005235 


ERBB4 


6494 


ACCTGAGCTCTCTCTCTGACC 


XM_1 72034 


LOC254337 


6494 


ACCTGAGCTCTCTCTCTGACC 


NM_005235 


ERBB4 


6495 


ACGTCCTGTACTGGCCGTTGC 


NM_005235 


ERBB4 


6496 


ACACCTTGCACTGACATTTGC 


NMJ)05255 


GAK 


6497 


ACAATGGAATCTCGAGGCCCC 


NM_005255 


GAK 


6498 


ACGATCTTCTACCAGACGTGC 


NM_005255 


GAK 


6499 


ACTGGGAAGTACTCGATCCCC 


NM 000208 


INSR 


6500 


ACAACGAGGCCCGAAG ATT TC 


NM 000208 


INSR 


6501 


ACACGAG GCCCGAAGAT T T CC 


NM 000208 

1 Til VI WWWfcwW 


INSR 


6502 


ACCGAGGAGTGTGGAGACATC 


NM 000215 


JAK3 


6503 


ACGTCCTGCTGTACAGGATTC 


NM_001616 


ACVR2 


6504 


ACAGATGGCCACAAACCTGCC 


L03718 


HUMGPRKLG 


6505 


ACACCCACTCTAAAGAGGCAC 


NM_005307 


GPRK2L 


6505 


ACACCCACTCTAAAGAGGCAC 


SK156 


GPRK4 


6505 


ACACCCACTCTAAAGAGGCAC 


U33054 


HSU33054 


6505 


ACACCCACTCTAAAGAGGCAC 


U33055 


HSU33055 


6505 


ACACCCACTCTAAAGAGGCAC 


U33056 


HSU33056 


6505 


ACACCCACTCTAAAGAGGCAC 


X75897 


HSGRK4 


6505 


ACACCCACTCTAAAGAGGCAC 


X97879 


HSGRK4B 


6505 


ACACCCACTCTAAAGAGGCAC 


X97880 


HSGRK4C 


6505 


ACACCCACTCTAAAGAGGCAC 


X97881 


HSGRK4D 


6505 


ACACCCACTCTAAAGAGGCAC 


X98118 


HSGRK4AGE 


6505 


ACACCCACTCTAAAGAGGCAC 


L03718 


HUMGPRKLG 


6506 


ACTGGAAATGGCTGGAAAGGC 


NMJ305307 


GPRK2L 


6506 


ACTGGAAATGGCTGGAAAGGC 


SK156 


GPRK4 


6506 


ACTGGAAATGGCTGGAAAGGC 


U33054 


HSU33054 


6506 


ACTGGAAATGGCTGGAAAGGC 


U33055 


HSU33055 


6506 


ACTGGAAATGGCTGGAAAGGC 


U33056 


HSU33056 


6506 


ACTGGAAATGGCTGGAAAGGC 


X97879 


HSGRK4B 


6506 


ACTGGAAATGGCTGGAAAGGC 


X97880 


HSGRK4C 


6506 


ACTGGAAATGGCTGGAAAGGC 


X97881 


HSGRK4D 


6506 


ACTGGAAATGGCTGGAAAGGC 


X98118 


HSGRK4AGE 


6506 


ACTGGAAATGGCTGGAAAGGC 


L03718 


HUMGPRKLG 


6507 


ACTGATTCAGGGACATTCTCC 


NM_005307 


GPRK2L 


6507 


ACTGATTCAGGGACATTCTCC 


SK156 


GPRK4 


6507 


ACTGATTCAGGGACATTCTCC 


"U33054 


HSU33054 


6507 


ACTGATTCAGGGACATTCTCC 


U33055 


HSU33055 


6507 


ACTGATTCAGGGACATTCTCC 
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U33056 


1 1 1 IAAAPA 

HSU33056 


6507 


ACTGATTCAGGGACATTCTCC 


X97879 


HSGRK4B 


6507 


ACTGAT TC AGGGACAT TCT CC 


X97880 


HSGRK4C 


6507 


ACTGATTCAGGGACATTCTCC 


X97881 


HSGRK4D 


6507 


ACTGATTCAGGGACATTCTCC 


X98118 


HSGRK4AGE 


6507 


ACTGATTCAGGGACATTCTCC 


l\!M_005308 


GPRK5 


6508 


ACGAAATCCTGAAGTTCCCTC 


NM_005308 


GPRK5 


6509 


ACGTACCTCACCCCAAAGTCC 


NM_005308 


GPRK5 


6510 


ACAAAGAGGAAAGGGGAGTCC 


NM_005923 


MAP3K5 


6511 


ACACTCGACTTTGGAGAAACC 


SK225 


MAP3K5 


6511 


ACACTCGACTTTGGAGAAACC 


NM_005923 


MAP3K5 


6512 


ACAGTCTACTGCTGTGACAGC 


SK225 


MAP3K5 


6512 


ACAGTCTACTGCTGTGACAGC 


NM_005923 


MAP3K5 


6513 


ACGCGAAGGACAAGTTGCTTC 


SK225 


ft ft A f*. **\ ■ / *^ 

MAP3K5 


6513 


ACGCGAAGGACAAGTTGCTTC 


NWMJ06301 


MAP3K12 


6514 


ACAGCCTACTCCACTGAGCAC 


SK110 


DLK 


6514 


ACAGCCTACTCCACTGAGCAC 


NM_006301 


MAP3K12 


6515 


ACACCGACATCAAGCACTTGC 


SK1 10 


DLK 


6515 


ACACCGACATCAAGCACTTGC 


■l ta a aaaaa.* 

NM_006301 


ft ft ft #*% t aT A S+\. 

MAP3K12 


6516 


ACGGAGCTGAGTGACAAGAGC 


SK110 


DLK 


6516 


ACGGAGCTGAGTGACAAGAGC 


NM_012119 


CCRK 


6517 


ACCTGAAGGCTGTGTTCCCAC 


SK483 


CCRK 


6517 


ACCTGAAGGCTGTGTTCCCAC 


XMJ305420 


CCRK 


6517 


ACCTGAAGGCTGTGTTCCCAC 


NM_012119 


CCRK 


6518 


ACACCTGCCAACCTGCTCATC 


SK483 


CCRK 


6518 


ACACCTGCCAACCTGCTCATC 


XM_005420 


CCRK 


6518 


ACACCTGCCAACCTGCTCATC 


NMJ312119 


CCRK 


6519 


ACGGCTCTCCTCCATCAGTAC 


SK483 


CCRK 


6519 


ACGGCTCTCCTCCATCAGTAC 


XM_005420 


CCRK 


6519 


ACGGCTCTCCTCCATCAGTAC 


NM_0 12395 


PFTK1 


6520 


ACGATGTCTACACGGAACTGC 


& It > a a a a A r» 

NM_0 12395 


PFTK1 


6521 


ACAGTTAGGCGGCACTCCAGC 


NIvL0 12395 


PFTK1 


6522 


AC ACCACAGAACCTTC T GATC 


NM_0 14432 


IL20RA 


6523 


ACTGGACTCCACCAGAGGGTC 


kit ■ A <1 J A AA 

NM_0 14432 


IL20RA 


6524 


ACGACCTTCCTGTTTCCATGC 


NM_0 14432 


II A a A 

IL20RA 


6525 


ACTCAAACAGAACGTGGTCCC 


NM_01491 1 


A A VA* A 

AAK1 


6526 


ACGCAATGGGATGAAATGTGC 


SK422 


A A 1/ A 

AAK1 


A ^ A A 

6526 


ACGCAATGGGATGAAATGTGC 


NM_ 014911 


AAK1 


6527 


ACAACATCCTCTTGCATGACC 


1/ a a a 

SK422 


AAK1 


6527 


ACAACATCCTCT TGCATGACC 


k u l A ,1 Ar\A A 

NM_014911 


AAK1 


6528 


ACTCCACAAACTGAGGGAGTC 


SK422 


AAK1 


6528 


ACTCCACAAACTGAGGGAGTC 


NM_016507 


CRK7 


6529 


ACACATCGTCACCACCAGCAC 


SK485 


CRK7 


6529 


ACACATCGTCACCACCAGCAC 


NM_0 16507 


CRK7 


6530 


ACAAGCCAAGAAGTCTCCAGC 


SK485 


CRK7 


6530 


ACAAGCCAAGAAGTCTCCAGC 


NM_016507 


CRK7 


6531 


ACTCCAGGTCATCCAAGCTCC 
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SK485 


CRK7 


6531 


ACTCCAGGTCATCCAAGCTCC 


NM_003565 


ULK1 


6532 


ACAGGCAT C AT CCACCGCGAC 


NM_003565 


ULK1 


6533 


ACCATCCTGCTGTCCAACCCC 


NM_003582 


DYRK3 


6534 


ACCAGTTCATCCAAGGCACCC 


SK488 


DYRK3 


6534 


ACCAGTTCATCCAAGGCACCC 


NM_003582 


DYRK3 


6535 


ACACTTCGACAGTACGTGGCC 


SK488 


DYRK3 


6535 


ACACTTCGACAGTACGTGGCC 


NM_003582 


DYRK3 


6536 


ACATGGTGCGCAATGAGAAGC 


SK488 


DYRK3 


6536 


ACATGGTGCGCAATGAGAAGC 


NM_003668 


MAPKAPK5 


6537 


ACGCCAGCCAAGTAACAAAGC 


NM_1 39078 


MAPKAPK5 


6537 


ACGCCAGCCAAGTAACAAAGC 


NM_003668 


MAPKAPK5 


6538 


ACGAGCTGTGACTTGTGGTCC 


NM_1 39078 


MAPKAPK5 


6538 


ACGAGCTGTGACTTGTGGTCC 


NM_003668 


MAPKAPK5 


6539 


ACCTCCGAGATGTGATTGCTC 


NM_1 39078 


MAPKAPK5 


6539 


ACCTCCGAGATGTGATTGCTC 


NM_003942 


RPS6KA4 


6540 


ACGGTGAGCGTGGAGAACTTC 


NM_003942 


RPS6KA4 


6541 


ACAGAGCGGACCTTCTCCTTC 


NM_003942 


RPS6KA4 


6542 


ACTCTGCACGAGGTGCATCAC 


NM_003684 


MKNK1 


6543 


ACAGTTCAAGGTGCCGTGAGC 


SK235 


MNK1 


6543 


ACAGTTCAAGGTGCCGTGAGC 


NM_003684 


MKNK1 


6544 


ACGGAGGTTCCATCTTAGCCC 


SK235 


MNK1 


6544 


ACGGAGGTTCCATCTTAGCCC 


NM_003684 


MKNK1 


6545 


ACCTGAACAACTCCTGTACCC 


SK235 


MNK1 


6545 


ACCTGAACAACTCCTGTACCC 


NM_003821 


RIPK2 


6546 


ACTATCCTGATGTTGCTTGGC 


NM_003821 


RIPK2 


6547 


ACTCAAGGGCCAGTATCAAGC 


NM_003821 


RIPK2 


6548 


ACGATGTCACCAATCCTTTGC 


NM_003831 


SUDD 


6549 


ACCAGCTGGCCAAAGAATTGC 


NM_003831 


SUDD 


6550 


ACGTTGCTGTTGCTGAAGGAC 


NM_003831 


SUDD 


6551 


ACTATGATGCACAGCTTAGGC 


NM_003952 


RPS6KB2 


6552 


ACTGCCAAGGACACAGCACAC 


SK266 


p70S6Kb 


6552 


ACTGCCAAGGACACAGCACAC 


NM_003952 


RPS6KB2 


6553 


ACGCCCGAGAACATCATGCTC 


SK266 


p70S6Kb 


6553 


ACGCCCGAGAACATCATGCTC 


NM_003952 


RPS6KB2 


6554 


ACGGAGTCTATCCATGAGGGC 


SK266 


p70S6Kb 


6554 


ACGGAGTCTATCCATGAGGGC 


NM_004119 


FLT3 


6555 


ACCATTTCCTGTCTCTGGGTC 


NM_004119 


FLT3 


6556 


ACGCACAGCTCCCTGAATTGC 


NM_004119 


FLT3 


6557 


ACTGGGTGCTTTGCGATTCAC 


NM_004203 


PKMYT1 


6558 


ACGCGTTCCATGTCACCATTC 


SK248 


MYT1 


6558 


ACGCGTTCCATGTCACCATTC 


NM_004203 


PKMYT1 


6559 


ACGTGACATCAACTCAGAGCC 


SK248 


MYT1 


6559 


ACGTGACATCAACTCAGAGCC 


NM_004203 


PKMYT1 


6560 


ACCTCCCATGGTCTTCTCTGC 


SK248 


MYT1 


6560 


ACCTCCCATGGTCTTCTCTGC 


NM 004217 


STK12 


6561 


ACAGCCATTTCATCGTGGCGC 
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K i n a Art join 

NM_004217 


51 K12 


6552 




NM_0Q4217 


5TK12 


6563 




k |k • fS. A A A A A 

NM_004226 


STK17B 


6564 




NM_004226 


STK17B 


A 1— Ap 

6565 


ACATAGGGCATGCGTGTGAAC 


NM_004226 


STK17B 


6566 


ACGGT CCTCT GAAGAC AAGAC 


NM_004570 


PIK3C2G 


6567 


ACAGAAT GCTCC TGGGGAAGC 


NM_004570 


PIK3C2G 


6568 


ACGCAGCAATACGaGTCTGGC 


NM_004570 


PIK3C2G 


6569 


acttctgggaagatctggagc 


kv i n m a a a aaa 

NM_004690 


LATS1 


A f— -7 A 

6570 


ACATGTCAACCGAAGATCCTC 


klft a /"v /"i a a a 

NM_004690 


I A TO >l 

LATS1 


6571 


ACTCCTTAGTTCCTCAGAGGC 


ilka 

NM_004690 


LATS1 


a r»7A 

6572 


ACATGTTGTCCCTGCTGGCAC 


k Ik « A A A—W A *-T 

NM_004717 


DGKI 


6573 


ACTGCCGTGAATGGAGAACAC 


NM_004717 


DGKI 


6574 


ACACCCATCTCTTCTCCTCTC 


NM_004717 


p\p*» i>p| 

DGKI 


AC7C 

6575 


AC 1 CaALC 1 bbL I LbAAL ILiL 


fv 1 f> J| f~\/~\ AT") A 

NM_004734 


DCAMKL1 


6576 


AUACGGCTCATTCCTT TGAGC 


SKU63 


DCAMKLI 


CC7C 


ALALbbbi UAl I CC J.11 bAbL 


NIVMJ04734 


DGAMKLI 


CC77 

6577 


ALAI G I LbAbbLAAAbAbLAU 


SK063 


DCAMKL1 


£5CTr"7 

6577 


7VP^T\m/"" , T1/""i/"~'T\/*^/*" , /*" , T\ 7\ TV pi T\ P"P«7\ P» 

AUA1 G 1 CGAGGuAAAGAGUAC 


kill t~\ t~\ A ~~7 O A 

Nlvl_004734 


DCAMKL1 


a r- ^ a 

6578 


ti r*s/^i tv m^i^m/*i/* , i tv v"i m tv m tv m/^ 

ACCATCGTCCACCGTGATaTC 


SK063 


DCAMKL1 


A |— A 

6578 


ACCATCGTCCACCGTGATATC 


Lit 1 S\AAA— »** 

NMJ300875 


IGF1R 


A f" "7 A 

6579 


ACCTCTTCTACAACTACGCCC 


ft. 1 R A AAAA«T>»» 

NM_000875 


IGF1R 


6580 


tv /""i m /*r /~» m ti o/imnin/imiTti\ /*»nm/^ 

ACTGCTGACCTCTGTTACCTC 


NM_000875 


IGF1R 


6581 


ACT GAGTACAACT ACCGC T GC 


NM_001258 


CDK3 


6582 


ACGGAACTGAAGCACCCCAAC 


NM_001258 


CDK3 


6583 


ACGAAGTACATGGACTCCACC 


NM_001258 


CDK3 


6584 


ACAGCCCTGTTTCCTGGTGAC 


till AA^A^-A 

NM — 001259 


CDK6 


a r- o r- 

6585 


tv nrionnn/*io^i tv /^i m m /~* tv ta ^t 7v 7V 

ACGGCCCGCGACTTGAAGAAC 


i, ik * /"v «4 a r~ a 

NM_001259 


CDK6 


A |— A A 

6586 


Tv a tv m m m /~i m /™» t\ aai\ /~«/~itv s"i^i 

ACCATTCTGGTGACCAGCAGC 


1 II > A A Jk A J— A 

NM_001259 


CDK6 


6587 


ACAACCTGGATTCCCACCTGC 


kill Aftiin*?^ 

NM_001277 


CHK 


a c o 

6588 


tv nn« m/inniAmmA/111 /^mnnmnn 

ACCATGCTGTTCCAGTGCTCC 


NM — 001277 


CHK 


5559 


Tv 0 7V tv m/*»/^/*» 7N tv /™i tv TV pipirnp"! 

ACGAGGGATCCGAACAAGCTC 


iMlvl^UUl«i/ / 


LrMK 


ooyu 


TV pi pirn pi rp TV iti/T^/^tv rppirprprriptpipipi 

AvvLlLlAfbbLAJlH 1 ILLLL 


NM_0012dO 


UDKo 


ooyi 


tv p/irnppp tv mr^rnp«rpT\>ri/**rppipip , »pi 

ACCTGGGATCTCTATGTCGGC 


Nlvl_p01260 


CDKo 


ccoo 


ACGGTGTGGCTTCTGTTTGAC 




r*p\i*fft 
UDKo 


CCQQ 

Doyo 


tv p»p*rn A/^»TirnpirnrfipipiT\/ - »/**»?\ T\ /**»r~»p« 

ALL. I AL- 1 ibl 1 bbAbLAAbbL 






Doy4 


AUAACoAGAAIjGAVjooo 1 ILL 


IViIvl UU4440 


rnuDC 

crrlDO 


ecQc 

Doyo 


Tvpipip»pimpi7vr , p«T\ pirppiT\rpp«pim7vpi 


SKI 32 


t pn bo 


boyo 


tv pipip»/"Tm/~iTv/"i/"i7v prflP7\ mpiptrp 7v pi 

ACGGCTCAGCACTCATGCTAC 


Klfv/I nn/i>i>iR 


trnDD 


Doyo 


Tvp^p^T\mpipiiTipip*T\p^mT\nip^TV p" pirn pi 

AbbA 1 Cb> 1 GbiAU iAX bAbb 1 U 


Orv 1 o*£ 


C n h DA 

cpriDO 


ooyo 


71 P P 71 T P P T cz a, 7A r* T 71 T P 71 fZP T P 


NM_004445 


EPHB6 


6597 


ACGTATTACATCGACCCCTCC 


SK132 


EphB6 


6597 


ACGTATTACATCGACCCCTCC 


NM_004448 


ERBB2 


6598 


ACGAACAACCAGCTGGCTCTC 


NM_004448 


ERBB2 


6599 


ACCACAGACACGTTTGAGTCC 


NM_004448 


ERBB2 


6600 


ACGTAATCCGGGGACGAATTC 


NM_005163 


AKT1 


6601 


ACTGATGGCACCTTCATTGGC 
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NM_005163 


AKT1 


6602 


ACCACCTTCATCATCCGCTGC 


NM_005163 


AKT1 


6603 


ACGAAGGAAGTCATCGTGGCC 


NM_005198 


CHKL 


6604 


ACAGCGTGATGTTCGCCATAC 


NM_005198 


CHKL 


6605 


ACCAGTACATCCCAAGTCGGC 


NM_005198 


CHKL 


6606 


ACGGATGAGATGGGCAACCTC 


NM_005465 


AKT3 


6607 


ACTCAGATGTCTCCAGTGGAC 


NM_005465 


AKT3 


6608 


ACGGGAAGAATGGACAGAAGC 


NM_005465 


AKT3 


6609 


ACAGGATGAAGTGGCACACAC 


NM_004920 


AATK 


6610 


ACCAATTTCGTGCACAGCGAC 


SK413 


LMR1 


6610 


ACCAATTTCGTGCACAGCGAC 


NM_004920 


AATK 


6611 


ACGCAGAGGAGGAGTTTGAAC 


SK413 


LMR1 


6611 


ACGC AG AGG AGGAG T T T G AAC 


NM_004920 


AATK 


6612 


ACCGTGTCAGCCAACAACAAC 


SK413 


LMR1 


6612 


ACCGTGTCAGCCAACAACAAC 


NM_001721 


BMX 


6613 


ACAGAGATAAGGGGTAACCCC 


SK417 


BMX 


6613 


ACAGAGATAAGGGGTAACCCC 


NM_001721 


BMX 


6614 


ACACACAGAGTTCCCACCTTC 


SK417 


BMX 


6614 


ACACACAGAGTTCCCACCTTC 


NM_000215 


JAK3 


6615 


ACGACTGTCAGCTACAAGGCC 


NM_000215 


JAK3 


6616 


ACGTCCAACCTGATCGTGGTC 


NM_001106 


ACVR2B 


6617 


ACGGGCTGCTGGCTAGATGAC 


SK011 


ACTR2B 


6617 


ACGGGCTGCTGGCTAGATGAC 


NM_001106 


ACVR2B 


6618 


ACGGCCCAGCTCATGAATGAC 


SK011 


ACTR2B 


6618 


ACGGCCCAGCTCATGAATGAC 


NM_001106 


ACVR2B 


6619 


ACCGGGAGATCTTCAGCACAC 


SK011 


ACTR2B 


6619 


ACCGGGAGATCTTCAGCACAC 


NM_001203 


BMPR1B 


6620 


ACGAGGATGACTCTGGGTTGC 


NM_001203 


BMPR1B 


6621 


ACGACCTACACCCTACACTGC 


NM_001203 


BMPR1B 


6622 


ACGTTTGGATGGGAAAGTGGC 


NM_001278 


CHUK 


6623 


ACAACAGAGAACGATGGTGCC 


NM_001278 


CHUK 


6624 


ACCACTGCAGTATCTGGCCCC 


NM_001278 


CHUK 


6625 


ACG AG AT GTCAGGAG AAGT T C 


NM_001105 


ACVR1 


6626 


ACGGTCAACCCCAAACTCTAC 


NM_001105 


ACVR1 


6627 


ACAAGGCGCAACCAAGAACGC 


NM_001105 


ACVR1 


6628 


ACCAGTGGCTCGCCAGATTAC 


NM_001616 


ACVR2 


6629 


ACATCCAGTTACACCTAAGCC 


NMJ301616 


ACVR2 


6630 


ACCCATGGCTAGAGGATTGGC 


NM_016653 


ZAK 


6631 


ACATACTCAGTGTCCTCAGTC 


NM_1 33646 


ZAK 


6631 


ACATACTCAGTGTCCTCAGTC 


NM_016653 


ZAK 


6632 


ACCTTTCCCATGGATGGCTCC 


NM_1 33646 


ZAK 


6632 


ACCTTTCCCATGGATGGCTCC 


NM_016653 


ZAK 


6633 


ACTGACACGAGCCTTCCTGAC 


NM_1 33646 


ZAK 


6633 


ACTGACACGAGCCTTCCTGAC 


NM_019884 


GSK3A 


6634 


ACGAACCGAGAGCTGCAGATC 


NM_019884 


GSK3A 


6636 


ACCCCCAACTACAGGGAGTTC 


NM_001619 


ADRBK1 


6637 


ACGAGTGCCACTGAGCATGTC 
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NM. 


.001619 


ADRBK1 


6638 


ACTGTGGAGCTCAACATCCAC 


NM. 


.001619 


ADRBK1 


6639 


ACAAGCGCATCAAGAT GAAGC 


NM_002529 


NTRK1 


6640 


ACCGCTCTGGAGTCTCTCTCC 


NM. 


.002529 


NTRK1 


6641 


ACAACTGTGCAGGGCCTCTCC 


NM. 


~002529 


NTRK1 


6642 


ACCAGGAAGAACGTGACGTGC 


NM. 


"002745 


MAPK1 


6643 


ACAATCAGCCCCTT T GAGC AC 


NM. 


_1 38957 


MAPK1 


6643 


ACAATCAGCCCCTTTGAGCAC 


nm! 


.002745 


MAPK1 


6644 


ACGCCTTCCAACCTGCTGCTC 


NM. 


.138957 


MAPK1 


6644 


ACGCCTTCCAACCTGCTGCTC 


NM. 


.002745 


MAPK1 


6645 


ACGTAGAACAGGCTCTGGCCC 


NM. 


.138957 


MAPK1 


6645 


ACGTAGAACAGGCTCTGGCCC 


NM_000359 


TGM1 


6646 


ACCTTCCATGTGTGGAACGAC 


NM. 


.000359 


TGM1 


6647 


ACGATCCTCAACGTTGGGGAC 


NM. 


.000359 


TGM1 


6648 


ACTGCAGCTGGAGATGGCACC 


nm] 


.000738 


CHRM1 


6649 


ACCATCATGGTGCTGGTGTCC 


NM. 


.000738 


CHRM1 


6650 


ACGCCTTCCGGGACACCTTTC 


NM. 


.000738 


CHRM1 


6651 


ACGATGCCAATGGTGGACCCC 


NM. 


.000739 


CHRM2 


6652 


ACCATCCTAGTCATGGTTTCC 


NM. 


.000739 


CHRM2 


6653 


ACCAGCACTATCAACCCTGCC 


NM. 


.000739 


CHRM2 


6654 


ACAGAAGGACAAGAAGGAGCC 


NM. 


.000740 


CHRM3 


6655 


ACCAACAATGATGCTGCTGCC 


NM. 


.000740 


CHRM3 


6656 


ACTCTGGGCTACTGGCTGTGC 


NM. 


.000740 


CHRM3 


6657 


ACGCAGCTGAAGACGGTCAAC 


NM. 


.000741 


CHRM4 


6658 


ACCAGGCAGCTGCAGACAGTC 


NM. 


.000741 


CHRM4 


6659 


ACCCACTGCTTCATCCAGTTC 


NM. 


.000741 


CHRM4 


6660 


ACGG ACACT TCCAAT GAG TCC 


NM. 


.000746 


CHRNA7 


6661 


ACCGGGAACCTGCTGTACATC 


NM. 


.000746 


CHRNA7 


6662 


ACGGCGAGTTCCAGAGGAAGC 


NM. 


.000746 


CHRNA7 


6663 


ACTGGGACCTAGTGGGAATCC 


NM. 


.001287 


CLCN7 


6664 


ACGAGCGTGGTGAGCCTCTTC 


NM. 


.001287 


CLCN7 


6665 


ACGAGAGGCTTGGAGGAGCTC 


NM. 


.001287 


CLCN7 


6666 


ACCAGTGAGAACCAGCTGTTC 


NM_001382 


DPAGT1 


6667 


ACCAACATGACCCTCATCAAC 


NM. 


.001382 


DPAGT1 


6668 


ACCACGACCATTGTGGTGCCC 


NM. 


.001382 


DPAGT1 


6669 


ACGGTGATTGTCGGGATGATC 


NM. 


.001830 


CLCN4 


6670 


ACCTTCTTCAGCAGCCTTTTC 


NM. 


.001830 


CLCN4 


6671 


ACGGACGAGTTTACTCACCGC 


NM. 


.001830 


CLCN4 


6672 


ACCG AGACCACT T T T GAGGAC 


NM. 


.002252 


KCNS3 


6673 


ACCCCTCTGAACATCATTGAC 


NM_ 


.002252 


KCNS3 


6674 


ACGT GTCATGAGCT ACCT TAC 


NM_ 


.002252 


KCNS3 


6675 


ACGGACTGGGACCAGAAAAGC 


NM. 


.002562 


P2RX7 


6676 


ACGCTGGTCCTGTCCAGACAC 


NM. 


.002562 


P2RX7 


6677 


ACGTGGTTCTTCCACGTGATC 


NM. 


002562 


P2RX7 


6678 


ACCTTCAGATACGCCAAGTAC 


NM. 


.002707 


PPM1G 


6679 


ACGGC TT T AGAAGATGCC T T C 


NM_002707 


PPM1G 


6680 


ACATCTGGAGGTGGGACAGGC 
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NM. 


.002707 


PPM1G 


6681 


ACGGCCTACACAGGCTTTTCC 


NM. 


.002768 


PCOLN3 


6682 


ACGTGAAGAAGGCCCTTCTGC 


NM. 


.002768 


PCOLN3 


6683 


ACCGCCATCCGCAAGAAGAAC 


NM. 


.002768 


PCOLN3 


6684 


ACGAATATGGCCCAGGTGACC 


NM. 


.002844 


PTPRK 


6685 


ACCTCAGTCAGAACGAGGTTC 


NM. 


.002844 


PTPRK 


6686 


ACTGTCAGCCTCAAGATGATC 


NM. 


.002844 


PTPRK 


6687 


ACAAGCCAGACTTCAGCTGCC 


NM 003374 


VDAC1 


6688 


ACGCGGATAATATGTAGGCAC 


NG. 


.001223 


NG_001223 


6689 


ACATCAAGACAGGGTACAAGC 


NG. 


.001224 


NG_001224 


6689 


ACATCAAGACAGGGTACAAGC 


NM_003374 


VDAC1 


6689 


ACATCAAGACAGGGTACAAGC 


NG. 


.001224 


NG_001224 


6690 


ACGAAGTTGGAGACCGCTGTC 


NM. 


.003374 


VDAC1 


6690 


ACGAAGTTGGAGACCGCTGTC 


NM. 


.004159 


PSMB8 


6691 


ACCACTTATGCCTACGGTGTC 


NM. 


.004159 


PSMB8 


6692 


ACGAGGCCTATGACCTTGGCC 


NM. 


.004159 


PSMB8 


6693 


ACAGTACAGATGTCAGTGACC 


NM. 


.005046 


KLK7 


6694 


ACGGCCTCGAAGTCATTCCGC 


NM. 


.005046 


KLK7 


6694 


ACGGCCTCGAAGTCATTCCGC 


NM. 


.139277 


KLK7 


6694 


ACGGCCTCGAAGTCATTCCGC 


NM. 


.139277 


KLK7 


6694 


ACGGCCTCGAAGTCATTCCGC 


NM. 


.005046 


KLK7 


6695 


ACGAAAGTCAGGCTGCCCTCC 


NM. 


.005046 


KLK7 


6695 


ACGAAAGTCAGGCTGCCCTCC 


NM. 


.139277 


KLK7 


6695 


ACGAAAGTCAGGCTGCCCTCC 


NM. 


.139277 


KLK7 


6695 


ACGAAAGTCAGGCTGCCCTCC 


NM. 


.005046 


KLK7 


6696 


ACTTCCATGCTGTGCGCTGGC 


NM. 


.005046 


KLK7 


6696 


ACTTCCATGCTGTGCGCTGGC 


NM. 


.139277 


KLK7 


6696 


ACTTCCATGCTGTGCGCTGGC 


NM. 


.139277 


KLK7 


6696 


ACTTCCATGCTGTGCGCTGGC 


NM. 


.005151 


USP14 


6697 


ACCTGTGTACACCAGAACTTC 


NM. 


.005151 


USP14 


6698 


ACTGATGGGGTCAGCAGATGC 


NM. 


.005151 


USP14 


6699 


ACGGTGAACAAGGACAGTATC 


NM. 


.006208 


ENPP1 


6700 


ACATCTTTCTTGCCGGGAACC 


NM. 


.006208 


ENPP1 


6701 


ACCACCATCTGTCTTCTTTCC 


NM. 


.006208 


ENPP1 


6702 


ACCTGTCGCTGTGATGCTGCC 


NM. 


.012114 


CASP14 


6703 


ACGACCTGGATGCTCTGGAAC 


NM. 


.012114 


CASP14 


6704 


ACTCTCTTCGAGGCCCTGAAC 


NM. 


.012114 


CASP14 


6705 


ACAAGCAAGGAAAACGAACCC 


NM. 


.012125 


CHRM5 


6706 


ACGGAACCTTCAACGAAAGGC 


NM. 


.012125 


CHRM5 


6707 


ACCCTCTACACCACCTACATC 


NM. 


.012125 


CHRM5 


6708 


ACGAGTCAGGGTAAGGAAAGC 


NM. 


.015127 


MCLC 


6709 


ACTCAGTTCATGTGCTGAGAC 


NM. 


.015127 


MCLC 


6709 


ACTCAGTTCATGTGCTGAGAC 


NM. 


.015127 


MCLC 


6711 


ACCAAAGGCACTTGCAGTTAC 


NM. 


.016113 


TRPV2 


6712 


ACGATCGAGATTTTCAGGCAC 


NM. 


.016113 


TRPV2 


6713 


ACCAGTGTCGCCACTGACAGC 


NM 


016113 


TRPV2 


6714 


ACGACCAGCAAGTACCTCACC 



.2004094636A1_I_> 



WO 2004/094636 



(' 

PCT/EP2003/004362 



248 



NM. 


.020676 


LOUo740o 


6715 


TV Z***/"^ TV ^* A f^f^r* 7\ TV /—^ m /^r TV m TV T\ m 

ACGACAGOCAAGCTCATAATC 


NM. 


.020676 


LOC57406 


6716 


ACACCCTCCATCCTCATGCTC 


NM. 


.020676 


LOC57406 


6717 


ACACCTTTCCACCTGGTAGGC 


NM. 


.022304 


M DUO 

HRH2 


6718 


ACCAGCAGGAACGAGACCAGC 


NM_022304 


Lin u o 

HRH2 


6719 


ACGAGAAACCCCTGAAGCTCC 


MM 
l\!lvl_ 


nooin>i 


HRH2 


6720 


ACTGTGGTCGTCTGTCTGGCC 


KIM 


_yozoo4 


DGAT2 


6/21 


ACAGAAT GGGAGTGGCAATGC 


KIM 


_Uo<£004 


nr* atto 
UlsA 1 /. 


6722 


ACGCACAAGACCAAGTTCGGC 


KIM 


_UoZ0O4 


DGAT2 


6723 


TV TV A ^ITV TV ^rimri/ > im/**1l i 

ACGACACACAACCTGCTGACC 


MM 

JNIVI_ 




CNP 


o724 


TV /"i TV TV TV fTl/^^' TV Z™' m ^» TV ^"*r*i^T ^T /"^ 

ACGAACATGGAGGTCAGGGCC 


KIM 


JJooloo 


CNP 


6725 


ACGACGCTCTTCATCTTGCGC 


KIM 


JJooloo 


CNP 


6726 


TV TV TV TV /^/"^rn /"t/^ TV ^1 TV TV fTV fn J - 1 

ACGAAGG AGCTGCGACAAT TC 


KIM 
l\IIVI_ 


JJU0U4O 


KLK7 


6729 


ACCTTTCCCTTGCGGCCAACC 


MM 




KLK7 


6729 


TV ^T m fTVfTl ^T m ^rt^T **T^T <Ti ^* TV TV f% 

ACCTTTCCCTTGCGGCCAACC 






TO OX /O 

TRPV3 


6730 


Tv /^i m tv Tv Tv #*iTt rt/m tv nnomm 

ACG T ACCAACACGAAGGCT T C 


KIIV/I 


_ 14DUOO 


TRPV3 


070 H 

6731 


ACGCACATGTTCTTTCTGTCC 


MM 


_ l40UOo 


TRPV3 


6732 


TV y»TV TV /^m TV /"^ ^1 fTl ^T ^1 /"» f% ITI ^1 ^T Ml n 

ACAGAGTACCTCGCCTGCCTC 


nm~ 


~001629 


ALUX5AP 


e7o o 

6733 


tv rtrnnpmrifti tv ^» tv fn^nnm tv /^rt/sn 

ACCTGTGTAGATGCGTACCCC 


NM. 


.001629 


ALOX5AP 


6734 


TV TV /^i TV fTl^tmA^ TV ^T y^t TV y*> y™v Tv itt 

ACGACGATCTCCACCACCATC 


NM. 


.001629 


ALOX5AP 


«7o r* 

6735 


tv ^T Tv m /i m tv m m ta rn m #t ^t 

ACATCTATTGGCCATCTGGGC 


NM. 


.002963 


S100A7 


6736 


ACGGAGAACT TCCCCAAC T T C 


NM. 


.002963 


S100A7 


»707 

6737 


ACGGGCACAAAT TACC T CGC C 


NM. 


.003293 


TPS1 


6738 


ACGGTCCCCATAATGGAAAAC 


NM. 


.003293 


TPS1 


6738 


Tv n^^im^^/ii*!^ m tv tv m/H^i « t* tv tv 

ACGGTCCCCATAATGGAAAAC 


NM. 


.003293 


TPS1 


6738 


ACGGTCCCCATAATGGAAAAC 


NM. 


.003294 


TPSB1 


6738 


ACGGTCCCCATAATGGAAAAC 


NM. 


.003294 


TPSB1 


6738 


ACGGTCCCCATAATGGAAAAC 


NM. 


.003294 


TPSB1 


6738 


ACGGTCCCCATAATGGAAAAC 


NM_024164 


TPSB2 


6738 


ACGGTCCCCATAATGGAAAAC 


NM_ 


.024164 


TPSB2 


6738 


TV /T/"t/irn^tfT/ k ty M T7i rn tv t\ m «k * -n o 

ACGGTCCCCATAATGGAAAAC 


NM_ 


.024164 


~F"n r> no 

TPSB2 


6738 


ACGGTCCCCATAATGGAAAAC 


NM. 


.003293 


TOO *1 

TPol 


6741 


ACTCCTCCTGAGTGCTGGACC 


NM. 


.003293 


1 Pol 


D/41 


tv ^mrionifl^im/i tv ^t m ^» ^t m ^t ^» t» /^**>t 

ACTCCTCCTGAGTGCTGGACC 


NM. 


.003294 


1 rODi 


Of 41 


ACTCCTCCTGAGTGCTGGACC 


NM. 


.003294 


1 Pod! 


Of 41 


ACTCCTCCTGAGTGCTGGACC 


NM_ 


024164 


TDQDO 


0/41 


At 1 OCTCCTGAGTGCTGGACC 


NM. 


.024164 


TDQDO 

1 roD^ 


C7^4 


AU 1 1 CCTGAGTGCTGGACC 


NM_012467 


1 rool 


Of 4^ 


ACCTGGAGATCACTTTGTCTC 


NM_ 


.003293 


TDQ-I 
1 r^o 1 


Of 40 


ALALAt LAC T GC T T C C T ACC C 


NM_ 


003294 


TDQD'I 
1 rODI 


Of 40 


ACAuACCACTGCTTCCTACCC 


NM_ 


024164 


TPSB2 


6745 


ACACACCACTGCTTCCTACCC 


NM_ 


000214 


JAG1 


6746 


ACGTGTGCCTCAAGGAGTATC 


NM_ 


000214 


JAG1 


6747 


ACCCTCTGTCAGCTGGACATC 


NM. 


000214 


JAG1 


6748 


ACCTGCTCACACCTGAAAGAC 


AB047783 


AB047783 


6749 


ACCTTCCTGCACTGCATGGCC 


NM_ 


020639 


ANKRD3 


6749 


ACCTTCCTGCACTGCATGGCC 
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AB047783 


AB047783 


6750 


ACCTGATGAAGATCCTGCAGC 


NM_020639 


ANKRD3 


6750 


ACCTGATGAAGATCCTGCAGC 


AB047783 


AB047783 


6751 


ACCCTGCAGAGCCTCAAGTTC 


NM_020639 


ANKRD3 


6751 


ACCCTGCAGAGCCTCAAGTTC 


NM_004417 


DUSP1 


6752 


ACAGGACTCAGTGTGTGATCC 


NMJ304417 


DUSP1 


6753 


ACCCACAAGGCAGACATCAGC 


NM_004417 


DUSP1 


6754 


ACCGTCTCAGCCAATTGTCCC 


NM_006263 


PSME1 


6755 


ACGAGGAGCGGAAGAAACAGC 


NM_006263 


PSME1 


6756 


ACACAGCAGGAGAAGGAAGAC 


NM_006263 


PSME1 


6757 


ACGGATGTCATTGAGCAGCTC 


NM_001444 


FABP5 


6758 


ACAACTCAGACTGTCTGCAAC 


NM_001444 


FABP5 


6759 


ACTGTCACCTGTACTCGGATC 


NM_1 45699 


APOBEC3A 


6760 


ACCCAGGCTAAGAATCTTCTC 


NM_000214 


JAG1 


6761 


ACTCTCATTGCCAGCTACTAC 


NM_000359 


TGM1 


6762 


ACCCCAATGTGTATGCCAACC 


NM_000738 


CHRM1 


6763 


ACATACAGTCAAGAGGCCGAC 


NM_000739 


CHRM2 


6764 


ACGCAGAATATTGTAGCCCGC 


NM_000740 


CHRM3 


6765 


ACGAGAGCCGGTGTGATGATC 


NM_000741 


CHRM4 


6766 


ACGAAAGCCAAGACGCTGGCC 


NM_000746 


CHRNA7 


6767 


ACTGACTCGCAACCACTCACC 


NM_001287 


CLCN7 


6768 


ACGGTCGGCGTCATTGTGGAC 


NM_001629 


ALOX5AP 


6769 


ACATGATGTCATGTCAGCTCC 


NM_001830 


CLCN4 


6770 


ACTCCCTACACACGCCAGAGC 


NM_002252 


KCNS3 


6771 


ACAGATGACCACACATCCAGC 


NM_002562 


P2RX7 


6772 


ACCCAGAAGACCTGTGAAGTC 


NM_002562 


P2RX7 . 


6772 


ACCCAGAAGACCTGTGAAGTC 


NM_002707 


PPM1G 


6773 


ACCTGTATTCCTGAGCTGGAC 


NM_002768 


PCOLN3 


6774 


ACCAACTCCCTGAGGCCTCTC 


NM_002844 


PTPRK 


6775 


ACGCAGCAGCAACAGAAGAAC 


NM_002963 


S100A7 


6776 


ACCTTCCTTAGTGCCTGTGAC 


NM_003293 


TPS1 


6777 


ACTGGATCCACCACTATGTCC 


NM_003294 


TPSB1 


6777 


ACTGGATCCACCACTATGTCC 


NM_024164 


TPSB2 


6777 


ACTGGATCCACCACTATGTCC 


NM_004417 


DUSP1 


6778 


ACTACCAGTACAAGAGCATCC 


NM_005046 


KLK7 


6779 


ACAATGCACAGGAGTGAGGAC 


NM_1 39277 


KLK7 


6779 


ACAATGCACAGGAGTGAGGAC 


NM_005151 


USP14 


6780 


. ACCTTCTTCCAGTATTCCACC 


NM_012114 


CASP14 


6783 


ACAGACAGCCCACAAACCATC 


NM_015127 


MCLC 


6784 


ACCAAGAGCCCTGAAGTGCTC 


NM_016113 


TRPV2 


6785 


ACGCAGTGGGATGTGGTAAGC 


NM_020639 


ANKRD3 


6786 


ACCCAGCGATCTGGGTACCAC 


NM_020676 


LOC57406 


6787 


ACAGAACTGCAGGGCTCTGCC 


NM_022304 


HRH2 


6788 


ACAGCCACAGTGACACTGGCC 


NM_1 45068 


TRPV3 


6792 


ACTGGCTGAGGAGCAGATTCC 


MM J 45699 


APOBEC3A 


6793 


ACAACCAGGCT AAGAAT CT TC 


NM_001382 


DPAGT1 


6794 


ACACTGGAGATGAGCTATTCC 
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NM 003374 


VDAC1 




NM_004159 


PSMB8 


R7QR 


NM_012125 


CHRM5 


R7Q7 


NM_033133 


CNP 


R7QR 
O r 570 


NGJ)00002 


NG_000002 


R7QQ 


NG_002377 


NG 002377 


R7QQ 


NGJ)00002 


NG 000002 

f WWWWVfc 


oouu 


NG_002377 


NG 002377 


OOUU 


NG_000002 


NG 000002 


RRD1 
QOU I 


NGJ302377 


NG 002377 


6801 


NG_000002 


NG 000002 


Ran*? 


NG_002377 


NG 002377 


Ran*? 


NM_002836 


PTPRA 


DOUO 


NM_080840 


PTPRA 


RAH** 
DOUO 


NMJ)80841 


PTPRA 


DOUO 


NM_002836 


PTPRA 

i 1 rr\n 


OOU4 


NMJ380840 


PTPRA 


DOU4 


NM 080841 


PTPRA 
■ i rr\A 


CQAyf 

OOU4 


NM 002836 


PTPRA 
i i rr\n 


DOUO 


NM_080840 


PTPRA 


cone 

00U0 


NM_080841 


PTPRA 


DOUO 


NM_002836 


PTPRA 


DOUO 


NM_080840 


PTPRA 

III 1 VTA 


DOUO 


NM_080841 


PTPRA 


DOUO 


NM_002836 


PTPRA 


OOU/ 


NM_080840 


PTPRA 
i i i rvr^ 


Rftn*7 

DOU A 


NM_080841 


PTPRA 
i i i r\/A 


DOU/ 


AB083587 


AB083587 


DOUO 


AB083589 


AB08358Q 


conn 

oouy 


XM_1 15681 


LOC20037Q 


oouy 


AB083590 


AB083590 


DO lU 


AF317653 


GPR62 


DO I U 


AB083593 


AB083593 


RR1 1 

DO I i 


XMJJ60898 


LOC 128227 


R81 1 


AB083593 


AB083593 


DO I ^_ 


XMJJ60898 


LOC 128227 


DO 


AB083594 


AB083594 


Rft1 ^ 
DO I O 


AB083594 


AB0835Q4 


DO l*f 


XMJ364062 


LOC1 24274 


DO \H 


AB083594 


AB083594 




XMJJ64062 


LOC1 24274 


6815 


AB083587 


AB083587 


6816 


AB083601 


AB083601 


6817 


AB083605 


AB083605 


6818 


ENSG00000175180 


ENSG00000175180 


6818 


AB083607 


AB083607 


6819 



ACTTGATGAGAGGCTCGCTGC 

ACGTGATGCTCATAGGAACCC 

ACACTACCTTCTGTCTCCAGC 

ACGATGGACTTGGTCACCTAC 

ACCAGTTTGATGGTGTGGCAC 

ACCAGTTTGATGGTGTGGCAC 

ACCTCCCAAGTATAAGGGTCC 

ACCTCCCAAGTATAAGGGTCC 

ACCGAAGCTGACATGGGTTTC 

ACCGAAGCTGACATGGGTTTC 

ACGTAGTTGTGTCCCTGTTGC 

ACGTAGTTGTGTCCCTGTTGC 

ACTATAACTCTGGGACCCACC 

ACTATAACTCTGGGACCCACC 

ACTATAACTCTGGGACCCACC 

ACTTATTGCGGTGATGGTGGC 

ACTTATTGCGGTGATGGTGGC 

ACTTATTGCGGTGATGGTGGC 

ACAGCCACAGCGCCTCATCAC 

ACAGCCACAGCGCCTCATCAC 

ACAGCCACAGCGCCTCATCAC 

ACGAAGGTGAAGGCCTGTAAC 

ACGAAGGTGAAGGCCTGTAAC 

ACGAAGGTGAAGGCCTGTAAC 

ACGCCCTTCTGGAGCATTATC 

ACGCCCTTCTGGAGCATTATC 

ACGCCCTTCTGGAGCATTATC 

ACGGAGCTTCTCCTTCCTTCC 

ACGGAGCTTCATACATCCTAC 

ACGGAGCT TCATACATCCTAC 

ACTTTGCAGCCTGCTGGCTGC 

ACTTTGCAGCCTGCTGGCTGC 

ACCGTCTATGCCAGCATCTTC 

ACCGTCTATGCCAGCATCTTC 

ACCCCTGTGCTGTACTGTCTC 

ACCCCTGTGCTGTACTGTCTC 

ACGTCATCTTTGCTTCAGAGC 

ACGTACCACACGGTCTCATAC 

ACGTACCACACGGTCTCATAC 

ACGCAACCTGTACAGTTCTAC 

ACGCAACCTGTACAGTTCTAC 

ACTCCCTTCAAGGAGCTTCTC 

ACCTGCAGCTCCCAGGCTATC 

ACTCACACCTTAGGCTTCATC 

ACTCACACCTTAGGCTTCATC 

ACTCCCAGAGACCATGGCAAC 
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AB083607 


AB083607 


6820 


ACTATCCTGTGCTGGGCCTTC 


XM_064908 


LOC126022 


6820 


ACTATCCTGTGCTGGGCCTTC 


AB083608 


AB083608 


6821 


ACACATCCTTCTGCAAGTCAC 


AB083608 


AB083608 


6822 


ACTAAGAGGCTATCTCAGTGC 


AB083609 


AB083609 


6823 


ACGCACCTGATTGTAGCCAAC 


AB083609 


AB083609 


6824 


ACCAGAGCTACGCAGAGCATC 


XM_064909 


LOC126023 


6824 


ACCAGAGCTACGCAGAGCATC 


AB083610 


AB083610 


6825 


ACGCCACACAACTGGTCCTGC 


ENSG000001 74930 


ENSG000001 74930 


6825 


ACGCCACACAACTGGTCCTGC 


AB083611 


AB083611 


6826 


ACGATGCTTAGGAGCATCTAC 


AB083614 


AB083614 


6827 


ACCG AGACAGACAC T GGCGAC 


AB083616 


AB083616 


6828 


ACCACCTTGACTGGCATTTCC 


AB083616 


AB083616 


6829 


ACGAGCTCCTGTGATTCTACC 


AB083616 


AB083616 


6830 


ACCCCTCCATGGATGGAGAAC 


AB083617 


AB083617 


6831 


ACTGGGCTTGTCCTGTCTGCC 


XM_167214 


LOC222611 


6831 


ACTGGGCTTGTCCTGTCTGCC 


AB083617 


AB083617 


6832 


ACCCTGGCAAAGGCTATCTAC 


XM_167214 


LOC222611 


6832 


ACCCTGGCAAAGGCTATCTAC 


AB083625 


AB083625 


6833 


ACTGGCATTGGGTACTGCTGC 


AB083625 


AB083625 


6834 


ACGGACCAGGACTGTCCTCAC 


AB083625 


AB083625 


6835 


ACTAGTGATGTGAGTTCGGCC 


AF380189 


TA3 


6836 


ACCCTTGGGAATTGCTATGGC 


XM_069044 


LOC1 34860 


6836 


ACCCTTGGGAATTGCTATGGC 


AF380189 


TA3 


6837 


ACGCGGCAAGGTCTTAAGGAC 


XM_069044 


LOC1 34860 


6837 


ACGCGGCAAGGTCTTAAGGAC 


AF380192 


TA4 


6838 


ACACCTCCTGGTGATGATTTC 


ENSG000001 46383 


ENSG000001 46383 


6838 


ACACCTCCTGGTGATGATTTC 


AF411117 


GPR103 


6839 


ACTGTTAGGCGCCTGCATTGC 


AF411117 


GPR103 


6840 


ACAGGCACCAGGGACTTGTGC 


AF411117 


GPR103 


6841 


ACGATCTACACCACCTTCATC 


D13305 


HUMBRACHRE 


6842 


ACCAGCAGCAGTGTGGGCAAC 


L04473 


HUMCCKR 


6842 


ACCAGCAGCAGTGTGGGCAAC 


L07746 


HUMCCKBR 


6842 


ACCAGCAGCAGTGTGGGCAAC 


L08112 


HUMCCBGR 


6842 


ACCAGCAGCAGTGTGGGCAAC 


L10822 


HUMGARE 


6842 


ACCAGCAGCAGTGTGGGCAAC 


NM_000731 


CCKBR 


6842 


ACCAGCAGCAGTGTGGGCAAC 


S70057 


S70057 


6842 


ACCAGCAGCAGTGTGGGCAAC 


D13305 


HUMBRACHRE 


6843 


ACTCTCATGGGCACATTCATC 


L04473 


HUMCCKR 


6843 


ACTCTCATGGGCACATTCATC 


L07746 


HUMCCKBR 


6843 


ACTCTCATGGGCACATTCATC 


L08112 


HUMCCBGR 


6843 


ACTCTCATGGGCACATTCATC 


L10822 


HUMGARE 


6843 


ACTCTCATGGGCACATTCATC 


NM_000731 


CCKBR 


6843 


ACTCTCATGGGCACATTCATC 


S70057 


S70057 


6843 


ACTCTCATGGGCACATTCATC 


D13305 


HUMBRACHRE 


6844 


ACGCTGCTGGCTAAGAAGCGC 


L04473 


HUMCCKR 


6844 


ACGCTGCTGGCTAAGAAGCGC 



WO 2004/094636 



PCT7EP2003/004362 



252 



L07746 


HUMCCKBR 


6844 


ACGCTGCTGGCTAAGAAGCGC 


L08112 


HUMCCBGR 


6844 


ACGCTGCTGGCTAAGAAGCGC 


L10822 


HUMGARE 


6844 


ACGCTGCTGGCTAAGAAGCGC 


NM_000731 


CCKBR 


6844 


ACGCTGCTGGCTAAGAAGCGC 


S70057 


S70057 


6844 


ACGCTGCTGGCTAAGAAGCGC 


M84605 


HUMOPIODRE 


6845 


ACCCTCGTGGTGATCTGGATC 


M84605 


HUMOPIODRE 


6846 


ACCTACTGCCGCTTCCAGAAC 


NM_001059 


TACR3 


6846 


ACCTACTGCCGCTTCCAGAAC 


M84605 


HUMOPIODRE 


6847 


ACTACATCCAGCAGGTCTACC 


NM_001059 


TACR3 


6847 


ACTACATCCAGCAGGTCTACC 


NM_000024 


ADRB2 


6848 


ACTGTGCTGGTCATCACAGCC 


NM_000024 


ADRB2 


6849 


ACGTACCAGAGCCTGCTGACC 


NM_000024 


ADRB2 


6850 


ACCTGCTGTGTGAAGACCTCC 


NM_000025 


ADRB3 


6851 


ACTTCTGCCTTCAACCCGCTC 


XWM 6551 5 


LOC220846 


6851 


ACTTCTGCCTTCAACCCGCTC 


NM_000054 


AVPR2 


6852 


ACGTATCTGCAGATGGTGGGC 


NM_000115 


EDNRB 


6853 


ACAGCAGAGACGGGAAGTGGC 


NM_003991 


EDNRB 


6853 


ACAGCAGAGACGGGAAGTGGC 


NM_000145 


FSHR 


6854 


ACGGCCAACAACCTGCTCTAC 


NM_000145 


FSHR 


6855 


ACTCTACCTGCTGCTCATTGC 


NM_000145 


FSHR 


6856 


ACGGAATGGCCACTGCTCTTC 


NM_000160 


GCGR 


6857 


ACGTGGAAGCTCTACGGTGAC 


NM_000160 


GCGR 


6858 


ACGGAGGTGGCCAAGATGTAC 


NM_000160 


GCGR 


6859 


ACGTCCACGCTGACCCTCATC 


NM_000164 


GIPR 


6860 


ACCGGGTCCTTCGATATGTAC 


NM_000164 


GIPR 


6861 


ACGAATGAGGCCTTTCTGGAC 


NM_000164 


GIPR 


6862 


ACGCTCGGCTTTGAGATCTTC 


NM_000233 


LHCGR 


6863 


ACTGCCTTTGACAACCTCCTC 


NM_000233 


LHCGR 


6864 


ACGCTGCGATTAAGACATGCC 


NM_000233 


LHCGR 


6865 


ACTAAGCCTTCTCAATCCACC 


NM_000273 


OA1 


6866 


ACTCCAGCCCAGGGATTTCTC 


NM_000273 


OA1 


6867 


ACTGAGGGTGACCCTGCTCTC 


NM_000316 


PTHR1 


6868 


ACTCACAAAGGCCATGCCTAC 


NM_000316 


PTHR1 


6869 


ACGTGGATCATCCAGGTGCCC 


NM_000316 


PTHR1 


6870 


ACTCTTGGAGCCGCTGGACAC 


NM_000369 


TSHR 


6871 


ACC T T AC AT AG AC C CT GAT GC 


NM_000369 


TSHR 


6872 


ACTGAGAGCAGTATGCAGAGC 


NM_000369 


TSHR 


6873 


ACGAGGATGGCTGTGTTGATC 


NM_000388 


CASR 


6874 


ACCTGCTCAGAGCACATTCCC 


NM_000388 


CASR 


6875 


ACGGGAGAAAGACTCTTCATC 


NM_000388 


CASR 


6876 


ACTTCTACGCACCAGAACTCC 


NMJ300406 


GNRHR 


6877 


ACAGATCCGAGTGACGGTTAC 


NM_000406 


GNRHR 


6878 


ACAGCAACAGCAAAGTCGGAC 


NM_000406 


GNRHR 


6879 


ACTGACGGTTGCATTTGCCAC 


~NM_000513 


OPN1MW 


6880 


ACG TTCAAGAAGCT GCGCCAC 


NM 020061 


OPN1LW 


6880 


ACGTTCAAGAAGCTGCGCCAC 
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NM_ 


.000513 


OPN1MW 


6881 


ACCCAGGTCTATGGCTACTTC 


NM_ 


.000513 


OPN1MW 


6882 


ACGTGCCACTATCTACAACCC 


NM_ 


020061 


OPN1LW 


6882 


ACGTGCCACTATCTACAACCC 


NM_ 


.000524 


HTR1A 


6883 


ACGTGATCACCTCTCTGCTGC 


NM. 


000524 


HTR1A 


6884 


ACGGATCATGGCTACACTATC 


NM. 


.000524 


HTR1A 


6885 


ACTTGGCTGGGCTACTCCAAC 


NM. 


.000529 


MC2R 


6886 


ACTAAGAATCTCCAGGCACCC 


NM. 


000529 


MC2R 


6887 


ACCGGCATGTTGATCATGTGC 


NM_ 


.000539 


RHO 


6888' 


ACCTTCCTCACGCTCTACGTC 


NM_ 


.000539 


RHO 


6889 


ACGCCCATGAGCAACTTCCGC 


NM_ 


000539 


RHO 


6890 


ACCAAGCAGTTCCGGAACTGC 


NM 000579 


CCR5 


6891 


ACCATGCTGGTCATCCTCATC 


NM. 


.000579 


CCR5 


6892 


ACCATTGTCCTTCTCCTGAAC 


NM. 


.000579 


CCR5 


6893 


ACGCACATTGCCAAACGCTTC 


NM. 


.000621 


HTR2A 


6894 


ACGCTGCAGAATGCCACCAAC 


NM_ 


.000621 


HTR2A 


6895 


ACGTGATCTTGGCACACGGGC 


NM. 


.000621 


HTR2A 


6896 


ACCAAGACCTATAGGTCAGCC 


NM. 


.000623 


BDKRB2 


6897 


ACCATCTTTGTCCTCAGCGTC 


NM. 


.000623 


BDKRB2 


6898 


ACGTGTTCACCAACATGCTCC 


NM. 


.000623 


BDKRB2 


6899 


ACCCCACTGGTGTACGTGATC 


NM. 


.000634 


IL8RA 


6900 


ACCTCCCTGGTGATGCTGGTC 


NM. 


.000634 


IL8RA 


6901 


ACTCTGTCCCTGCCCTTCTTC 


NM. 


.000647 


CCR2 


6902 


ACCATGCTGGTCGTCCTCATC 


NM. 


.000648 


CCR2 


6902 


ACCATGCTGGTCGTCCTCATC 


NM 000647 


CCR2 


6903 


ACTCCCATCATCTATGCCTTC 


NM. 


.000648 


CCR2 


6903 


ACTCCCATCATCTATGCCTTC 


NM. 


.005284 


GPR6 


6903 


ACTCCCATCATCTATGCCTTC 


NM. 


.000647 


CCR2 


6904 


ACGTGACTACACAAGGACTCC 


NM. 


.000674 


ADORA1 


6905 


ACCATTGGGCCACAGACCTAC 


NM. 


.000674 


ADORA1 


6906 


ACGGTCATCAGCATGGAGTAC 


NM. 


.000674 


ADORA1 


6907 


ACCTGCATCACCCTCTTCTGC 


NM. 


.000675 


ADORA2A 


6908 


ACCCTGCAGAACGTCACCAAC 


NM. 


.000675 


ADORA2A 


6909 


ACGGGCATCATTGCCATCTGC 


NM_000675 


ADORA2A 


6910 


ACTCCCTTCATCTACGCCTAC 


NM. 


.000676 


ADORA2B 


6911 


ACCAGTAAAGACAGTGCCACC 


NM. 


.000676 


ADORA2B 


6912 


ACGATCTTCCTGGTGGCCTGC 


NM. 


.000676 


ADORA2B 


6913 


ACGTGGGCAATGAATATGGCC 


NM. 


.000677 


ADORA3 


6914 


ACACTGACCTCAGAGTACCAC 


NM. 


.000677 


ADORA3 


6915 


ACCTCCATGATGAACCCTATC 


NM. 


.000678 


ADRA1D 


6916 


ACTTGGCCGACTACAGCAACC 


NM. 


.000679 


ADRA1B 


6917 


ACCCAGACCTCGAGCAACTCC 


NM. 


.000679 


ADRA1B 


6918 


ACGGAGCTGACCCTGAGGATC 


NM. 


.000679 


ADRA1B 


6919 


ACGGAGTTCAAGCGCGCTTTC 


NM. 


.000680 


ADRA1A 


6920 


ACCATCCTAGTGATCCTCTCC 


-NM_033302 


ADRA1A 


6920 


ACCATCCTAGTGATCCTCTCC 


NM 


033303 


ADRA1A 


6920 


ACCATCCTAGTGATCCTCTCC 
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NM_ 


.033304 


A |—\ T~\ AAA 

ADRA1A 


6920 


ACCATCCTAGTGATCCTCTCC 


NM. 


000680 


ADRA1A 


6921 


ACGTCTGGCCTCAAGACCGAC 


NM. 


033302 


A 1-^ r~* A Jk A 

ADRA1A 


6921 


ACGTCTGGCCTCAAGACCGAC 


NM. 


.033303 


ADRA1A 


6921 


ACGTCTGGCCTCAAGACCGAC 


NM. 


.033304 


ADRA1A 


6921 


ACGTCTGGCCTCAAGACCGAC 


NM. 


.000680 


a aaa 

ADRA1A 


6922 


ACGTGACGCTCCGCATCCATC 


NM. 


.033302 


ADRA1A 


6922 


ACGTGACGCTCCGCATCCATC 


NM_033303 


a r*> r*> aaa 

ADRA1A 


6922 


ACGTGACGCTCCGCATCCATC 


NM. 


.033304 


ADRA1A 


6922 


ACGTGACGCTCCGCATCCATC 


NM. 


.000680 


A r™k I— 1 AAA 

ADRA1A 


6923 


ACGAACCATCAAGTTCCAACC 


NM. 


.000681 


a r*v a a 

ADRA2A 


6924 


ACGGCTTGGTGCGAGATCTAC 


NM_000681 


ADRA2A 


6925 


ACCGACCAGAAGTGGTACGTC 


NM. 


.000681 


ADRA2A 


6926 


ACCCCGGTCATCTACACCATC 


NM. 


.000682 


ADRA2B 


6927 


ACCCCTGTTATCTACACCATC 


NM. 


.000684 


ADRB1 


6928 


ACTGTGCTGGTGATCGTGGCC 


NM. 


.000684 


ADRB1 


6929 


ACGTGCTGCGACTTCGTCACC 


NM. 


.000684 


ADRB1 


6930 


ACCGTGGTGAAGGCCTTCCAC 


NM. 


.000686 


AGTR2 


6931 


ACGAAGAAATCCCTGGCAAGC 


NM. 


.000686 


AGTR2 


6932 


ACGAACAGGATAACCCGTGAC 


NM_000686 


AGTR2 


6933 


ACCCGGTTCCAACAGAAGCTC 


NM. 


.000706 


AVPR1A 


6934 


ACCAATGTCACCAAGGCCCGC 


NM. 


.000706 


AVPR1A 


6935 


ACCATCTGGTGCAACGTCCGC 


NM. 


.000706 


AVPR1A 


6936 


ACACCCTACCATCACCATCAC 


NM. 


.000707 


AVPR1B 


6937 


ACGTACCTGCAGGTGCTCAGC 


NM. 


.000707 


AVPR1B 


6938 


ACGTCAAGACACAGGCCTGGC 


NM_000710 


BDKRB1 


6939 


ACTGCTCCAGAAGCCTGGGAC 


NM. 


.000710 


BDKRB1 


6940 


ACTCTACCTGGCCAACCTGGC 


NM. 


.000710 


BDKRB1 


6941 


ACGACCACAGCGCTGATCCTC 


NM. 


.000730 


CCKAR 


6942 


ACGGATTTCATCTTCGGGAGC 


NM_000730 


CCKAR 


6943 


ACCCAGACCGCGAATATGTGC 


NM. 


.000730 


CCKAR 


6944 


ACCCGCATCCGGAGTAACAGC 


NM. 


*000752 


LTB4R 


6945 


ACGAAGAGGGAGAGATGGAGC 


NM. 


.000794 


DRD1 


6946 


ACCATCTGGGTGGCCTTTGAC 


NM. 


.000794 


DRD1 


6947 


ACCTGTGACTCCAGCCTCAGC 


NM. 


.000794 


DRD1 


6948 


ACGGAGTGCAATCTGGTTTAC 


NM_000795 


DRD2 


6949 


ACCTACTATGCCACACTGCTC 


NM_016574 


DRD2 


6949 


tv ^t m tv ^"^m ti m ^t ^t ^v ft m 

ACCTACTATGCCACACTGCTC 


NM. 


.000795 


DRD2 


6950 


tv m ^t j*^ dw* tv m m m tv r^fn A tv tv 

ACTGGGAGTTTCCCAGTGAAC 


NM. 


.000795 


DRD2 


6951 


ACCATTGAGTTCCGCAAGGCC 


NM_016574 


DRD2 


6951 


ACCATTGAGTTCCGCAAGGCC 


NM. 


.000796 


DRD3 


6952 


ACCAGTCAGT GCAACAGT GT C 


NM. 


.033658 


DRD3 


6952 


ACCAGTCAGTGCAACAGTGTC 


NM. 


.033659 


DRD3 


6952 


ACCAGTCAGTGCAACAGTGTC 


NM. 


033663 


DRD3 


6952 


ACCAGTCAGTGCAACAGTGTC 


NM. 


000796 


DRD3 


6953 


ACGCGTTACTACAGCATCTGC 


NM 


033658 


DRD3 


6953 


ACGCGT TACTACAGCATCTGC 
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NM_ 


033663 


DRD3 


6953 


ACGCGTTACTACAGCATCTGC 


NM_ 


000796 


DRD3 


6954 


ACGGC AACCCAAAT GG TGGCC 


NM. 


033658 


DRD3 


6954 


ACGGCAACCCAAATGGTGGCC 


NM_ 


033659 


DRD3 


6954 


ACGGCAACCCAAATGGTGGCC 


NM. 


033660 


DRD3 


6954 


ACGGCAACCCAAATGGTGGCC 


NM_ 


033663 


DRD3 


6954 


ACGGCAACCCAAATGGTGGCC 


NM 


000798 


DRD5 


6955 


ACCATGACCAACGTCTTCATC 


NM 000798 


DRD5 


6956 


ACGCGCAAGATGACTCAGCGC 


NM_ 


.000798 


DRD5 


6957 


ACTGCAGAGAACTGTGACTCC 


NM 


000823 


GHRHR 


6958 


ACTGTGACTTCATCACCCAGC 


NM 000823 


GHRHR 


6959 


ACACTGGCCTTCGAGGACATC 


NM. 


.000823 


GHRHR 


6960 


ACGGTGCTGACATCTATGTGC 


NM. 


.000838 


GRM1 


6961 


ACTACTTCCTGAGGGTTGTCC 


NM. 


.000838 


GRM1 


6962 


ACCAGGCTGTGAGCCCATTCC 


NM. 


.000838 


GRM1 


6963 


ACTGGACTCCTCATCATGAGC 


NM. 


.000839 


GRM2 


6964 


ACGCTGAGTGACAAGTCCCGC 


NM. 


.000839 


GRM2 


6965 


ACCCGCATTGCACGCATCTTC 


NM. 


.000839 


GRM2 


6966 


ACGCTGCACATCATCCTCTTC 


NM. 


.000840 


GRM3 


6967 


ACGACCGAGGGATTCAACGCC 


NM. 


.000840 


GRM3 


6968 


ACCTTCACGGCTCCATTCAAC 


NM. 


.000840 


GRM3 


6969 


ACCTGCATTGCCCGCATCTTC 


NM. 


.000841 


GRM4 


6970 


ACCAGCCGCTACGACTTCTTC 


NM 000841 


GRM4 


6971 


ACGATTGCACCTGTGCTGCAC 


NM. 


.000841 


GRM4 


6972 


ACGTCTACATCATCCTCTTCC 


NM. 


.000842 


GRM5 


6973 


ACGCTCACAAGTCACTTGCCC 


NM. 


.000842 


GRM5 


6974 


ACGCTCCAATCTCCCGATGTC 


NM. 


.000842 


GRM5 


6975 


ACCATCATCAGATCTGTGTGC 


NM. 


.000843 


GRM6 


6976 


ACCCGCAGGAACATCTGGTTC 


NM. 


.000843 


GRM6 


6977 


ACGAAGATGGTGAAGGGCGTC 


NM. 


.000843 


GRM6 


6978 


ACGACCAACCGTATCTACCGC 


NM. 


.000844 


GRM7 


6979 


ACGGATCTCTGTGCTGACTAC 


NM. 


.000844 


GRM7 


6980 


ACTCAGTAACAGCTCCCAGAC 


NM. 


.000844 


GRM7 


6981 


ACCTACCACGCTTACAATCTC 


NM. 


.000845 


GRM8 


6982 


ACCATCACTGTGGGTGTCCGC 


NM. 


.000845 


GRM8 


6983 


ACTCCCACGTGAACCAAGACC 


NM. 


.000845 


GRM8 


6984 


ACAGTGAACTCTGTGAGAGTC 


NM. 


.000861 


HRH1 


6985 


ACCCTGTACATCGTCAGCCTC 


NM. 


.000861 


HRH1 


6986 


ACGGTCATGACTGCCATCATC 


NM. 


.000861 


HRH1 


6987 


ACCACAGGCCTGGATTACATC 


NM. 


.000863 


HTR1B 


6988 


ACCTGCAGCGCCAAGGACTAC 


NM. 


.000863 


HTR1B 


6989 


ACCACCGACCACATCCTCTAC 


NM. 


.000863 


HTR1B 


6990 


ACCCAAGTCAAAGTGCGAGTC 


NM. 


.000864 


HTR1D 


6991 


ACCACCTCTCAGATTTCCTAC 


NM. 


.000864 


HTR1D 


6992 


ACTCAAGCTTGCTGACAGTGC 


NM. 


.000864 


HTR1D 


6993 


ACTTGTCCCTTTCCGGAAGGC 


NM 


000865 


HTR1E 


6994 


ACTCTGTTCTCTGGCCGTGAC 
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NM. 


.000865 


HTR1E 


6995 


ACGCACAGATAGCCAGAATTC 


NM. 


.000866 


HTR1F 


6996 


ACGTGGTCTGTGACATTTGGC 


NM. 


.000866 


HTR1F 


6997 


ACTGCATCATCAAGCACGACC 


NM. 


.000866 


HTR1F 


6998 


ACGAGAACGGAAAGCAGCCAC 


NM_000867 


HTR2B 


6999 


ACCTCACGGGCTACAGCATTC 


NM. 


.000867 


HTR2B 


7000 


ACCAGAGAGCCTCAAAGGTCC 


NM. 


.000867 


HTR2B 


7001 


ACTGAGGCTCCGAAGTTCAAC 


NM. 


.000868 


HTR2C 


7002 


ACCTGGCCAGCACTTTCAATC 


NM_000868 


HTR2C 


7003 


ACTTCGCGGACTAAGGCCATC 


NM. 


.000868 


HTR2C 


7004 


ACTCCCTCCAGTGTGGTTAGC 


NM. 


.000870 


HTR4 


7005 


ACGAGGAAGTTCAACCAGAAC 


NM. 


.000870 


HTR4 


7006 


ACAGCAGCCAAGACCCTGTGC 


NM. 


.000870 


HTR4 


7007 


ACCTTCTCCTTTGGTGGCTGC 


NM. 


.000871 


HTR6 


7008 


ACCTTCTTCCTGGTGTCGCTC 


NM. 


.000871 


HTR6 


7009 


ACCATAGTCCAGGCCGTGTGC 


NM. 


.000872 


HTR7 


7010 


ACAGTTGTGATCGGCTCCATC 


NM. 


.019859 


HTR7 


7010 


ACAGTTGTGATCGGCTCCATC 


NM. 


.019860 


HTR7 


7010 


ACAGTTGTGATCGGCTCCATC 


NM. 


.000872 


HTR7 


7011 


ACCACAAGTTTCCTGGCTTCC 


NM. 


.019859 


HTR7 


7011 


ACCACAAGTTTCCTGGCTTCC 


NM. 


.019860 


HTR7 


7011 


ACCACAAGTTTCCTGGCTTCC 


NM. 


.000872 


HTR7 


7012 


ACGCGA G AAC AG AAAG C AG C C 


NM_019859 


HTR7 


7012 


ACGCGAGAACAGAAAGCAGCC 


NM. 


.019860 


HTR7 


7012 


ACGC GAGAACAGAAAGC AGCC 


NM. 


.000909 


NPY1R 


7013 


ACCCTGGCCTTGATCATAATC 


NM. 


.000909 


NPY1R 


7014 


ACGTACAGGTCCAGTGAAACC 


NM. 


.000909 


NPY1R 


7015 


ACTCTGTTATTCCTGCTCTGC 


NM_ 


.000910 


NPY2R 


7016 


ACGAGCATGCGCACAGTAACC 


NM. 


.000910 


NPY2R 


7017 


ACGATCTCCAAGCGAATCAGC 


NM. 


.000910 


NPY2R 


7018 


ACCTCATCTTCACAGTGTTCC 


NM_000911 


OPRD1 


7019 


ACCGTGCTTGTCATGTTCGGC 


NM_ 


.000911 


OPRD1 


7020 


ACGATCTGCGTGTTCCTCTTC 


NM. 


.000911 


OPRD1 


7021 


ACCTTCAAGCGCTGCTTCCGC 


NM. 


.000912 


OPRK1 


7022 


ACGATGAAGACAGCAACCAAC 


NM. 


.000912 


OPRK1 


7023 


ACCATGTTCACCAGCATCTTC 


NM. 


000912 


OPRK1 


7024 


ACGCGGTGTTTCCGGGACTTC 


NM_000913 


Ann i a 

OPRL1 


7025 


ACCTGCCTTGTCATGTACGTC 


NM_ 


.000913 


OPRL1 


7026 


ACGTTCTGCTGTGCATCTGCC 


NM_ 


.000914 


/-\ |—> I— > ft m * 

OPRM1 


7027 


ACGACTGCCACCAACATCTAC 


NM_ 


.000914 


OPRM1 


7028 


ACTGTCTGCAACTGGATCCTC 


NM. 


000914 


OPRM1 


7029 


ACCTACGTTCCAGACTGTTTC 


NM_ 


.000916 


OXTR 


7030 


ACGCACTCGCGCCTCTTCTTC 


NM_ 


000916 


OXTR 


7031 


ACGGCCTACATCACATGGATC 


NM_ 


000952 


PTAFR 


7032 


ACCCAGGGCAACTGGATACTC 


NM_ 


000952 


PTAFR 


7033 


ACCCTGGTCATCATCCGTACC 


NM_ 


.000952 


PTAFR 


7034 


ACGTGGTTGTGCCATTCAACC 
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NM 000955 


PTGER1 


7035 


ACGCACAACCAGAGGCCCAAC 


NM. 


.000956 


PTGER2 


7036 


ACTTGACCCTTGGGTCTTTGC 


NM. 


.000957 


PTGER3 


7037 


ACGAAGTCCTTCCTGCTGTGC 


NM. 


~000957 


PTGER3 


7038 


ACGCAGCGTTGGGAGCACATC 


NM_000958 


PTGER4 


7039 


ACCCATGCCTATTTCTACAGC 


NM. 


.000958 


PTGER4 


7040 


ACGGACATCTTCTGCCATGTC 


NM. 


~000958 


PTGER4 


7041 


ACTATCAGAGACCTCAGACTC 


NM. 


JM0959 


PTGFR 


7042 


ACGTGGTGTGTGCTTGTTTGC 


NM. 


.000959 


PTGFR 


7043 


ACTGGTAATCCAGCTCCTGGC 


NM_000959 


PTGFR 


7044 


ACGGCTGTCCTTAAGAATCTC 


NM. 


.000960 


PTGIR 


7045 


ACCGTCGTCCAAAGCAGAAGC 


NM. 


.001049 


SSTR1 


7046 


ACATGCGTCCCAGAACGGGAC 


NM. 


~001049 


SSTR1 


7047 


ACCATGTTCACCAGCATCTAC 


NM. 


.001049 


SSTR1 


7048 


ACGACTTCCAACCTGAGAACC 


NM. 


.001050 


SSTR2 


7049 


ACGATGAAGACCATCACCAAC 


NM. 


.001050 


SSTR2 


7050 


ACGGTGAAGTCCTCTGGAATC 


NM. 


.001050 


SSTR2 


7051 


ACCAGCTGTGCCAACCCTATC 


NM. 


.001051 


SSTR3 


7052 


ACCCAGTTCACCAGCATATTC 


NM. 


.001051 


SSTR3 


7053 


ACCATCGTCAACGTGGTGTGC 


XM. 


.170447 


LOC219351 


7053 


ACCATCGTCAACGTGGTGTGC 


NM. 


.001052 


SSTR4 


7054 


ACGATGAAGACGGCTACCACC 


NM. 


.001052 


SSTR4 


7055 


ACCCACGTGTCCCTTATCCTC 


NM. 


.001053 


SSTR5 


7056 


ACGATGAAGACCGTCACCAAC 


NM. 


.001053 


SSTR5 


7057 


ACCCAGTTCACCAGTGTCTTC 


NM. 


.001057 


TACR2 


7058 


ACTGCCATCGTCATCTGGATC 


NM. 


.001057 


TACR2 


7059 


ACGGCGGTTATTGCTGGCATC 


NM. 


.001057 


TACR2 


7060 


ACGTTCATCCAGCAAGTCTAC 


NM. 


.001058 


TACR1 


7061 


ACGTTCCACAACTTCTTTCCC 


NM. 


.001058 


TACR1 


7062 


ACTGACAGGTTCCGTCTGGGC 


NM. 


.001059 


TACR3 


7063 


ACTTCCAAATCTGCCTCCGCC 


NM. 


.001060 


TBXA2R 


7064 


ACCCTCCAACAGGGAAGGCTC 


NM. 


001118 


ADCYAP1R1 


7065 


ACGAAGGAGCAAGCCATGTGC 


NM_ 


.001118 


ADCYAP1R1 


7066 


ACCTCCTTAGATCTCTCAGAC 


NM. 


001118 


ADCYAP1R1 


7067 


ACCCGTTACTTCGCTGTGGAC 


NM. 


.001295 


CCR1 


7068 


ACCATGACCAGCATCTACCTC 


NM. 


001295 


CCR1 


7069 


ACAGCCTACGAGAGTGGAAGC 


NM. 


001295 


CCR1 


7070 


ACGTACCTGCGGCAGTTGTTC 


NM. 


.001296 


CCBP2 


7071 


ACCCTCCTTCTTCTCATGGTC 


NM. 


.001296 


CCBP2 


7072 


ACTCCCAAGGGTGTGTGGAAC 


NM_ 


,001296 


CCBP2 


7073 


ACATGACTGGCATGAATGACC 


NM. 


.001337 


CX3CR1 


7074 


ACGAAGCCCAAGAGTGTCACC 


NM. 


.001337 


CX3CR1 


7075 


ACTGAATGCCTTGGTGACTAC 


NM. 


.001337 


CX3CR1 


7076 


ACCCACAAGAAAGCCAAAGCC 


NM. 


.001400 


EDG1 


7077 


ACGCTGAATATCAGCGCGGAC 


NM_ 


.001400 


EDG1 


7078 


ACGGGAGTATGTTTGTGGGCC 


NM_ 


.001400 


EDG1 


7079 


ACTCTACTCCTTGGTCAGGAC 
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NM_001400 




"7AQH 
fVOU 


AUbb 1 IjAAbiAUU 1 (j 1 GAUAl O 


NM_001400 


tUbi 


~7f\QA 
fUOl 




KIM 




rpi COO 


(VoZ 


TV C^C^C^r^ 7\ T""Pf'~ , P" ,r n/"* , P* , AP" , iT , 7Vf" , 7\ tv /— i 


MM 
IMIVI_ 


_UU I ^tU 1 


UCLoKo 


7AQO 


AU J. 1 LLALAA 1 1 IblbbLL 


KIM 




p>p| QDQ 

OCLoKO 


/0o4 


AbbAl LuAbAALbAOAuAbAt 


KIM 


_UU 1 4-UO 


PCI QDO 


7noc 
/UOO 


AbbL ibl bbL i U 1 AUAOLAGU 


KIM 

rMivi_ 


JJKJ I4UO 




7noc 
/OOO 


PPH 7V IPPPP7\ /**» A PPP»rPP A rp/~" 

AUL.AA 1 GbUAUAtjbU Jl IjVjA J. U 


nwT 


~001408 


pel CDO 


7AQ7 

/Oof 


7>pp7\ T\p7\ 7\ppmpmpmpT\p7\ f^f* 

AUGAAGAACGTGTGTGACAGC 


NM. 


.001462 


CDDI A 


/Ooo 


?\ PPPPP7V fflP7\ HIP7V 7\ 7\ HPP7V PP 

ALGGGCATGATTAAATCCAGC 


NM. 


.001466 




7089 


ftPPPDPPPTR rn rr/"** m t\ mr"»m/ p *»Tv /"^ /*i 

ACGGTGCCATCCTATCTCAGC 


NM. 


.001466 




7090 


ACGACCATCACCATCCTGGCC 


NM. 


.001466 


rZD2 


7091 


acatacctcatgacgctcatc 


NM. 


.001470 


GABBR1 


7092 


ACGAAGTACGTCTGGTTCCTC 


NM. 


.021903 


GABBR1 


7092 


ACGAAGTACGTCTGGTTCCTC 


NM. 


.021904 


GAB BR 1 


7092 


ACGAAGTACGTCTGGTTCCTC 


NM_021905 


A DDD4 

GABBR1 


7092 


ACGAAGTACGTCTGGTTCCTC 


NM. 


.001470 


GABBK1 


7093 


ACGGATGATCTTTCCTGGTCC 


NM. 


.021903 


oAddKi 


7093 


ACGGATGATCTTTCCTGGTCC 


NM. 


.021904 


PADDDH 

oAddKi 


/093 


ACGGATGATCTTTCCTGGTCC 


NM. 


.021905 


OMDDK 1 


/oyo 


A r*r*r^ A TP7\ TPTfprnppmppmpp 

ALbbAl oAl till Lb 1 CjGTCC 


NM. 


.001480 


n a i d a 


( 094 


A f*F* A A PPPPW A ppuppnipmpp 

AUCjAACaGCCTACGTGGTGTGC 


NM. 


.001480 




f oyo 


TypTTPPUPPPniPTi tv rp rn Tv m/~» 

AC1 IOCTCCGTGAATCCTATC 


NM. 


.001504 


pnnA 


f09b 


> pprnffiP(P7\ pppa ppn PPPPmP 

ACCTTCTACGCAGGAGCCCTC 


NM. 


.001504 


PDDO 


7HQ7 

7097 


ACCGCCACCCACTGCCAATAC 


NM. 


.001505 


GPR30 


7nno 

7098 


ACCATGTACAGCAGCGTCTTC 


NM. 


.001505 


GPR30 


7099 


ACCGTCTTCATCAGCGTGCAC 


NM. 


.001506 


GPR32 


7100 


ACCTGCCTCCTTGTCTTCATC 


NM. 


.001506 


GPR32 


7101 


ACCTCTGACAATGAGACTGCC 


NM. 


.001507 


GPRoo 


7102 


ACCCCAATCCTCTACAACCTC 


NM. 


.001508 


GPR39 


7103 


ACGCTGCACACTTTCCTCTTC 


NM. 


.001508 


PDDOO 

orKoy 


7104 


ACGCTGCTGATTGGCTTCGTC 


NM_ 


.001525 


MUK 1 K1 


7105 


ACACAGTATGAGTGGGTCCTC 


NM. 


.001525 


UPDTD4 

HOK i R1 


71 Oo 


ACGATCT ACCAC AGT TGCT TC 


NM_001525 


UPDTD-i 

nUK 1 K1 


7107 


ACGTCCTTGTCCTTGCAGAGC 


NM_ 


.001526 




f lOo 


7\ r'/^rp/^rnrT' m^rn/^i/^Tv/^Tvr^Tvrn r^/*** 

ACCTCTGGTGTCGACAGATCC 


NM_001526 




"7 a no 
/ 109 


t\ /**»/^«m f~*/~y m rn tv /**»i^T\ rimrin tv tv mr-t 

ACGTCCTTGACCACTCAAATC 


NM_ 


.001557 


II ADD 
ILoKD 


mo 


A 0 0 m f*"*/"*/"^rn mo tv mr^/im/^/^m/~» 

ACCTCCCTCGTGATGCTGGTC 


NM_ 


.001557 


II APR 
ILOrvD 


fill 


tv oommmooooTv mpp a omoomo 
AUbi ill bbbbAl GGAC 1 CCTC 


NM_ 


.001702 


PAH 
Dnl 1 


7A AO 


Abbl IbX J. bbbblAbl lbrLb 


NM_001702 


-RAM 
Dnl 1 


7A A Q 
/ 1 TO 




NM_001702 


bah 


7114 


ACGAACGAGAATGTCGCCACC 


NM_ 


001703 


BAI2 


7115 


ACGCTCTGCAGTATGGCTGCC 


NM_ 


.001703 


BAI2 


7116 


ACT-TGCCAGACCCTGGAGACC 


NM_001703 


BAI2 


7117 


ACGGAGG TCAACACT TGCAAC 


NM_ 


001704 


BAI3 


7118 


ACGGACCTTAGCTGCTCTAAC 


NM_ 


001704 


BAI3 


7119 


ACGCAGAGAGTGCTATAACCC 
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NM_001704 


BAI3 


7120 


ACCTGTGCTTACCGATGCATC 


NM_001708 


OPN1SW 


7121 


ACGCATGCACTGACGGTGGTC 


NM_001708 


OPN1SW 


7122 


ACGCTGTTGCAGCTCAGCAGC 


NM_001708 


OPN1SW 


7123 


ACGCAGTTCCAAGCTTGCATC 


NM_001716 


BLR1 


7124 


ACATCATCTCTGCCCTGCCAC 


NM_032966 


BLR1 


7124 


ACATCATCTCTGCCCTGCCAC 


NMJ)01716 


BLR1 


7125 


ACGAGAACCAAGCAGAAACGC 


NM_032966 


BLR1 


7125 


ACGAGAACCAAGCAGAAACGC 


NM_001716 


BLR1 


7126 


ACTACCTGCAAGCTGAATGGC 


NM_032966 


BLR1 


7126 


ACTACCTGCAAGCTGAATGGC 


NM_001727 


BRS3 


7127 


ACCTTGTGTGCCAGTGGATGC 


NMJD01727 


BRS3 


7128 


ACCAAAGCCATGCCCGTAAGC 


NM_001727 


BRS3 


7129 


ACGCAGGCAGAGGACAGATTC 


NM_001736 


C5R1 


7130 


ACGCGGACCATCAATGCCATC 


NM_001736 


C5R1 


7131 


ACGGTGTTGTGTGGCGTGGAC 


NM_001736 


C5R1 


7132 


ACCGTGTTGACTGAAGAGTCC 


NM_001742 


CALCR 


7133 


ACTGCTATGACCGAATGCAGC 


NM_001742 


CALCR 


7134 


ACCGCTTGCGGTGGTATTATC 


NM_001742 


CALCR 


7135 


ACCAATGAGGTCCAAACCACC 


NM_001784 


CD97 


7136 


ACCTCCATCTTTCTGAGCCAC 


NM_078481 


CD97 


7136 


ACCTCCATCTTTCTGAGCCAC 


NM_001784 


CD97 


7137 


ACTTAAAGAAGGCGAGGGCGC 


NM_078481 


CD97 


7137 


ACTTAAAGAAGGCGAGGGCGC 


NM_001837 


CCR3 


7138 


ACTGTGGTGGTGGTGATGATC 


NM_001837 


CCR3 


7139 


ACGAGACTCTTTGCAGTGCTC 


NM_001837 


CCR3 


7140 


ACGTACCTGCGCCACTTCTTC 


NM_001838 


CCR7 


7141 


ACAGCCTGGTTCCTCCCTATC 


NM_001838 


CCR7 


7142 


ACGCTGTCCTGTGTGGGCATC 


NM_001838 


CCR7 


7143 


ACCAAGGCCATCAAGGTGATC 


NM_001840 


CNR1 


7144 


ACGGAGAATGAGGAGAACATC 


NM_016083 


CNR1 


7144 


ACGGAGAATGAGGAGAACATC 


NM_033181 


CNR1 


7144 


ACGGAGAATGAGGAGAACATC 


NM_001840 


CNR1 


7145 


ACGATAGCCGCAACGTGTTTC 


NM_016083 


CNR1 


7145 


ACGATAGCCGCAACGTGTTTC 


NM_033181 


CNR1 


7145 


ACGATAGCCGCAACGTGTTTC 


NM_001840 


CNR1 


7146 


ACACACGCAAACAATGCAGCC 


NM_016083 


CNR1 


7146 


ACACACGCAAACAATGCAGCC 


NM_033181 


CNR1 


7146 


ACACACGCAAACAATGCAGCC 


NM_001841 


CNR2 


7147 


ACCTCCATGGTCAACCCTGTC 


NM_001841 


CNR2 


7148 


ACTCACTCCGTGGCCAGATTC 


NM_001883 


CRHR2 


7149 


ACCACGACCTTGGACCAGATC 


NM_001883 


CRHR2 


7150 


ACTGAACAGTGCTGGTTTGGC 


NM_001883 


CRHR2 


7151 


ACCTCCTTCCTGCAGTCGTTC 


NM_001957 


EDNRA 


7152 


ACCCCACTAATTTGGTCCTAC 


NM_001957 


EDNRA 


7153 


ACATTGTCTCCATCTGGATCC 


NM_001957 


EDNRA 


7154 


ACAGTCTGATGACCTCGGTCC 
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.001974 


clvlKI 


TA CZC 

7155 


ACGGATCCAGGAGTGCGATGC 


RIKA 

NIVI_ 


.001974 


CM1D*1 

fclviK 1 


TA EC 

7156 


ACGAGGGAACCGCAGTGAAAC 


NM_ 


r\r\A c\T A 

.001974 




TA r*7 

7157 


ACTTACTTCAGCTCTCGCAAC 


ft. 1ft A 

NM_ 


.001992 


COD 

F2R 


ta ro 

7158 


ACCAAATGCCACCT T AGATCC 




.001992 


r2K 


7159 


ACTG/iAGGTCAAGAAGCCGGC 




.001992 


COD 

r2K 


7160 


AC AGAAAGT T CCG AT CCCAGC 


K1IV/I 


.002029 


rnn-l 

rPKI 


7161 


tv /-^ m in /*> m m 7V tv /"» m ^« m ^» m m/^ 

ACCTTGTTCGGAAGTGTCTTC 


MA. /I 


.002029 


rnn A 

rPRI 


7162 


ACGAAGGTGATCAT T GGGCCC 


NIVI_ 


.002030 


CDDI O 

FPKL2 


7«1 CO 

7163 


ACCCTGGCCCTAGCTGACTTC 


MM 
l\llVI_ 


.UU2UoO 


CDDI O 


/ 164 


ACGGTCTTTCTGATCCTCCAC 


MM 


nnonon 
_UU2UoO 


CDDI O 


/loo 


ACGACTGATTCGCTCTTTGCC 


MM 


nnonoc 
.U02Uob 


cv 
FY 


7166 


Tv n/*«ppmrnni/T' tv tv /"» tv 7V ^ 

ACGGCTTTGCAGGCCACACAC 


Nivl_ 


.002036 


c\/ 
FY 


T A &T 

7167 


ACTCCTAGTTCTCTTCCCACC 


NIVI_ 


.002052 


GLP1R 


7163 


ACAT GGCGAGAATACCGACGC 


NM_ 


.002062 


GLP1R 


T A Ort 

7169 


ACCCTGTTTGCATCCTTCATC 


NM_ 


.002062 


GLP1R 


7170 


ACTTTCGGAAGAGCTGGGAGC 


NM_ 


.002377 


MAS1 


7171 


ACTGGGATTCTCCTCTGGTTC 




.002377 


R Jl A OA 

MAS1 


7172 


ACGTACCAGTCGGCATTGGTC 


NM_ 


.002377 


Ail A 0«4 

MAS1 


7173 


ACT CAACAGT AGCGCC AACCC 


miv/i 


_00238o 


MC1R 


TATA 

7174 


ACCCTGCACTCACCCATGTAC 


nm] 


.002386 


MC1R 


7175 


ACCTTCAACCTCTTTCTCGCC 


NM. 


.002511 


Kill HDD 

NMBR 


TA Tf> 

7176 


ACCTGATCCCTGTCATCCAGC 


NM_ 


.002511 


NMBR 


7177 


ACCAG AT GGAAACACGGAAAC 


NM. 


.002511 


ft I ft An n 

NMBR 


7178 


ACTGCTAAGAACATGGTGACC 


NM. 


.002531 


ft. it t~> r*v 

NTSR1 


7179 


ACGGCCAAGACCCTCATGTCC 


NM. 


.002531 


NTSR1 


7180 


ACGCTGACCGTCATGGTACGC 


NM_002531 


KITOD4 

NTSR1 


TA C% A 

7181 


ACCGCACTCTTCTACGTCAGC 


NM. 


.002548 


«< r%o 
OR1D2 


TA 

7182 


ACT CACACAGTGCTGAT T GCC 


NM. 


.002563 


P2RY1 


TA OO 

7183 


ACTTTGGCTCTGGCCGACTTC 


NM. 


.002563 


DODYM 
P2KY1 


TA QA 

7184 


ACCCATCACCTGTTACGACAC 


NM. 


.002563 




TA QC 

7185 


TV Tv rn tv tv tv tv fri^^Tv ^( /™i /^t m /^t 

ACGAG TGAAGACATGACC CT C 


NM. 


.002564 


DODVO 


MOD 


ACGACCTGGAATGCGTCCACC 


NM_002564 


DODVO 


74 QT 

(\ of 


7v r»/^nrv<!R mo t\ tv o tv nr/^/*^ f~*/~* m tv ^t 

ACCGCCATCAACATGGCCTAC 


NM. 


.002565 


P2KY4 


"7-i Q Q 
/ 1 OO 


TV f~*r~*f* TV /"» /~t TV TV ^1 TV TV TV f*i~*r* TV TV /"» 

ACCCAGCAACAAAGGGACCAC 


NM. 


.002565 


DOD Vvl 


f 1o9 


ACTATCGACGTCAGCTCCGTC 


NM. 


.002921 


D/~*D 




ACTGGTGCCCACGATCAATGC 


NM. 


.002980 


bo 1 K 


7191 


tv /^/^ tv Tv tv /*t tv /*t tv omn^iy^m/i/ , i 

ACGAGCAAGACCAGTGCCTGC 


NM. 


002980 


or»TD 


7192 


tv o^>nrmmrvtn tv m m /"^i tv ^» tv /~i tv 

AC G GCC T C T ACC T T C AC AC AC 


NM. 


002980 


QPTD 
OLr 1 K 


7193 


ACCTAGCCCTTGGCTCATTCC 


NM_003301 


TDUD 

1 KHK 


-7 A CIA 

7194 


TV ^1 ^T Tt Tl /*T TV y^l m TV m /^T m TV ^« y-T m m y"^ 

ACCAGACAGTATCTACGGTTC 


NMJ)03301 


TRHR 


7195 


ACATCCCATTCCTTCAGATCC 


NM. 


003301 


TRHR 


7196 


ACGGAGTCAGACCATTTCAGC 


NM. 


003382 


VIPR2 


7197 


ACACACAAAGCCTGCAGTGGC 


NM_ 


003382 


VIPR2 


7198 


ACCCTGTTCCTGTCCTTCATC 


NM_ 


003468 


FZD5 


7199 


ACGGAGTCACACCCGCTCTAC 


NM. 


.003468 


FZD5 


7200 


ACGCTCATGATCCGCATCGGC 
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NM. 


_003485 


GPR68 


7201 


ACCTGCCTGTCCCTCTACTTC 


NM. 


_003485 


GPR68 


7202 


ACCATCTACATCAGCGTGGGC 


NM. 


_003485 


GPR68 


7203 


ACCGCCTACCACTTCTCCCTC 


NM. 


_003505 


FZD1 


7204 


ACGGTGTATGGGCTCATGTAC 


NM. 


_003505 


FZD1 


7205 


ACGCTCATGGTGCGCATTGGC 


NM. 


_003506 


FZD6 


7206 


ACAGCATTTGTACCAACCTGC 


NM. 


_003506 


FZD6 


7207 


ACCTTGGTGACACTGTTGTCC 


NM. 


.003506 


FZD6 


7208 


ACCCAGCACAGGAGCTACAGC 


NM. 


.003507 


FZD7 


7209 


ACGACCATCACTATCCTGGCC 


NM. 


.003507 


FZD7 


7210 


ACGTACCTGATGACCATGATC 


NM. 


.003508 


FZD9 


7211 


ACGACCATCGTCATCCTGACC 


NM. 


.003508 


FZD9 


7212 


ACGCTGGAGAAGCTCATGGTC 


NM. 


.003553 


OR1E1 


7213 


ACGGGTATCTGCAAGGCCTTC 


NM. 


.003554 


OR1E2 


7213 


ACGGGTATCTGCAAGGCCTTC 


NM. 


.003608 


GPR65 


7214 


ACGACAACTGGACTTTCTCTC 


NM. 


.003608 


GPR65 


7215 


ACGTCTACCAAGCTGTGCGGC 


NM. 


.003608 


GPR65 


7216 


ACTTCTGGGAAGCGAACTTAC 


NM. 


.003614 


GALR3 


7217 


ACTAAACCCTGCCGCCTGGAC 


NM. 


.003667 


GPR49 


7218 


ACCCTCAGCGTCTTCACCTCC 


NM. 


.003667 


GPR49 


7219 


ACGCTGGACCTATCGTCCAAC 


NM. 


.003667 


GPR49 


7220 


ACACACATTGCCCTGTTGCTC 


NM. 


.003775 


EDG6 


7221 


ACGCGCTACATCCTCTTCTGC 


NM. 


.003775 


EDG6 


7222 


ACTGGGCTTCCCATGGTCACC 


NM. 


.003857 


GALR2 


7223 


ACGGTGACACGCATGATCCTC 


NM. 


.003857 


GALR2 


7224 


ACGCACTTCCGCAAAGGCTTC 


NM. 


.003950 


F2RL3 


7225 


ACCAGCTGCGTGGATCCCTTC 


NM. 


.003965 


CCRL2 


7226 


ACTGTGACAAGTATGACGCCC 


NM. 


.003965 


CCRL2 


7227 


ACTCTCCTGGTTGTGCT.TATC 


NM. 


.003965 


CCRL2 


7228 


ACGTGTCCTGGCATGGGTAAC 


NM_ 


.003965 


CCRL2 


7229 


ACACACTAAGGTTCAGGGAGC 


NM. 


.003965 


CCRL2 


7230 


ACATACCTCTGCCGCTGTTTC 


NM. 


.003967 


PNR 


7231 


ACGATCTTTGTGGTTGCTACC 


NM. 


.003979 


RAI3 


7232 


ACATGCTGCCTACTCAGTTTC 


NM_ 


003979 


RAI3 


7233 


ACTAGGACCAACGTCAATGTC 


NM_ 


.004054 


C3AR1 


7234 


ACCATGTTTGCCAGTGTCTTC 


NM_ 


004054 


C3AR1 


7235 


ACCCAGCCCACTGGATAACTC 


NM_ 


.004054 


C3AR1 


7236 


ACACTCTGATGTCCTGGGATC 


NM. 


.004072 


CMKLR1 


7237 


ACCATGGTCTGGTTCCTCAAC 


NM_ 


004072 


CMKLR1 


7238 


ACCCTCCTAGAGCTCCACCAC 


NM_ 


.004072 


CMKLR1 


7239 


ACGTGAAGATACAGGCCACTC 


NM_ 


004101 


F2RL2 


7240 


ACCAACTTGGCAAAGCCAACC 


NM_ 


004101 


F2RL2 


7241 


ACCTGGGTATTTGGAGAGGTC 


NM_ 


004101 


F2RL2 


7242 


ACCCAGAAATCACTCCACTGC 


NM_ 


004122 


GHSR 


7243 


ACGCTGGTCATCTTCGTCATC 


Nft/f 


004122 


GHSR 


7244 


ACATGCTGGGTGGGTCTCAGC 


NM_ 


004154 


P2RY6 


7245 


ACCTATGCCCAAGGTGATCAC 



BNSDOCID: <WO 2004094636A1_I_> 



WO 2004/094636 



C 



c 

PCT/EP2003/004362 



262 



NM_004224 


GPR50 


7246 


ACCCGTTACTGCTACATCTGC 


NM_004224 


GPR50 


7247 


ACCTGGCTTTATCTTGCAGCC 


NM_004224 


GPR50 


7248 


ACGCCTGCCTCTGTCCATTTC 


NMJD04230 


EDG5 


7249 


ACGTTCCACTCGGCAATGTAC 


k | ft 1 A Af^_ a A** Jk 

NMJD04246 


GLP2R 


7250 


ACGCAAGTTACAGGATCCCTC 


NM_004246 


GLP2R 


7251 


ACCCTTGCAGCTGATGTACAC 


NM_004246 


GLP2R 


7252 


ACTCAACACT GGTCC T CAT T C 


NM_0Q4248 


GPR10 


7253 


ACCGTGACGAACTTCGTCATC 


Nivl_004248 


GPR10 


7254 


ACTATGACCGTCAGCGTGGTC 


Nlvl_004382 


POUO A 

CRHR1 


7255 


ACCAATGGCTACCGGGAGTGC 


NIVMJ04352 


CRHR1 


7256 


ACCATCATCCACTGGAACCTC 


NM_ 004382 


CRHR1 


7257 


ACTAGTGAGGTCCGTTCTGCC 


NM_004624 


VIPR1 


7258 


ACGATGTGGGACAACCTCACC 


KIR/1 n^jICO >i 

NIVMJ 04624 


v /I n n «* 

VIPR1 


7259 


ACCT ACAT CCACAT GCACC TC 


NM_004624 


VIPR1 


7260 


ACGATGGTCTTTGAGCTCGTC 


NM — 004720 


EDG4 


7261 


ACTCTGCTGGTCATAGCAGCC 


NIvi_004720 


EDG4 


7262 


ACAGTACTTCCTACTGTTGGC 


NM_004720 


EDG4 


7263 


ACGTACTTCCTACTGTTGGCC 


NM_0 04720 


EDG4 


7264 


ACTGCTGCTGTGTACTCTTGC 


NM_004767 


ET(B)R-LP-2 


7265 


ACCCTGTCGGTCATGTGCATC 


KIKil f\f\ A ~70~T 

NM_004767 


ET(B)R-LP-2 


7266 


ACCCAGTTCTCCACCTTCTTC 


NIVM)04767 


ET(B)R-LP-2 


7267 


ACTGGGTCGGACAACAAGCTC 


NM_004778 


GPR44 


7268 


ACCATGTTCGCCAGCGGCTTC 


NM_0 04885 


NPGPR 


7269 


ACGCCTATGGAAGCTTATACC 


NM_004951 


EBI2 


7270 


ACCTTACTAGCCTTGGTCGTC 


NM_004951 


EBI2 


7271 


ACCACATATGCAGGTGTGAAC 


NM_004951 


EBI2 


7272 


ACTCTCTTCCCTGGATTCTGC 


K i k m r\r\cc\ Ad 

NM_005048 


PTHR2 


7273 


ACGACAGAGTAGTCCATGCTC 


NM_ 005048 


PTHR2 


7274 


ACTCGACACTGGTCCTGGTCC 


NM_UUo04o 


PTHR2 


7275 


ACCCCAGACACTGAAGGATGC 


Ml\/I AftCOAH 


CCR8 


7276 


ACATGGCAAGTTGCTCCTTGC 


NIIVV1 AAC^n-l 

NiVl_UUOz01 


CCR8 


7277 


ACACCACAACAAGACCAAGGC 


MM AACOA1 

Nlvl_UUO*£01 


CCR8 


7278 


ACCAGCTGACTTATGCCACCC 


MM AACOOC 


EDG3 


7279 


ACGACGTTCAGCCTGTCTCCC 




EDG3 


7280 


ACCAAGAGGCACCGCGTCTTC 


MM AACOOC 


EDG3 


7281 


ACTCTCCCTGACTGCTCTACC 


NM - _00522d 


EDG3 


7282 


ACGGT GGCCAACC ACAACAAC 




F2RL1 


7283 


ACGGTTGATGGCACATCCCAC 




PO Dl A 

F2RL1 


7284 


ACCATTGCCATTGGCATCTCC 




F2RL1 


7285 


ACACACTCCAGGAAATCCAGC 


NMJD05279 


GPR1 


7286 


ACGTGGAAGAAGACAGTCACC 


NM_005279 


GPR1 


7287 


ACGCGAACAGTCCTGATCTCC 


NMJ)05279 


GPR1 


7288 


ACGAAGTTCCAAGCTCGCTTC 


NMJ)05281 


GPR3 


7289 


ACATCTGCCGCATCGTCTGCC 


NM_005282 


GPR4 


7290 


ACTATCTACATCAGCATCGCC 


NMJ)05282 


GPR4 


7291 


ACCCTTTGTGCTCCCAGATCC 
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NM_005283 


CCXCR1 


7292 


ACGTATGAGAGCCTGGAGTCC 


NM_005283 


CCXCR1 


7293 


ACACATGTTCTCCGGCAGTTC 


NM_005284 


GPR6 


7294 


ACTGGGTCTCTGGAGCTGTCC 


NM_005284 


GPR6 


7295 


ACCTCCATGATCAATCCCATC 


NM_005285 


GPR7 


7296 


ACCACCTTCTCCAGCCTCTAC 


NM_005286 


GPR8 


7297 


ACGATGAAGACGGTGACCAAC 


NM_005286 


GPR8 


7298 


ACCATCTTCTCCAGCATCTAC 


NM_005286 


GPR8 


7299 


ACCTTCCGGAAGAACTTCCGC 


NM_005288 


GPR12 


7300 


ACTAGGCAGCCTGGCTCTTGC 


NM_005288 


GPR12 


7301 


ACGATTGTGATGAGGCACGCC 


NM_005288 


GPR12 


7302 


ACTTCCATCATCAACCCTGTC 


NM_005290 


GPR15 


7303 


ACTCTGGCTGCCTCTGACTTC 


NM_005290 


GPR15 


7304 


ACTATGCACTGCAGTGTCCTC 


NM_005290 


GPR15 


7305 


ACCTATGACTTTGGGAGTAGC 


NM_005291 


GPR17 


7306 


ACCATGCTGTTCGCCTCCTTC 


AF261135 


AF261135 


7307 


ACGAAGAGAACCACGGTAACC 


NM_005292 


GPR18 


7307 


ACGAAGAGAACCACGGTAACC 


AF261135 


AF261135 


7308 


ACAGCTGTGAACGTGCTGAAC 


NM_005292 


GPR18 


7308 


ACAGCTGTGAACGTGCTGAAC 


AF261135 


AF261135 


7309 


ACTTACCTTCGAAGCATGCGC 


NM_005292 


GPR18 


7309 


ACTTACCTTCGAAGCATGCGC 


NM_005293 


GPR20 


7310 


ACGACACCCTCAGTCATCTAC 


NM_005294 


GPR21 


7311 


ACGAGGACTAAAGCGCCTCTC 


NM_005295 


GPR22 


7312 


ACGTGTCTCTCACCGGATTTC 


NM_005295 


GPR22 


7313 


ACTTCTGACAATGGGCAGAGC 


NM_005295 


GPR22 


7314 


ACCCACACAACATGAGGCTAC 


NM_005296 


GPR23 


7315 


ACCATCTATGGGAGCATGCTC 


NM_005296 


GPR23 


7316 


ACCAATGCAACCACCACCTGC 


NM_005296 


GPR23 


7317 


ACG TCC T TCTAC AT C AATGCC 


NM_005297 


GPR24 


7318 


ACCCTCTCGGTAGTAGATCTC 


NM_005297 


GPR24 


7319 


ACTAGTCAGTTCACCAGCACC 


NM_005297 


GPR24 


7320 


ACCCCAGACACTGACCTCTAC 


NM_005298 


GPR25 


7321 


ACCTCGCTGCGCATCATCTTC 


NM_005298 


GPR25 


7322 


ACGGATCAGCTCAGCCTCCTC 


NM_005300 


GPR34 


7323 


ACCCAATCATAGCGACCAACC 


NM_005300 


GPR34 


7324 


ACCGTAGCCATTGCAGACCTC 


NM_005300 


GPR34 


7325 


ACGTAGGAGTGAAAGCACTTC 
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ACCAGGTACATGAGCATCAGC 


NM_005301 


GPR35 


7327 
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ACGGGTGGACAATTGCACTCC 
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ACGCAGAGAAAGCCTGTACCC 
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ACCACCTCCCTGGGCATCAAC 
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GPR40 
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ACTCCGCTGGTGACCGGTTAC 
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ACGGACCAGCTAGCCATCCTC 
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HM74 


7375 
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LOC160484 


7377 
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ACGGACCAGCTAGCCATCCTC 

ACGCCGACTTTCATGAGCTGC 

ACGCCGACTTTCATGAGCTGC 

ACTACTTGAACACGACTGAGC 

ACTAGCCGTGGTGTTCAGTTC 

ACCGTGTGCTCCAGTGGATGC 

ACAGCCGCCTTTATCTGGATC 

ACG GAG T ACAACCTGC AT GAC 

ACGGCTGGAATCTGGTGCAGC 

AC TGCCATGAACGAGACCAAC 

ACGAGGTCACCATGCAGCTGC 

ACTTCTGTGGTGGTTCTGGTC 

ACCAAGGCGGTGAAGATGATC 

ACATTTACTCTGCTGACACCC 

ACTGCGTGCTTCTTTGTGGGC 

ACCTGGCATCGCCATGAGCAC 

ACGAGGAAGAAGGAGGTGTGC 

ACGACTTTCGCTTCTGCAGCC 

ACCACCAAAGTAGCCAACCTC 

ACACCTCGGGACTACACCATC 

ACTCTGGGTCCTGGTGTGGAC 

ACAGCCTGCATCTACAGCATC 

ACACCTGGTTACCATGGTGAC 

ACTGGCACCTTAACTGGAGTC 

ACGTAGTGGATGACATTGGCC 

ACGAAGAAGCAACTGGGAGCC 

ACCAATGCCTCAGAAGCCTGC 

AC ACT GG TT T AGAC ATCCAGC 

ACGTGTCCCAGTTCATTCATC 

ACTTTGTGCTGATTCCATGGC 

ACCAAGAATCTGCATTCACCC 

ACACAGTACAGATACGGATGC 

ACGGGAGCGATTACCTTGACC 

ACGCACCTAGTGATAGCAGAC 

ACTTCCGTGATGGACCCTCTC 

ACGCTCAGGAACGCAGGAAAC 

ACCCTGACCGCAAACCCAAAC 

ACACCGTCTCCACTGATGACC 

ACTGCCATTGTCTATGGGCTC 

ACCCTGGCCTTCTCTGACTTC 

ACCAGCATCCTGGAGAATGTC 

ACCCTCATCTTCTTAGTGTGC 

ACTTGGACAGCAGCCATCATC 

ACTGTGTGCATCAGCTTCAGC 

ACGAT CAAGAGAGCC ATCACC 

ACGATCAAGAGAGCCATCACC 
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NM_ 


.006018 


HM74 


7378 


ACCCAGCATCTCTGGAGAAAC 


NM_ 


006018 


HM74 


7379 


ACACAGTTGGGCTGTTGCATC 


NM_ 


006056 


GPR66 


7380 


ACCATGGTAGTGCAGACCACC 


NM_ 


006056 


GPR66 


7381 


ACGATGCTGTTTGTCCTGGTC 


NM_ 


006143 


GPR19 


7382 


ACACAGACCTTCACTATGTGC 


NM_ 


006143 


GPR19 


7383 


ACTATCTCACTCCAGGTGTCC 


NM. 


006143 


GPR19 


7384 


ACGCTTGCTTGGCCCATTAAC 


NM. 


006174 


NPY5R 


7385 


ACGACTACGGTAAACTTCCTC 


NM_ 


006174 


NPY5R 


7386 


ACGAAGTCAGCTCTCTTCATC 


NM 


006564 


TYMSTR 


7387 


ACCTTCTACACGTCCATGCTC 


NM 006564 


TYMSTR 


7388 


ACTTTCCACTGTGGTTCTTGC 
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.006564 


TYMSTR 


7389 


ACGTTCATCCGCAGCACACAC 


NM. 


.006583 


RRH 


7390 


ACTTTGGATACGCAGGCTGTC 


NM. 


006583 


RRH 
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ACACATCACACTACCAGTGAC 


NM. 


006639 


CYSLTR1 


7392 


ACTGGCTTTGTGCTCTATGTC 


NM. 


.006639 


CYSLTR1 


7393 


ACTACCAAGTGCTTTGAGCCC 


NM 


006639 


CYSLTR1 


7394 


ACCCTTGTCTCTGGCTGCATC 


NM 006641 


CCR9 


7395 


ACTGTCAGGCAGTTTGCGAGC 


NM. 


.031200 


CCR9 


7395 


ACTGTCAGGCAGTTTGCGAGC 


NM 


006641 


CCR9 


7396 


ACGTTCCAGACCTTCATGTGC 


NM 031200 


CCR9 


7396 


ACGTTCCAGACCTTCATGTGC 


NM. 


.006641 


CCR9 


7397 


ACGAACTTGGGTTGCATCAGC 
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.031200 


CCR9 


7397 


ACGAACTTGGGTTGCATCAGC 


NM. 


.006794 


GPR75 


7398 


ACCCTGTCCTTCTGTGACCTC 


NM. 


.006794 


GPR75 


7399 


ACGAGTCCCAACCAACTGGTC 


NM. 


.006794 


GPR75 


7400 


ACCACTCGGATTGAACCTTAC 


NM. 


.007197 


FZD10 


7401 


ACCATGACTCGTATGCCCAAC 


NM. 


.007223 


GPR 
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ACCCGTGTTCAAATCTGTCAC 
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GPR 


7403 


ACTGTGGCTGACATCTATGCC 
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.007223 


GPR 


7404 


ACGTACATTGGCTCAGCTGAC 


NM_007227 
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7405 


ACCACTGTGGTCTGCATCATC 


NM 007227 


GPR45 


7406 


ACGGTGATCATCGCGGTCTCC 


NM. 


.007227 


GPR45 


7407 


ACGGAGAATCCAGCCAAGCAC 


NM. 


.007232 


HRH3 


7408 


ACCCTCGCCATCTCCGACTTC 


NM. 


.007232 


HRH3 


7409 


ACCCTCAGCATCTACCTGAAC 


NM. 


.007232 


HRH3 
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ACGCGCATGAAGATGGTGTCC 
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.007264 
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ACCTGGACCGAGCTGCTTGAC 
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ACCTTTCTCAGCCCACACTTC 
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.007369 


RE2 
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ACACCTGGTCATCGTGGTCAC 


NM. 


.007369 
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ACCCAGTGCAAAGCCCTCATC 
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ACCAGGATCACAGACCTGGGC 
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ACCAGCTTGGTGGTGATAGTC 
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AGTR1 


7416 


ACCAGCTTGGTGGTGATAGTC 


NM. 


.004835 


AGTR1 
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ACCAGCTTGGTGGTGATAGTC 


NM. 


.009585 


AGTR1 
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ACCAGCTTGGTGGTGATAGTC 


NM 


031850 


AGTR1 


7416 


ACCAGCTTGGTGGTGATAGTC 
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EMR2 
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NM_0 13447 


EMR2 
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NM_0 13447 


EMR2 


7445 


NM_014246 


CELSR1 


7446 


NM_014246 


CELSR1 


7447 


NM_014246 


CELSR1 


7448 



ACCAGCTTGGTGGTGATAGTC 

ACGATTGCTTCAGCCAGCGTC 

ACGATTGCTTCAGCCAGCGTC 

ACGATTGCTTCAGCCAGCGTC 

ACGATTGCTTCAGCCAGCGTC 

ACGATTGCTTCAGCCAGCGTC 

ACGATTGCTTCAGCCAGCGTC 

ACGCCAAATCCCACTCAAACC 

ACGCCAAATCCCACTCAAACC 

ACGCCAAATCCCACTCAAACC 

ACGCCAAATCCCACTCAAACC 

ACGCCAAATCCCACTCAAACC 

ACGCCAAATCCCACTCAAACC 

ACCCTGTCCCTCTCTGACATC 

ACTCTCTCTCTCCCTACTGAC 

ACGAGCCGTCTCAATGAGAAC 

ACTTTAGCTGCTGCCGATTTC 

ACTTTAGCTGCTGCCGATTTC 

ACCATCTCTGCCTGCTCTTCC 

ACCATCTCTGCCTGCTCTTCC 

ACACCAACGTCTTGTCTCCGC 

ACACCAACGTCTTGTCTCCGC 

ACGGACGAGGACATGTATGGC 

ACCGTGACCAAGATGCCCAAC 

ACCGACCACAACCACATGTGC 

ACGGATGGGACAAAGACAGAC 

ACCTATGGTCGGACGGATGAC 

ACCAAGGGTCTCAATGCCCAC 

ACTGCTTTCCAGGGAGTGTTC 

ACGTGCCGTCCACTTCTACCC 

ACACTCTTCCTGGAAGCCGTC 

ACTCTGCTCATCATCTTGGCC 

ACGTTGTCCTGTTCTGACGTC 

ACGGCAGCCCTACAGAAACTC 

ACTCACAGGTGTGTGAGCATC 

ACT ACAAGAACCCGGATT T GC 

ACAGCATTCCGCTCAAAGGTC 

ACCGTGTCCTTCGAAGAGAGC 

ACGCAGAGCATGGGCT TAAGC 

ACGACAGACGTCACCAGGCTC 

ACCACGTGTCAAGATGTGGAC 

ACCCTGAGAAGCAGATGCTTC 

ACCCTGACGGTGGTCAACTAC 

ACCGTCACTGATGCCAACACC 

ACCTACATGAAGTGCGTGTCC 

ACT GAGAAGCACGAC T TCATC 
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NM 014262 


GRCB 


7449 


ACTGTCCTGAGTGTCCTGCTC 


NM_ 


014262 


GRCB 


7450 


ACGCTGCTTCTGGAGGTGAGC 


NM_ 


014262 


GRCB 


7451 


ACGAACTGCTGCAGGAGTCAC 


NM_ 


014322 


OPN3 


7452 


ACCAACCTGCTGGTGCTCGTC 


NM_ 


014322 


OPN3 


7453 


ACGGATGCCAACGATTCCTCC 


NM_ 


014322 


OPN3 


7454 


ACTGGTCATGGTCACCTGGTC 


NM. 


014373 


GPCR150 


7455 


ACGCCTGAAGGCACAGAATGC 


NM. 


.014373 


GPCR150 


7456 


ACCCTGTTGGGAAGAAGTTAC 


NM. 


.014449 


GRCA 


7457 


ACGGCACATGCTCTTCCCTCC 


NM. 


.019858 


GRCA 


7457 


ACGGCACATGCTCTTCCCTCC 


NM 


014449 


GRCA 


7458 


ACGTGGTCATCCTCTGATGAC 


NM_019858 


GRCA 


7458 


ACGTGGTCATCCTCTGATGAC 


NM. 


.014499 


P2Y10 


7459 


ACGCG T AGGTACG AT G T GGGC 


NM 014499 


P2Y10 


7460 


ACTCGCACTGTATTTCCACCC 


NM. 


.014565 


OR1A1 


7461 


ACCCTGCTCATTGTCCTAGCC 


NM. 


.014565 


OR1A1 


7462 


ACCCAGGAAGTGGCCAACTTC 


NM. 


.014565 


0R1A1 


7463 


ACTCGGGACATGAAGGCTGCC 


NM. 


.014566 


OR1D5 


7464 


ACCCTTCTCTACCTGTGCCTC 


NM. 


.014626 


GPR58 


7465 


ACCCAACTTCCTCATCCTCTC 


NM. 


.014627 


GPR57 


7466 


ACACAGCATGCTCGAGTCATC 


NM. 


.014879 


GPR105 


7467 


ACTCCTACTCAATGGAGTGTC 


NM. 


.014879 


GPR105 


7468 


ACGATCCTTGGTGACTCAGGC 


NM. 


.014879 


GPR105 


7469 


ACAGCTCAGAATGACCTAGAC 


NM. 


.014921 


KIAA0821 


7470 


ACAGTGGAGCAGAAAGTCTTC 


NM. 


.014921 


KIAA0821 


7471 


ACCAACTATTTCGTGGTGCGC 


NM. 


.014921 


KIAA0821 


7472 


ACCCTGTGCATCAACCTCTTC 


NM. 


.015236 


LEC3 


7473 


ACGTGCCAACTATGGCAGGAC 


NM. 


.015236 


LEC3 


7474 


ACTTGAACCCTTACACCCTAC 


NM. 


.015236 


LEC3 


7475 


ACGAGAGCGCTCTTGCAGAGC 


NM. 


.015727 


TACR1 


7476 


ACCTCAGCCTGGCTGATTATC 


NM. 


.016235 


GPRC5B 
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ACCACGCCCAACTACTTCGAC 


NM. 
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GPR72 


7478 


ACCAACTACACCTTCTCCGAC 
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ACTACAGTGAGGACATTGTGC 
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ACTGCCCTCTACTTTGCCTTC 
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ACGGACACTCATGAAGATGCC 
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CCRL1 


7482 


ACTATGGGTCCTGGAGAAGAC 
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ACGTCCTCTATCAACCTCTTC 
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SALPR 
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ACGGCGCTGTGTGTGTGGATC 


NM_016568 


SALPR 


7485 


ACTCAGTGACCATCGTTGTCC 


NM_017412 


FZD3 
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ACTATGGACGTGTCAGACTTC 
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ACAGCATTGCTGTTTCACGCC 


NM. 


.017412 


FZD3 


7488 


ACGAGATAGTGAATGAGAGCC 
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FU 10060 


7489 


ACGAAGAGGCTTTGCCATTGC 


NM. 


.018485 
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ACGTGTGGACAGCAAGAAATC 
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ACGAAATCCACCAGCCATGAC 
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GPR48 
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ACGGACTTGTTCAGTTACGGC 
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GABBR1 
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ACGATAACAGCCTCCAGGACC 
ACGCATGTCGCTTGGCTAATC 
ACCTTCCTGGCCCGGAAGAAC 
ACCTTCCTGGCCCGGAAGAAC 
AC AGAGC AGAAGGGT CAGAGC 
ACAGAGCAGAAGGGTCAGAGC 
ACGGAGCTTACGACATCATCC 
ACGGAGCTTACGACATCATCC 
ACTATGACACCCTGCCAGCTC 
ACGCAGCATGGAAGGCTCATC 
ACCGCAACCCTCAACAGCTCC 
ACCTACCTGACCACCTGCCTC 
ACGATTGTGGCCTTTATGGCC 
ACCTGGACATTCCATGGTCCC 
ACCAAGGACCTCAAGAAGTGC 
ACGATCAATGCACCTTCCAAC 
ACTCCAGGTTACCAAGGGAAC 
ACT TCAAGACGGAGAAGAGGC 
ACGACGGAGAAGAGGCTGTGC 
ACGAGGCTGTGCAAGATGTTC 
ACGGCGGTGT ACTACGT GTGC 
ACGGCGGTGTACTACGTGTGC 
ACCATCCTGGTTATCCTGGCC 
ACCATCTTCGACTCCATGATC 
ACCACCTACCTGGTCCTCATC 
ACCCAGGTCTCTGGCTACTTC 
ACGACGCCCACCAACTACTAC 
ACCCTACTGTCTCGCCGCTTC 
ACCTCTCACCTCCCAACAGCC 
ACGCTCCGTACCCGATTCAAC 
ACTTCTGTCTCCATCCTGACC 
ACCCCTGTGCTCTATGCAGCC 
ACGAAGTCCACATCTGT GAAC 
ACCGGCAGTGTCACATCATGC 
ACGGC AC TGACCACCAT CAT C 
ACCATGTACGGCAGCTGCATC 
ACCCCTGCTTCAGCAGGCAAC 
ACGGATCCTGACAGCTACCTC 
ACCTTGGCCATCTCTGACTTC 
ACTGGGTTCCTTCTCCCAATC 
ACGCTTCCTCCTGATTGCTTC 
ACCCTCTCTGTCAACACATGC 
ACTCTATGGACAGCAAAGGTC 
ACG AC AGG G T CAT CG ACC AAC 
ACGACAGGGTCATCGACCAAC 
ACGACAGGGTCATCGACCAAC 
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ACGACAGGGTCATCGACCAAC 
ACGCTGCAGACCACCAGCAAC 
ACCCGCTACCTGCTCATCACC 
ACCCTCACCTTCTCCTCCTAC 
ACAGGTTCCGCTGCATCGTGC 
ACCCGCTCCTACCCTCTCTAC 
ACCT CAT GCACACT G T T GAAC 
ACTGAGCTCAAACCCACCCAC 
ACGGTCTTGTGCAAGAGGAGC 
ACATCAGAGTTCGGTCTAGTC 
ACTGCATGCCTGGATCCGTTC 
ACATCCTCTCTGACTCACACC 
ACT C AT AGCAGTCAGAC AGAC 
ACACGCCCAACTCTTGAAGTC 
ACCGTCATGATCGCGCTCACC 
ACGGACTCTGCCAAACAGCCC 
ACCAAGAACTACAACAGCGCC 
ACGGCCTACGTGCTCTTCTGC 
ACCTTGCCTCTTCAGATCACC 
ACCCAATCCAGGCTACCAGGC 
ACCTGGGTCTCATGAGTCTGC 
ACGGCCAGGT C TAT GAC AG AC 
ACGGCCAGGTCTATGACAGAC 
ACATACAACACCCAAGGCAGC 
ACATACAACACCCAAGGCAGC 
ACGTACAAGTCCTCAGGCTTC 
ACGTACAAGTCCTCAGGCTTC 
ACGACAGGCCAGATCGCTAAC 
ACGC T GG AGAAGCTGAT GATC 
ACTTTGTCTTCGTCTTCCACC 
ACGCAGTTTGTCTGCTTCTTC 
ACCCATGGCAGAAGTAGAATC 
ACACAGCG AT T T GCAAAGACC 
ACATGACGCTACGCAAGAACC 
ACTGCAGATTGTTGGACCTTC 
ACATGTGAAGCTTGGATGGCC 
ACCCAGAAGATTGAAAGCAGC 
ACGCAGCGTTCCACATATCAC 
ACCTGCCAGTGTGGTGGATAC 
ACCCAAT TTGCCTGT AGTGCC 
ACATTTCCAGAAACGTCTGCC 
ACCTCGCTGGTCATCTACGTC 
ACTGTCAACCTGGCCCAGTCC 
ACTATCCCATGGCCCAAGATC 
ACTTCATGTCTTGACCCAGTC 
ACTTTGGCCGTGGCTGATTTC 
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MM n^O^t^A 
IN 1 Vl_ UOZOOH 


GPR81 


7575 


ACGAAGGCGACCCGGTTCATC 


IN 1 V l_JJ O Oh 


GPR81 

V3rr\U I 


7576 


ACG AGATGCC AAT T T CGAACC 


KIM 0*39*171 


L_ 1 VI 


7577 


ACTAACACTCACTGCACCTGC 




ovirvo 


757R 


ACCTCAATGGACATCCGTTGC 






7579 


ACCACAAGGATGCTGGCTTTC 


IXJIVMJooUoU 


GPRQ1 
Or r\y 1 


75R0 


ACGTATCCTTTCCGAGAACAC 


NM_U3ouou 


Orr\5 1 


75R1 


ACGCCTCTCAACTTGGTCATC 


lNlvl_ UooUDU 


VJ"r\y I 


75R? 


ACCAGTGTCATCAACCCTGTC 


kiiv/i niooco 
NIvMJoo^oZ 


OPM4 

Vyr IN*+ 


75R3 


ACCCTGACGGTCATCTATACC 


INIVI^JJ oo^oZ 


HPM4 


7584 


ACGATCATGCTGCTGGTCATC 


KIM fi**'*9ft9 
INIVI^ UOO^.O<£ 


OPM4 


7585 


ACGTACAGGGTGGCCATTGCC 


kim n**'***n9 

IM IVI_UOOOU^ 


ADRA1 A 


7586 


ACGCATCCATCTGACTAAGGC 


KIM n*%9QR7 

iNivi^uozyo ( 


MRG 


7587 


ACTGTTGTCTGCACCCTCATC 


KIM fl^9QR7 

in ivi^ u ozyo / 


ivirwj 


7588 


ACCAGCAGCGCCAACCCTATC 


KIM HR9QR7 


MRG 
ivir\v3 


7589 


AC T GG AG C AACC AC AC T C T AC 


kim n^n^R 

IN IVI_UOOUOO 


GPR74 


7590 


ACAGCCTATGGAAGCTTATGC 


kim rm^n^R 


GPR74 


7591 


ACGCCTATGGAAGCTTATGCC 


kim n*\**97R 


gprio9 

\J i fx 1 U^ 


759? 


ACGCAGCTGCACTCTCCAACC 


KIM n*\A09l 
INIVI^UD^fUZ I 


gprioi 

wr r\ 1 U 1 


7593 


ACTGCTCTCTGCTCCATGATC 

4 1W x wv x X X X V^X^X AX Wi i «L w 


KIM fitvdYVJi 


gprioi 

Urr\ I u 1 


7594 


ACGGAGGGCAGAATGGAAGCC 

rAwVJWXtww w w*»VJ*m* x W WA w w w 


mm n^yinoi 

INIVl_ UO*fUZ 1 


GPR1D1 
Orr\ IU I 


7595 


ACGAAGATAGCCACCCAGACC 


Kifc/i nni^ni 
Uu1*HJl 




75QR 


APTnGrTAATCTGGCTGCTGC 


KIM n^71*>Q 

inivi — uor ioy 




7596 


ACTGGCTAATCTGGCTGCTGC 


mm fiK7mo 
iNivi — uo/ loy 




7597 


ACTACTCGGAGACTGACTGTC 

Ai>w» X ■ii.Vw' X W W W«l WAA W X Wnv «L VrY X w 


kim nm^ni 

INIVI_UUT^U1 




759R 


ArTTGTTCCAACATGGCACCC 


inivi_uo/ ioy 




759R 


ACTTGTTCCAACATGGCACCC 


IMlvl UU14U1 




7599 


ACATGAGCGCCACCTTTAGGC 


inivi_uo/ ioy 




7599 


ACATGAGCGCCACCTTTAGGC 


KIM non£M 7 






APPTTACTTGTGTGCAGTGCC 


kim nftnp«i7 

INIvl_ UOUO 1 / 


flpRR9 


7R01 

/ DU 1 


ArAGGATTCCTCGCAAGAGAC 


kim nana 17 

INIVI^JJOUO I / 


fiDDftO 

v3i r\oct 


7602 


ACCTAGGAGCCATGATCTCTC 


KIM HRHR1R 
INI VI UOUO IO 


GPR80 


7603 


ACC ATCCCACT CAAGAT GCAC 

Alw w£l X W WWXiW X waU*W* * X *W 


kim nana 1 a 

INIvl^ UOUO IO 


GPRRO 


7604 


ACGCACGAAGGCTAACCAT TC 

iAvwwiAvwiuiwww x n*iv \«/x* x x 


KIM Oft Oft 1R 
INIVI__ UOUO IO 


GPRRO 


7605 


ACGTAAGCGGGAACCTTGAGC 


KIM 130R0R 

INI VI 1 OwOuU 


GREAT 


7606 


ACCCACAACTGCATCACAACC 


MM 130R0R 

IN IVI 1 JUOUD 


GREAT 


7607 


ACCAACTTCAGTCTCTAGACC 


MM 130R0R 
In ivi i _ m i ououo 


GREAT 


7608 


ACCAGC T GCTGCAC AAACAT C 


MM 13R9R4 

INIVI_ 1 0050H 


GPR73 


7609 


ACCCTGGCCATCTCTGACTTC 


MM 138964 

IN IVI 1 wvJ^W-f 


GPR73 


7610 


ACGATCTTCTGCGGCCAGATC 


NM_1 38964 


GPR73 


7611 


ACGACAATTGGGATGCCTGCC 


NM_1 44773 


GPR73L1 


7612 


ACGAAGTTGCGCAACCTCACC 


NM_144773 


GPR73L1 


7613 


ACGAGCCAGGAGAAGAT CTTC 


NM_1 44773 


GPR73L1 


7614 


ACGTCCAGTGCTGACCTTGAC 


NM_1 48962 


TG1019 


7615 


ACCTTCATAACCTGAGCTCTC 


NM_1 48962 


TG1019 


7616 


ACCAGTTTGGCCCTCTTCATC 


XM_092406 


LOC165140 


7616 


ACCAGTTTGGCCCTCTTCATC 
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NM_1 48963 


GPRC6A 


7617 


XM_1 67040 


LOC222545 


7617 


NNM48963 


GPRC6A 


7618 


XM_1 67040 


LOC222545 


7618 


NM_1 48963 


GPRC6A 


7619 


XM_1 67040 


LOC222545 


7619 


NM_1 52232 


TAS1R2 


7620 


NM_1 52232 


TAS1R2 


7621 


NM_1 52232 


TAS1R2 


7622 


NM_1 53840 


GPR110 


7623 


NM_1 53840 


GPR110 


7624 


NM_1 53840 


GPR110 


7625 


AF280399 


AF280399 


7626 


AF280400 


AF280400 


7626 


D13538 


HUMA2CIIA 


7626 


J03853 


HUMADRA2C 


7626 


NM_000682 


ADRA2B 


7626 


NM_000683 


ADRA2C 


7626 


U72648 


HSU72648 


7626 


XM_044591 


GPR108 


7627 


XM_044591 


GPR108 


7628 


XM_061555 


LOC1 19586 


7629 


XM_061555 


LOC1 19586 


7630 


XM_062863 


LOC121928 


7631 


XM_062863 


LOC121928 


7632 


XM_062863 


LOC121928 


7633 


XM_064220 


LOC124601 


7634 


XM_064220 


LOC124601 


7635 


XM_064220 


LOC124601 


7636 


XM_066873 


GPCR2 


7637 


XM_066873 


GPCR2 


7638 


XM_066873 


GPCR2 


7639 


XM_068829 


LOC1 34391 


7640 


XM_068829 


LOC1 34391 


7641 


XM_068829 


LOC1 34391 


7642 


XM_068013 


LOC1 32745 


7643 


XM_068167 


LOC1 33061 


7643 


XM_089954 


LOC1 59954 


7643 


XM_1 15784 


LOC205316 


7643 


XM_1 67303 


LOC222972 


7643 


XM_1 72665 


LOC253261 


7643 


XM_092364 


LOC165082 


7644 


XM_092364 


LOC1 65082 


7645 


XM_092364 


LOC165082 


7646 


NM_1 45242 


LOC115131 


7647 


XM 068013 


LOC1 32745 


7647 



ACGCAATGGCTCACCTGATTC 
ACGCAATGGCTCACCTGATTC 
ACGAGGTTCTTCCAGCCTTTC 
ACGAGGTTCTTCCAGCCTTTC 
ACTGTCTCCTTGCCCAGAGTC 
ACTGTCTCCTTGCCCAGAGTC 
ACGGTGATAGGCTACAACCTC 
ACCAACACGATCCCTATGTCC 
ACCGAGGCCAAGTTCATCACC 
ACCTATTATCAGCATGGCCTC 
ACTGGATCACCTATGTGGGAC 
ACGCTGCGACAACTTCTGTTC 
ACGTTCTTCTTCTGGATCGGC 
ACGTTCTTCTTCTGGATCGGC 
ACGTTCTTCTTCTGGATCGGC 
ACGTTCTTCTTCTGGATCGGC 
ACGTTCTTCTTCTGGATCGGC 
ACGTTCTTCTTCTGGATCGGC 
ACGTTCTTCTTCTGGATCGGC 
ACCAGTAGCAGTTTCCTGGTC 
ACCGTGGCCTACATCATCATC 
ACCTCCATGCTCAGCATGGCC 
ACGGAGATTCTGAACAGGCTC 
AC G ATCAAC TGCAC AGGCAT C 
ACGCTGGCCTGCATGGAGTAC 
ACCATGAACTGTGGCATTACC 
ACTCAATGGTGTCCCATGCAC 
ACCATCCTGGAGTTTGCTGCC 
ACTATGGTGGCCATGCTCCAC 
ACTGATGGTGTCAGTCTCTGC 
ACGATTGCCTCCATGCACAGC 
ACGTTCCTGTCACATCGTCAC 
ACCCTGTGTGTGATTGGCATC 
ACTGTGCCTCGTGGATGTACC 
ACGGTTCCATCTCCAGAATCC 
ACACTTGCCTGTTCTGACAGC 
ACACTTGCCTGTTCTGACAGC 
ACACTTGCCTGTTCTGACAGC 
ACACTTGCCTGTTCTGACAGC 
ACACTTGCCTGTTCTGACAGC 
ACACTTGCCTGTTCTGACAGC 
ACCTCTCCAGGACACTGACTC 
ACTCTCCTGATTGCCACAGAC 
ACGCCCTGCTCATTCTTACAC 
ACTCCTCACCTCTGTGTCTTC 
ACTCCTCACCTCTGTGTCTTC 
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XM_068167 


LOC 133061 


7647 


ACTCCTCACCTCTGTGTCTTC 


XWM 15784 


LOC205316 


7647 


ACTCCTCACCTCTGTGTCTTC 


XWM 16236 


LOC205940 


7647 


ACTCCTCACCTCTGTGTCTTC 


XWM 66794 


LOC220328 


7647 


ACTCCTCACCTCTGTGTCTTC 


XWM 72294 


LOC253232 


7647 


ACTCCTCACCTCTGTGTCTTC 


XWM 72665 


LOC253261 


7647 


ACTCCTCACCTCTGTGTCTTC 


XWM 67080 


LOC222656 


7648 


ACAC AGAT CC AGGCCTCAG AC 


XWM 67080 


LOC222656 


7649 


ACGTGCTTTGTGCTGCAGCTC 


XWM 67080 


LOC222656 


7650 


ACAGTAGGCAACGACAGCAGC 


XWM 72703 


LOC256774 


7651 


ACCGGTAACAGCATCATCCAC 


XWM 72703 


LOC256774 


7652 


ACCAATGATGCGGACAGCGGC 


XWM 73965 


LOC253201 


7653 


ACTGTGAACTGCGGCGTTGCC 


XWM 73965 


LOC253201 


7654 


ACAGGAAACGGACAGTGAGCC 


XWM 73965 


LOC253201 


7655 


ACGGAGCAAGGCTGTGGTTGC 


NWM)04834 


MAP4K4 


7656 


ACTACGTTCATAGGCACTCCC 


NWM 45686 


MAP4K4 


7656 


ACTACGTTCATAGGCACTCCC 


NWM 45687 


MAP4K4 


7656 


ACTACGTTCATAGGCACTCCC 


SK437 


ZC1/HGK 


7656 


ACTACGTTCATAGGCACTCCC 


XM_038748 


MAP4K4 


7656 


ACTACGTTCATAGGCACTCCC 


NWI_004834 


MAP4K4 


7657 


ACGTTCCATTGTGAACGTGCC 


NWM 45686 


MAP4K4 


7657 


ACGTTCCATTGTGAACGTGCC 


NWM 45687 


MAP4K4 


7657 


ACGTTCCATTGTGAACGTGCC 


SK437 


ZC1/HGK 


7657 


ACGTTCCATTGTGAACGTGCC 


XWM)38748 


MAP4K4 


7657 


ACGTTCCATTGTGAACGTGCC 


NM_1 45686 


MAP4K4 


7658 


ACGGCTTGGTCTAGATCAGAC 


SK437 


ZC1/HGK 


7658 


ACGGCT TGGTCTAGATCAGAC 


NM_004834 


MAP4K4 


7659 


ACCACTAGGCCACAGAGTGAC 


NWM 45686 


MAP4K4 


7659 


ACC AC T AGGCC AC AGAGTGAC 


NWM 45687 


MAP4K4 


7659 


ACCACTAGGCCACAGAGTGAC 


SK437 


ZC1/HGK 


7659 


ACCACTAGGCCACAGAGTGAC 


XWI_038748 


MAP4K4 


7659 


ACCACTAGGCCACAGAGTGAC 


NWMD04834 


MAP4K4 


7660 


ACGCCATTACTGGTGGATCTC 


NWM 45686 


MAP4K4 


7660 


ACGCCATTACTGGTGGATCTC 


NWM 45687 


MAP4K4 


7660 


ACGCCATTACTGGTGGATCTC 


SK437 


ZC1/HGK 


7660 


ACGCCATTACTGGTGGATCTC 


XWI_038748 


WIAP4K4 


7660 


ACGCCATTACTGGTGGATCTC 


NWI_002562 


P2RX7 


7663 


ACCCAGAGGAGAT ACAGCT GC 


NM_000204 


IF 


7664 


ACGTCTTCTGCCAGCCATGGC 


NM_000204 


IF 


-Tr"\ /> r* 

7665 


ACCTGTGTTGTAAAGCATGCC 


NM_000204 


IP 


7ooo 


ACGGATGCCAGTGGAATCACC 


NM_000312 


PROC 


7667 


ACATG TGGATGACACACTGGC 


NM_000312 


PROG 


7668 


ACGAAGACCAAGTAGATCCGC 


NM_000312 


PROC 


7669 


ACGAGAAACCGCACCTTCGTC 


NM_000789 


ACE 


7670 


ACGGAGCTGTATGAACCGATC 


NM_000789 


ACE 


7671 


ACCATCACCACAGAGACCAGC 


NM_000789 


ACE 


7672 


ACCGGCAAGGACTTCCGGATC 
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NM_ 


000893 


KNG 


7673 


ACCCAGTTTGTATTGTACCGC 


NM_ 


.000893 


KNG 


7674 


ACCATTCCTCCCTCTTCATGC 


NM_ 


.000893 


KNG 


7675 


ACCCACTGGGAATGATCTCAC 


NM_ 


000895 


LTA4H 


7676 


ACTCCTTCCTTGTCAGGACAC 


NM_ 


000895 


LTA4H 


7677 


ACCCTATACTGCAGAGGTGTC 


NM 


000895 


LTA4H 


7678 


ACGAGCACAAAGCAAGCATGC 


NM_000936 


PNLIP 


7679 


ACCTGGCTGGCCAATGTGTGC 


NM 000936 


PNLIP 


7680 


ACCGTGCATGTCATTGGCCAC 


NM_ 


000936 


PNLIP 


7681 


ACACAAGTGTTTCCCTTGTCC 


NM_ 


001333 


CTSL2 


7682 


ACACATGGCTTCACAATGGCC 


NM_ 


.001333 


CTSL2 


7683 


ACCTTGTCTCACTGAGCGAGC 


NM. 


001333 


CTSL2 


7684 


ACCAGCAAGTATTGGCTCGTC 


NM_ 


001335 


CTSW 


7685 


ACACTGCAACTGCTGCTGGGC 


NM. 


001335 


CTSW 


7686 


ACGAAGTACCAGAAGGTGGCC 


NM. 


001335 


CTSW 


7687 


ACGGTGTGATCAAGGCCACAC 


NM. 


.001336 


CTSZ 


7688 


ACCGTCATCGACTGCGGTAAC 


NM. 


.001336 


CTSZ 


7689 


ACTGACCTGTCCGTGTGGGAC 


NM. 


.001336 


CTSZ 


7690 


ACCAACTACCAGGCCAAGGAC 


NM 001397 


ECE1 


7691 


ACGCAATCATCAAGCACCTCC 


NM. 


.001397 


ECE1 


7692 


ACGAAGACCTGTCTTCCTCGC 


NM. 


.001397 


ECE1 


7693 


ACCTTTGGTGGCATAGGTGTC 


NM. 


.001553 


IGFBP7 


7694 


ACGGTCCTTCCATAGTGACGC 


NM. 


.001633 


AMBP 


7695 


ACGTGGTACAACCTGGCCATC 


NM. 


.001633 


AMBP 


7696 


ACCCAGAGCCCATCTTAATCC 


NM. 


.001633 


AMBP 


7697 


ACGGAGTGTCTGCAGACCTGC 


NM. 


.001733 


C1R 


7698 


ACGATGCTGCTGACCTTCCAC 


NM. 


.001733 


C1R 


7699 


ACGACCCTAGACGAGTTCACC 


NM 001733 


C1R 


7700 


ACCATGT TCTGTGCTGGACAC 


NM. 


.001086 


AADAC 


7701 


ACGTGGTTATGACTTGCTGTC 


NM. 


.001086 


AADAC 


7702 


ACGCCATGCTTTCCAGACAAC 


NM. 


.001086 


AADAC 


7703 


ACCCATGTTGAGGATGGATTC 


NM. 


.001097 


ACR 


7704 


ACCCAGTAAAGGCGCCTGTGC 


NM. 


_001097 


ACR 


7705 


ACAGACAGCAAGGAAAGCGCC 


NM. 


.001097 


ACR 


7706 


ACCCATTATGACATGGAGACC 


NM. 


000666 


ACY1 


7707 


ACCCCTACACTCTCCTCCATC 


NM. 


000666 


ACY1 


7708 


ACGGATTCTGAGGGCTACATC 


NM. 


.000666 


ACY1 


7709 


ACGGCATGGAGCTGTTCGTGC 


NM. 


001109 


ADAM8 


7710 


ACCCAGGACCACAGCAAGAAC 


NM. 


.001109 


ADAM8 


7711 


ACGAAGGACATGTGTGACCTC 


NM. 


001109 


ADAM8 


7712 


ACAGCAGGTCATCAAGCCAAC 


NM. 


_001622 


AHSG 


7713 


ACGTAAAGGTGTGGCCTCAGC 


NM. 


.001622 


AHSG 


7714 


ACGGTGCCAATGAAGCAGTCC 


NM. 


.001622 


AHSG 


7715 


ACACACGCACAGTGGTGCAGC 


NM. 


.014767 


KIAA0275 


7716 


ACTGGCTGTCGTCCATCTCGC 


NM. 


.014767 


KIAA0275 


7717 


ACGAAGCTGGAGCACAGGATC 


NM 


014767 


KIAA0275 


7718 


ACGAAGCCAGGCATCTTCATC 
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NM_014871 


KIAA0710 


7719 


ACGGTTTCCCTGAGAGACCTC 


NMJD14871 


KIAA0710 


7720 


ACAGTTGGAGAGACCTACCAC 


NMJD14871 


KIAA0710 


7721 


ACGGAC T T CCGGGTC AT C AAC 


NMJD16352 


LOC51200 


7722 


ACTCTCCCTCCTCCTTCAATC 


NMJ316352 


LOC51200 


7723 


ACCCCTTGCTCCGAAGTGTAC 


NM_016352 


LOC51200 


7724 


ACTTTCAAGGGCTTCATCGAC 


NMJD07058 


CAPN11 


7725 


ACCTGCTATACCGCGTGGTGC 


NMJ307058 


CAPN11 


7726 


ACTGTTGTGGTCTGCACCTGC 


NM_007058 


CAPN11 


7727 


ACAGCAGGCATCAAGCTGAAC 


NM_012122 


CES3 


7728 


ACGCAAGAGTTTGGCTGGATC 


NWL012122 


CES3 


7729 


ACGAAAGACCTGTTCCAGGAC 


NM_005932 


MIPEP 


7730 


ACCTTGTGGATTCCCTTGATC 


NM_005932 


MIPEP 


7731 


ACTCACCAGATGACTTGGTGC 


NM_005932 


MIPEP 


7732 


ACTCTACCATGGGAAGCATCC 


NMJ)06846 


SPINK5 


7733 


ACTGTGCCATGAATTTCAGGC 


NM_006846 


SPINK5 


7734 


ACGGAAGGCGAATCAAGAAAC 


NM_006846 


SPINK5 


7735 


ACAGAGGAT GAAGACAGGAGC 


NMJ)19609 


CPX-1 


7736 


ACCAAGAAACAGGCTGTCCTC 


NM_019609 


CPX-1 


7737 


ACGGTCCAGTTCAGCAATGAC 


NM_019609 


CPX-1 


7738 


ACCCAGAGCATCGATCTTAAC 


NMJ)19844 


SLC21A8 


7739 


ACCCATTCCTACGGTTGCAAC 


NM_019844 


SLC21A8 


7740 


ACCATGTATGAAGTGGTCCAC 


NM_019844 


SLC21A8 


7741 


ACAGATACCAAGGCATCGGAC 


NM_020426 


LOC57151 


7742 


ACTGCAGATGGAAGCTTTGAC 


NM_020426 


LOC57151 


7743 


ACGATCTGCTGAATCCCAACC 


NM_020426 


LOC57151 


7744 


ACCCTTCTTGCAGGCATCCAC 


NM_005143 


HP 


7745 


ACGCCCAAGAATCCGGCAAAC 


NMJ)20995 


HPR 


7745 


ACGCCCAAGAATCCGGCAAAC 


NMJ320995 


HPR 


7746 


ACCGCATTATGAAGGCAGCAC 


NMJD20995 


HPR 


7747 


ACGTACC AGGAAGACACCT GC 


NM_003291 


TPP2 


7748 


ACGAGTGCTTAAGATTCCTGC 


NMJ303291 


TPP2 


7749 


ACGTGCTGGAAATAATGGTCC 


NMJ303291 


TPP2 


7750 


ACTAACCGTGGCATCTACCTC 


NM_003235 


TG 


7751 


ACCGGCCTTTCTGAAGCAAGC 


NM__003235 


TG 


7752 


ACACCACCCTGTACCGGATAC 


NMJ303235 


TG 


7753 


ACGGAAGCTATGAGGATGTCC 


NM_000444 


PHEX 


7754 


ACGCTAAACAGGAGTACTGCC 


NM_0 00444 


PHEX 


7755 


ACATCCGAGGACTGTCAATGC 


NMJ300444 


PHEX 


7756 


ACCAAGTCCAAATTGGTGCTC 


NM_002639 


SERPINB5 


7757 


ACTGTCCTCTTCTCTCCAATC 


NM_002639 


SERPINB5 


7758 


ACTCCTTGTGGTTAATGCTGC 


NM_002639 


SERPINB5 


7759 


AC AGAT GAT TGATCC C AAGGC 


NMJD00613 


HPX 


7760 


ACGGTCACAACAGTGTCTTTC 


NM_000613 


HPX 


7761 


ACCCAATTCCTGCGCTTCGAC 


NMJ300613 


HPX 


7762 


ACTGGGACTGGCCATGGGAAC 


NM 021111 


RECK 


7763 


ACACATCTGTTGCAGCGAGCC 
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NM_021111 


RECK 


7764 


ACGGGACACTAATCCAGGTGC 


NM_021111 


RECK 


7765 


ACGCAGAGAAGATTGAGTCCC 


NM_001748 


CAPN2 


7766 


ACCTATGCAGGGATCTTTCAC 


NM_001748 


CAPN2 


7767 


ACAGCGCCAAGATATCAAGTC 


NM_001748 


CAPN2 


7768 


ACTAGAGCTCGACCTTATCTC 


NM_005186 


CAPN1 


7769 


ACTGCCATCAAGTACCTGGGC 


NM_005186 


CAPN1 


7770 


ACGGCTCCCAGTGACCTCTAC 


NM_005186 


CAPN1 


7771 


ACCACCACACTCTACGAAGGC 


AJ012755 


HSA012755 


7772 


ACGAAGAACTTGGATGCCAGC 


NM_004505 


USP6 


7772 


ACGAAGAACTTGGATGCCAGC 


NM_1 45809 


LOC220594 


7772 


ACGAAGAACTTGGATGCCAGC 


X63546 


HSTRE210 


7772 


ACGAAGAACTTGGATGCCAGC 


X63547 


HSTRE213 


7772 


ACGAAGAACTTGGATGCCAGC 


XM_1 65948 


USP6 


7772 


ACGAAGAACTTGGATGCCAGC 


NM_016192 


TMEFF2 


7773 


ACGTGACTGCCAAACGCCCAC 


NM_016192 


TMEFF2 


7774 


ACTATGCAGGAGCCATCTTGC 


NM_016192 


TMEFF2 


7775 


ACATACAGGGCACTACAGTTC 


NM_021804 


ACE2 


7776 


ACGCCGAAGACCTGTTCTATC 


NM_021804 


ACE2 


7777 


ACTGGACGACT TCCTGACAGC 


NM_021804 


ACE2 


7778 


ACTGTAAGGCCACTGCTCAAC 


NM_000055 


BCHE 


7779 


ACTTCCCTATGCACAGCCACC 


NM_000055 


BCHE 


7780 


ACATGTATGGATTCCAGCACC 


NM_000055 


BCHE 


7781 


ACCACCGATCCTCCAAACTTC 


NM_000665 


ACHE 


7782 


ACTGACACAGAGCTGGTAGCC 


NM_015831 


ACHE 


7782 


ACTGACACAGAGCTGGTAGCC 


NM_000665 


ACHE 


7783 


ACATTGCTCAGCGCCACCGAC 


NM_000902 


MME 


7784 


ACAGATGTCCTTCAAGAACCC 


NM_007287 


MME 


7784 


ACAGATGTCCTTCAAGAACCC 


NM_007288 


MME 


7784 


ACAGATGTCCTTCAAGAACCC 


NM_007289 


MME 
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ACAGATGTCCTTCAAGAACCC 


NM_000902 
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ACGGAGTCCAGAAATGCTTTC 
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ACGGAGTCCAGAAATGCTTTC 
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MME 


7785 


ACGGAGTCCAGAAATGCTTTC 
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ACGGAGTCCAGAAATGCTTTC 
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ACAGATGGAGACCTCGTTGAC 
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ACAGATGGAGACCTCGTTGAC 
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ACAGATGGAGACCTCGTTGAC 
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ACAGATGGAGACCTCGTTGAC 


NM_003812 


ADAM23 
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ACGGGTGGAGAGCACTGTTAC 


NM_003812 


ADAM23 


7788 


ACGAGAAGCAGTCTGAGTTAC 


NM_003812 


ADAM23 


7789 


ACGCAAGACGGATATGCATGC 


NM_002056 


GFPT1 


7790 


ACTAGCTCATACCCGTTGGGC 


NM_002056 


GFPT1 


7791 


ACCACAATGAGAGGAAGAGTC 


NM_002056 


GFPT1 


7792 


ACAGACGCAAAGAGATCATGC 


NM_005265 


GGT1 


7793 


ACGCTGAGGTCATCAACGCCC 


NM_013421 


GGT1 


7793 


ACGCTGAGGTCATCAACGCCC 
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ADAM29 
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ACGTCGGAGAACATTACGCCC 
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ADAM29 
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ACAGTGTGTAGAAAGGAGGTC 


NM_ 
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ADAM29 


7819 


ACAGTGTGTAGAAAGGAGGTC 
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ADAM29 
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ACAGTGTGTAGAAAGGAGGTC 
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ADAM29 
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ACCCTCCTGTGATGCCTTCCC 
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7821 


ACGTCACCATTCCTGAGAAGC 
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NM. 
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MMP13 
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ACTACAGCATCTGGAGTAACC 


NM. 
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MMP14 
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ACCATTGGAGGAGACACCCAC 
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ACATGACATCTTCCTGGTGGC 
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.004995 
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ACGCTGAAGGTAGAACCGGGC 
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ACGGGATGTAAGGGATATGGC 
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ACGAGCAGAT GTGGACCATGC 


NM_002421 


MMP1 


7857 


ACGCCATATATGGACGTTCCC 
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ACGAAAGCTCTGCTATGTGTC 
ACGCTCTGCTATGTGTCAGTC 
ACGTGATGTCCTGCTAGTTCC 
ACGATCGCTTACATACCATCC 
ACCAAGATGCAGAACCATGGC 
ACTGGAGAACCCTTGTCTGAC 
ACTGGAGAACCCTTGTCTGAC 
ACGGCCTATGTGCATGAATTC 
ACGGCCTATGTGCATGAATTC 
ACTGCCCGGAATGCAGAGCTC 
ACTGCCCGGAATGCAGAGCTC 
ACGATGGTGATGCCCAGTCAC 
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ACTGTGGAGATCCTGGTCTTC 
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ACAGGGAGACCCAGGAATTCC 
ACAGGGAGACCCAGGAATTCC 
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ACTATTGATGTGCGGCAGCAC 
ACGAATACCCACCTCATGTCC 
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ACCTCCAAGGTTGCAGGCATC 
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ACGAGGAGCTGGAGGAAGAGC 
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ACTGGCACCTGAATAACCGAC 
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ACTGACATCTACAGCTGCAGC 
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ACCAAGGCGATTCCGCAGTCC 
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ACCTCAAGTTGTTGCTGGAAC 
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ACACAAGGATGACGAGCTGAC 
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ACGTATGGCAGAGAGAGGTGC 
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ACTCCGGCT TCCCATCTACAC 


NM_003184 
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ACATATCGGCCAGCTAGCTCC 
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ACTGCATGTTGGTAGTGCTGC 
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ACTCCAGTGATTCCCTGGTTC 
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ACGCAGAGAACTCTCGGCTAC 
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ACCCCTGTGTGTGGCAGTGAC 
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ACCCAGAACTCACCTGGGTCC 
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ACCCTGGACCGCATGTATGAC 
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ACGCAACTCGGACGCACAAGC 
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ACTGATAACGCAACTGGAGAC 
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8138 


ACGGAGCCAACTTCACAGTAC 
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8182 


NMJ)14932 


NLGN1 


8183 


NM_014932 


NLGN1 


8184 



ACCATGGAGCCCTATTGCTGC 

ACCGTGAATGCCGAGTTGGGC 

ACGTGAAGAC ACG TGC AT T CC 

ACAG TGGACTGCAGC AT T T AC 

ACGAAGTATCCAGTGGTGGCC 

ACGTATCCAGTGGTGGCCATC 

ACCGAACTCCACAGCTGATTC 

ACCAGGACTCCCAAGAACTTC 

ACTTCCTGTCCCTGTGTCTCC 

ACTTGCTGCTGCTCTTGCAGC 

ACCACTGTGAACACCAGAGTC 

ACCTGAACAAGAACCCAGGGC 

ACGAGTTCCAGAACAGAGCCC 

ACCTTTCAAGGCCTGGACCAC 

ACTGGATGACTTCAGCTCTAC 

AC ACAT TG ACCAGGAAG T GAC 

ACGTCCATAGGCCAGTGGTAC 

ACTCAGAAGGTTGTGCAGGAC 

ACGCACTATGGCTTTCAGCTC 

ACCCTTACCACGCTGACCTTC 

ACGATAACCAAGAGTGGAGTC 

ACCAGATGTGCTCATCCTCCC 

ACGAACCCATTCCTACAGCTC 

ACCCCATTCCTACAGCTCAGC 

ACGAGTTATGTGCACAGTGCC 

ACGTCAACAGGAGATGTGCCC 

ACACTGAAGCGCTCCTACTCC 

ACCTAATCACTGGCACGGAAC 

ACGGTGGGCCATCTGGATTTC 

ACCACAGGAGAGAGTGGTAAC 

ACGCTGCTGGGCATGTCCTTC 

ACGGGATGAGCAATACACCGC 

ACCATGCTGTTGTCCTTTACC 

ACAGTTCACCTCATTGGCCAC 

ACGAATGCCCTGTCTCAGATC 

ACGGATGCCCACAGATGGGTC 

ACGCACAACTTGACCGTGAAC 

ACGGGTGACAACATGTACAGC 

ACCAGCAGGAT T GCAC AGGTC 

ACACAGACCCTCCCTCAGTTC 

ACGCTGCAGAAGCACATCGAC 

ACGTTGGAAGACTGTTCACGC 

ACAGTCCGATTGTAGTGGTGC 

ACGAAGCCTGCCTTGCTGTTC 

ACTTGGATGATGTGGACCCAC 

ACTGTGATCGTCATCACAGTC 
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NM_014932 


NLGN1 


8185 


ACGAGGAAATCATGTCCCTCC 


NM_016950 


HSAJ1454 


8186 


ACGGAAGTCGGACAGTGGAAC 


NM_016950 


HSAJ1454 


8187 


ACCTATGACCTGCTATTGGAC 


NM_0 16950 


HSAJ1454 


8188 


ACATGGTGTTGCAGATTGTGC 


NM_016302 


LOC51185 


8189 


ACTTTCATGGCAGGACTTTGC 


NM_016302 


LOC51185 


8190 


ACGGGAAGCACAGTTTGGAAC 


NM_016302 


LOC51185 


8191 


ACTCTAACTTCATGGCGTCGC 


NMJ5 16546 


LOC51279 


8192 


ACCCCTGCCAAGGTCCAGAAC 


NM_0 16546 


LOC51279 


8193 


ACCCAGAGTGTGAATGTGTTC 


NM_0 16546 


LOC51279 


8194 


ACGGTGCTCAGCTATGTGGAC 


NM_016023 


LOC51633 


8195 


ACCATAGAGAGGAACTGGAGC 


NM_016023 


LOC51633 


8196 


ACCAGATTCCATCTGATGGCC 


NM_016023 


LOC51633 


8197 


ACTACAGGCAGATTCTCCTCC 


NM_017659 


FLJ20084 


8198 


ACTGTGGTGGCCACACTGGAC 


NM_0 17676 


FLJ20125 


8199 


ACGTGGCATAAGAAGAGCAGC 


NM_017676 


FLJ20125 


8200 


ACCAGTGGGTATATGCTTGTC 


NM_017676 


FLJ20125 


8201 


ACTAAGACAACTTCACTGGGC 


NM_017944 


FLJ20727 


8202 


ACGGTCTTTCGAGTGTATGCC 


NM_017944 


FLJ20727 


8203 


ACCATGGAAGAATCCTGGCAC 


NM_017944 


FLJ20727 


8204 


ACGCAGTCGACTCCAGAAGAC 


NG_000013 


NG_000013 


8205 


ACCGTGAATATCTCGGGTGGC 


NM_000063 


C2 


8205 


ACCGTGAATATCTCGGGTGGC 
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C2 


8206 


ACGACAAAGGAAAGCCTGGGC 


NM_000063 


C2 


8207 


ACGAGGAATGACTATCTGGAC 


NM_017670 


FLJ20113 


8208 


ACGAGATTGCTGTGCAGAACC 


NM_017670 


FLJ20113 
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ACGTTCTTCGAGCACTTCATC 
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FLJ20113 
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ACGGAGAGCGACCACATCCAC 


NM_018186 
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ACTTAGACCTGCCATGTGAAC 


NM_018186 
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ACCTGTCCATGAGGTCACCAC 
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FLJ 10706 
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ACGAAGAGTACAGGTCAGCGC 
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ACTTGGGATGTGAATGCCGCC 
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ACTGAAGACTTCCGCAGCTTC 
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ACCAAACTGGGCAGCTTTGGC 
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ACRBP 
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ACCCTGGAAGGCAGAGACTAC 
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ACGCTTCAGCTGAAGTCTCAC 
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ACGTACATGGAGGAGGAGATC 
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ACGGATATGCTGCCGAAT TTC 


NM_014237 
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ACTCATGAAGCAGTGAGTGCC 
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ACGTTGGGAACTGCCTATTGC 
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ACGAATTCTGTTGCCAGCATC 
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ACGATAAAGGTGGTGCCCAGC 


NM_014479 


ADAMDEC1 


8225 


ACGGAGTGTACCAATCTCTGC 
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ACCCCAATTGCGAATGCCACC 
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ACTCCACGAGCCCTTGGAACC 
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ACGCTGGCCAAGGTCTACTCC 


NM_001308 
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ACCTGAGTTGCGACAAGTTTC 
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ACGAGCAGTGGAGATGGCCTC 
ACTACCTATGCACTGGACAGC 
ACACAGTAACAGCAGAGCAGC 
ACACACAGCAGCAGTCGGCAC 
ACTCCTGGAAAGTACCAGGGC 
ACCTCCTTTGTGGAGCCTCTC 
ACGTGTGATGCTGCAGGTTAC 
ACCCGCAATTACATGCCTTTC 
ACTCAAACACCTGGAGGCTTC 
ACCAGTGAGT GTTAT GCC AGC 
ACCATCCATCTTATCCTAGCC 
ACGGACTCAGTGTGGAGAAAC 
ACGCAATGTGGGAGAGCTTTC 
ACCTATCCTCTGAAGAAGGGC 
ACGTGCTGTCAATTCCCTACC 
ACGAGAGGAGACAGCTCAGCC 
ACCTCCTGCCCTGTATCAGCC 
ACCTGCACCACAAAGCCCATC 
ACG AT T GGG AGATGCATCAGC 
ACGCTTCTGGTGGAGAAGGAC 
ACTTCTGCCTGGTGGTGTGAC 
ACTCGCCATATTCTGGATGAC 
ACAGAAGCAAGCTATGGCTCC 
ACGCAT AGACT TGGACCCAAC 
ACGAATCTGCCACTTTGCAGC 
ACAGACTCCTGCCAGGGTGAC 
ACTGATACGTGGATCCAGGCC 
ACGCCTGGCATCGTGTACTAC 
ACCTTGTGGACAGGCCAGATC 
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XM 060167 


LOC 126767 


8516 


XM 087076 

w \t¥l WW I Wl w 


LOC151005 


8517 


XM 086756 


LOC 149992 


8518 


XM 087076 


LOC151005 


8518 


XM 086756 

*\IVI W WW 1 ww 


LOC 149992 


8519 


XMJ387076 


LOC151005 


8519 


XM_087229 


LOC151516 


8520 


XM_087229 


LOC151516 


8521 


XM_087229 


LOC151516 


8522 


XM_087628 


LOC153218 


8523 


XMJ387628 


LOC153218 


8524 


XM_051452 


SMOC2 


8525 


XM_051452 


SMOC2 


8526 


XMJD51452 


SMOC2 


8527 


NM_001807 


CEL 


8528 


NM_001808 


CELL 


8528 


XM_070951 


LOC 138529 


8528 


XM_070951 


LOC1 38529 


8529 


XM 070951 


LOC1 38529 


8530 


XM_089437 


LOC159195 


8531 


XM_089437 


LOC 159 195 


8532 


XM_089437 


LOC159195 


8533 


XMJD58378 


LOC119180 


8534 


XM_166129 


LOC84569 


8534 


XM_058378 


LOC119180 


8535 


XM_166129 


LOC84569 


8535 


XM_058378 


LOC119180 


8536 


XMJD37557 


KIAA0984 


8537 


XM_037557 


KIAA0984 


8538 


XMJD37557 


KIAA0984 


8539 


XM_086031 


LOC 148066 


8540 


XMJ)86138 


LOC148293 


8541 


XMJD30162 


DKFZp566D234 


8542 


XM_030162 


DKFZp566D234 


8543 


XMJD59364 


LOC129526 


8544 


XM_068179 


LOC1 33083 


8545 


XMJ368179 


LOC1 33083 


8546 


XMJJ68179 


LOC 133083 


8547 


XM_070851 


LOC138319 


8548 


XMJ)70851 


LOC 1383 19 


8549 


XM_070851 


LOC138319 


8550 


XM_055924 


ADAM7 


8551 


XMJ)70231 


LOC137098 


8552 


XM_070231 


LOC 137098 


8553 


XM_068418 


LOC133590 


8554 


XM_068418 


LOC 133590 


8555 



ACGGGACTGTGACCATCTTTC 
ACGAAGAGGACTGCTCTATAC 
ACGTGAAGAACAAGGCTGGCC 
ACGTGAAGAACAAGGCTGGCC 
AC GCT T G G T GGAAAGAACACC 
ACGCTTGGTGGAAAGAACACC 
ACTGACCTCAACCATTGGGAC 
ACCAGCATGGGTAAGGGCTAC 
ACGAT GAGT T TGACCTGGAGC 
ACCGTGACTTCACTAGGTGGC 
ACTGGGTACCAGAGTAACTAC 
ACGTATACCCAGGAGCAAGCC 
ACGCATGAGTTTCTGACCAGC 
ACCCCTTCAAGAGGTTCCTTC 
ACTGCCAAGAGTGCCAAGACC 
ACTGCCAAGAGTGCCAAGACC 
ACTGCCAAGAGTGCCAAGACC 
ACTACTGACAGGCTGGAGGCC 
ACCCGGGACATAACTAAATCC 
ACGTGCTTCCATCTGACACTC 
ACGGAAGCACTGTGGCTATAC 
ACGAAGGAAGAGGCATTGCTC 
ACAT AT T C T CGAGGGC T GGCC 
ACATATTCTCGAGGGCTGGCC 
ACGCT GAAGG AGAACAACC AC 
ACGCT GAAGGAGAACAACCAC 
ACGGAGAACAACCACTGCCAC 
ACAGGTTTGGTTGACCTTGGC 
ACTGCACTGAAGCGGCAGTAC 
ACATCTGCTACTGCCAGGAAC 
ACGCCTTGCTGGTCTTGTCGC 
ACCAAT GGAACT CAC AGAAGC 
ACGCAAATGGCAGTGAGGTTC 
ACCCATCCTTTACTGAAGCCC 
ACTAGATGAGCATGTGGTACC 
ACGT GAC ACCACCACGT AT GC 
ACTCGGGAAGTGCTGCATTCC 
ACGGGCATATTCTCCAGGCTC 
ACCGCCTTTGGAGAAATGACC 
ACAGCCTGTAGGTACAATCCC 
ACTCATCTGGCTGGAGAGGCC 
ACTCCTTGCTGTGATGCACAC 
ACTCTGGCTCTTGGTGTGTCC 
ACATGACAGGATGTCTGCGTC 
ACCAAAGGAGGAAAGTGTGGC 
ACGACTTCTTCAGTGGCCTTC 
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XM_030312 


DKFZP586H2123 


8556 


XM_030312 


DKFZP586H2123 


8557 


XMJ330312 


DKFZP586H2123 


8558 


XM_049476 


MGC4840 


8559 


XM_049476 


MGC4840 


8560 


XM_049476 


MGC4840 


8561 


XM_064073 


LOC1 24294 


8562 


XM_064073 


LOC1 24294 


8563 


XM_060074 


KIAA0951 


8564 


XM_035312 


KIAA1492 


8565 


XM_035312 


KIAA1492 


8566 


XM_035312 


KIAA1492 


8567 


XMJ568226 


LOCI 331 78 


8568 


XM_068226 


LOCI 331 78 


8569 


XM_068226 


LOC133178 


8570 


XMJ368225 


LOC133177 


8571 


XM_068225 


LOC133177 


8572 


XMJ368000 


LOC 132722 


8573 


XM__068002 


LOC1 32724 


8574 


XMJD87526 


LOC1 52805 


8575 


XM_010822 


KIAA0436 


8576 


XM_010822 


KIAA0436 


8577 


XM_010822 


KIAA0436 


8578 


XMJ)39644 


PIGK 


8579 


XMJ339644 


PIGK 


8580 


XMJJ39644 


PIGK 


8581 


XM_052334 


METAP1 


8582 


XMJD52334 


METAP1 


8583 


XMJ)52334 


METAP1 


8584 


XM_067726 


LOC132194 


8585 


XMJ)67726 


LOC132194 


8586 


XMJD67726 


LOC132194 


8587 


XMJD86914 


LOC1 50426 


8588 


XM_086914 


LOC 150426 


8589 


XM_071013 


LOC 138652 


8590 


XWL_071013 


LOC 138652 


8591 


XM_071 01 3 


LOC 138652 


8592 


XM_J)70195 


LOC 137042 


8593 


XM_070195 


LOC 137042 


8594 


aM_093962 


I f m \/ m \A COOO^ 

LOC 152697 


8594 


XM_1 72434 


LOC253804 


8594 


XM_1 72437 


LOC255606 


8594 


XM_1 72440 


LOC255609 


8594 


XM_070736 


LOC1 38051 


8595 


XM_070736 


LOC1 38051 


8596 


XM_070736 


LOC1 38051 


8597 



ACTATCATGTGTCGGGAGTGC 
ACCATCTGCAT ACCC AGCT CC 
ACCATGCAGCCACAG GC TCTC 
ACGAGGGTTATAGCAATACGC 
ACTGGAGATCATTCAGGTTCC 
ACCACAGACATCCATCTGCAC 
ACTAACAGCAAGTGTGAGGGC 
ACGACGTGGAAATGTGTCTCC 
ACGT TCACCC TC ATT G ACAGC 
ACTCCTCCAGAAGTAGAGGAC 
ACTCTTCTCCCAGAGGAAGGC 
ACTGTGGATCCGTGGTTGCAC 
ACTTGCTGATGGTCGGATTGC 
ACCTATGCTGCCCATAAACAC 
ACATTAGATGGTCCCTTTCCC 
ACACATGCCAT TACCAGCATC 
ACCATGCCAT T ACCAGC AT CC 
ACTTCTGGCTGATGTGGGAAC 
ACGATTTGTCTTCCTGAAGCC 
ACGAACTCAGCCATCAAGGGC 
ACGTGTGGTTGATAGATGGCC 
ACTTCTGACCCAAAGAACTGC 
ACCCCTGACTGCTTTCAGTGC 
ACGAGGCTAGGTATTCCTGAC 
ACGGAGCATCCATGTATGAAC 
ACAGCAGCTATAAGGAAGACC 
ACCTCAGACCACATTATCCAC 
ACGCCATTGATGCAGTGAAGC 
ACCCTGGCCAGATGGTTGGAC 
ACGGATGAGTTGCCATGCAGC 
ACGGTCAAGATCTGGTTGAGC 
ACTTACTTCAGGGATGCTCCC 
ACTGGCTCTTACGTGATTCAC 
ACGTAACAGGCTCTGCAATGC 
ACACCTCCTCATCCTTCATCC 
ACGATGTCTGTGCACCGGATC 
ACGAACT GGCAAAGGCG AGAC 
ACTCCAGCGGACTTCTCTCTC 
AC TCAC TC TAAGGAC ACC ACC 
ACTCACTCTAAGGACACCACC 
ACTCACTCTAAGGACACCACC 
ACTCACTCTAAGGACACCACC 
ACTCACTCTAAGGACACCACC 
ACTACTGGCAGTGTGGACACC 
ACTCAACCGGATATCCTGGAC 
ACAGGTGTGGTACCCGGGATC 
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XM_059830 


LOC1 36242 


8598 


ACGCCTGCCATGCTCAATCCC 


XMJ359830 


LOC1 36242 


8599 


ACAGACAAGCTCCAGGGAATC 


XM_048786 


KIAA1061 


8600 


ACGAATGTCCTTCTGGCACTC 


XM_048786 


KIAA1061 


8601 


ACTTACACCTGCCATGCTTCC 


XMJ548786 


KIAA1061 


8602 


ACCAAGTCTGATCCTGCAGTC 


XMJD27341 


LOC89932 


8603 


ACCATCAGGTGGTCCAGGAAC 


XMJ327341 


LOC89932 


8604 


ACAGGAAGATGGACTCTTGGC 


XMJ)50285 


KIAA1466 


8605 


ACAGGACATCAGACAAGAGGC 


XM_050285 


KIAA1466 


8606 


ACGCCCAAGAAGTAACCAGAC 


XM_050285 


KIAA1466 


8607 


ACCTGCACATAGTCTACCACC 


XM_058409 


LOC1 19587 


8608 


ACCCATGACATCCGAACAGCC 


XM_058409 


LOCT19587 


8609 


ACCCCTGGAGAGTATGTGGTC 


XMJ)58409 


LOC1 19587 


8610 


ACACCAACATGGCCAGGATCC 


XMJ368765 


LOCI 34269 


8611 


ACTTCCAAGAGGAGTTGGAGC 


XMJ368765 


LOC 134269 


8612 


ACGCTGTTGCATCTACGCTTC 


XM_068765 


LOC1 34269 


8613 


ACGTATGCCGAGTCGTAAAGC 


XMJ)54098 


DKFZp761A052 


8614 


ACGCAGATGAAGGAGGATGGC 


XMJ)54098 


DKFZp761A052 


8615 


ACCCACATTGAGATGCAGGCC 


XMJ366522 


LOC139171 


8616 


ACGGGAGGTGGGTCAGACAAC 


XM_Q69410 


LOC 135525 


8617 


ACGTTTGCTCCAGTTTACTGC 


XM_069410 


L0C1 35525 


8618 


ACGCCAGAGTCCCTATCTATC 


XM_069410 


LOC1 35525 


8619 


ACCTTCTGTTAGAGGCTCCTC 


\S k j| ft.s"*^% a ft 

XM_066860 


LOC1 39736 


8620 


AC AG GGAGAAGAAGAGG T GGC 


XMJJ66860 


LOC1 39736 


8621 


ACGATACCAACTTGTCCGCGC 


XM_064616 


LOC125439 


8622 


ACGCCTGGAACAAAGTTGGTC 


XMJD64616 


LOC125439 


8623 


ACGAAGGCTCCAGGATCAATC 


XM_064616 


LOC125439 


8624 


ACCATTCAGAGAGTGTCCACC 


XM_029885 


C20orf170 


8625 


ACGGAATACCAGAAGTGCTGC 


XM_029885 


C20orf170 


8626 


ACTTACCGCTGCACACCCTTC 


XM_029885 


C20orf170 


8627 


ACGGTTTCTGCCCACGCAAGC 


XM_058864 


LOC124912 


8628 


ACCAACGGGATCTTCCAGATC 


XMJ)58864 


LOC124912 


8629 


ACCGTGTGCCGGATGTACTGC 


XM_058864 


LOC124912 


8630 


ACGGATACCGTTATCTGTGCC 


XM_042698 


USP22 


8631 


ACGGCCAAGTCCTGTATCTGC 


XM_042698 


USP22 


8632 


ACGATCACCACGTATGTGTCC 


XM_027825 


PSMB6 


8633 


ACCCACTGGGTCCTACATCGC 


XM_027825 


PSMB6 


8634 


ACTGAGCCTCCACTGGTCCAC 


XM_027825 


PSMB6 


8635 


ACGGAAGAGTGTCTGCAATTC 


XM_064383 


LOC1 24975 


8636 


ACCCTGGTGGCCAAGTCTACC 


XMJD86756 


LOC1 49992 


8637 


ACCACCTGACGAATAGGATAC 


AJvI_049683 


KIAA1203 


8638 


ACATCTTGTGGACCAGGTGGC 


XM_049683 


KIAA1203 


8639 


ACCCAAGCGACAGTCATAG TC 


XM_049683 


KIAA1203 


8640 


ACGCTTGGGTTCTGACAGAGC 


XM_099028 


LOC159121 


8641 


ACGATGGACACTCGGCTCCTC 


XM_099028 


LOC159121 


8642 


ACCTATTGTTCCAGTGGAGGC 


XM_099028 


LOC159121 


8643 


ACGTGATAGCTCTGTGCACCC 
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XM. 


.092572 


LOC165417 


8644 


ACAGCTGACACAGGCCGAAAC 


XM. 


JJ92572 


LOC165417 


8645 


ACGGCTGGGATGTTCCACTGC 


XM. 


J 08675 


LOC1 57788 


8646 


ACATTAGCTGCTGATGACCAC 


XM. 


J 08793 


LOC157917 


8647 


ACTGCTGGGCTCTGAGACTGC 


XM. 


J 08793 


LOC157917 


8648 


ACACAACACCCGACGCCCAAC 


XM^ 


J 08793 


LOC157917 


8649 


ACAGCTAACTGACAAGGCGGC 


XM. 


.090479 


LOC 160768 


8650 


ACTATGGGCCAGGCCTTTCTC 


XM. 


.090479 


LOC 160768 


8651 


ACCAGGCATAAGCAAGATGGC 


XM. 


J390479 


LOC 160768 


8652 


ACCAAAGTCTGCCTGAATTCC 


XM. 


.091358 


LOC 162 106 


8653 


ACTTACCTGTTTGAACAGCCC 


XM. 


.092901 


LOC 164646 


8654 


ACCAGCTGGTCCTCATGTTTC 


XMJ)91960 


LOC 163051 


8655 


ACCAGAACACCAGGACATCCC 


XM. 


.091960 


LOC 163051 


8656 


ACCGTTCAGTCATCCCAGTTC 


XM. 


.091960 


LOC163051 


8657 


ACACAATGTGGTAAGGCCTTC 


XM. 


.166631 


LOC219343 


8658 


ACCGCCTGCTTCCTGAGATCC 


XM. 


.166631 


LOC2 19343 


8659 


ACTGAGGGCTGCAATGGTGGC 


XM. 


.166129 


LOC84569 


8660 


ACCATTGTGAGGGCAGAGACC 


XM. 


.166244 


KIAA1372 


8661 


ACGTACATGCTCCTGACCTTC 


XM. 


J 66244 


KIAA1372 


8662 


ACGATAGTGACTCGGATCTGC 


XM. 


.166244 


KIAA1372 


8663 


ACGATCCTGGATGACGTCTCC 


XM. 


.092342 


LOC 165057 


8664 


ACGACCT CAAAGAAGCCAT C C 


XM. 


.092342 


LOC1 65057 


8665 


AC TAGGAAGGCAGATCTCAG C 


XM. 


AAA r\ a r\ 

.092342 


LOC165057 


8666 


ACCAACAGAGAAGCAGAGGCC 


XM_ 


.094142 


LOC1 66867 


8667 


ACGACTCAGCAGGC AGT CC AC 


XM. 


.094142 


LOC1 66867 


8668 


ACGTCCGGCTTTGCGTTTCAC 


XM. 


Aft AAA O 

.094142 


LOC 166867 


8669 


ACCAGTCATGACCCAAGTTAC 


XM. 


.093541 


LOC 165927 


8670 


ACCAGACAATGTGGCTCACAC 


XM_ 


.165973 


USP24 


8671 


ACAGGTGAGCTTACAGCTTGC 


xwf 


j 65973 


USP24 


8672 


ACGCAACGACCACCCATTAGC 


XM. 


.165973 


USP24 


8673 


ACCCATTTCAGCT.CAGGACAC 


XM_ 


093373 


LOC 165693 


8674 


ACGTGATGAAGAAGGCTGCAC 


XM_ 


093373 


LOC 165693 


8675 


ACACAGGCTGTCAGATCCCAC 


XM_ 


.116029 


LOC205564 


8676 


ACCGTGGATCAAGGATGAACC 


XM_ 


.116029 


LOC205564 


8677 


ACGCTGGGTACAGAAAGTCAC 


XM_ 


.116029 


LOC205564 


8678 


ACAC AC ATGC T GGATATGGAC 


XM_ 


.114627 


LOC203100 


8679 


ACGCTACATACCCAGCCCTCC 


XM_ 


.114627 


LOC203100 


8680 


ACTGCCCATGTTGTCAGGAAC 


XM_ 


.114627 


LOC203100 


8681 


ACGCTCTTGACAGTGATTCCC 


XM_ 


.168542 


HGF 


8682 


ACAGGACTTCCATTCACTTGC 


XM. 


.168542 


HGF 


8683 


ACCATCCGAGTTGGCTACTGC 


XM_ 


.168542 


HGF 


8684 


ACTGAAGCTTGCCAGGCCTGC 


XM_ 


.090919 


LOC161464 


8685 


ACCTGACCTTACAGAGCTACC 


XM_ 


090919 


LOC161464 


8686 


ACGAGCTATGCTCAGGCTGCC 


XM_ 


090919 


LOC161464 


8687 


ACTCAGAGCCCTCTGAGCTTC 


XM_ 


.106407 


LOC1 66977 


8688 


ACCTACGACTGCGAAGAGACC 


XM_ 


.106407 


LOC166977 


8689 


ACCTGAAAGAGCAATGGAGGC 
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XM. 


.106407 


1 00166Q77 


OU5U 


ACGCTGATGATCACACAGTCC 


XM_ 


.092016 




RRQ1 

Ow 1 


ACPPTTTACGATAGCTCTGAC 


XM. 


.094257 




8692 


ACAGGCTTAAAGACTGCATGC 


XM. 


094257 


LOC 1532 17 


8693 


ACGGC T TAAAGAC TGC ATGCC 


XM 094257 


LOC153217 


8694 


ACGACTGCATGCCCAAGAGAC 


XM. 


.093148 


LOC170172 


8695 

WW ww 


ACGATACTGGCAGACCTCTTC 


XM. 


.093148 


LOC170172 

1— V-/ 1 1 W 1 1 Cm 


8696 


ACGTCAGTCTATACTGTAGGC 


XM. 


.093148 


LOG 170 172 

I- W^ W 1 1 U 1 1 t. 


8697 


ACGCGGTTTGAGCATGTAGGC 


XM_096824 


LOC1 45624 

L.WW i "rwwtT 


8698 

ww cw 


ACCACAAGCTTGGTTTCTCAC 


XM 


090422 


LOC160662 

IWWWWfa 


8699 


ACGAGGTTG TGTGAAGGAAT C 


XM. 


089945 

WV^ W W 1 w 


LOC1 59938 

LVw 1 \J W ww W 


8700 

W 1 WW 


ACGTGGAGAAGGGTTCCTATC 


XM. 


.089945 


i oci 59938 


8701 

W 1 W 1 


ACGTCTTGCAGGT^AGTGAATC 


XM 


089945 


LO0 159938 

Lww 1 WwwJU 


8702 


ACC T AC AGTGACAAGG CT AAC 


XM 


102809 

1 \J £— w WW 


LOO 147221 

Lww It/ 1 


8703 

W f WW 


ACATAATACCTTGTGGCTGGC 


XM 

XVI vl_ 


102809 


LOC147221 

L.W W 1 *t f ^.x> 1 


8704 

W 1 W*T 


ACCTATGTTCAGCCCAAGCGC 


XM 


102809 

1 Wfc* WW W 


LOC 147221 


8705 


ACTCCTCCTGGTAGACAAGGC 


XM 


090074 

ww WW f T 


L 00160130 

1 ww 1 W w 


8706 

W 1 WW 


ACGTGCTGTCTAATCTGAGAC 


XM 


090074 

w w w w # i 


LOC 160 130 

L_V— 'W I WW 1 wU 


8707 

W 1 W I 


ACACTGGCACATGAGAAGCAC 


XM 


090074 

_w wV/wl ~ 


1 00160130 


8708 

O / wO 


flwnwwwnvJfi JL V3VJVJU X Uw J. J. J. Vw« 


XM 


090078 

w w w V * w 


1 OP1R0131 


W / W w" 


ArGAAATCTCACTGCTTCGAC 


XM 


090078 

WW WW I w 


1 OO160131 

Lww IUU I W I 


8710 

W / I w 


ACGGTGCCATGAGGGTTAATC 


XM 


040082 

w^T w w 


I OCQ1694 

LwWw* IO\7*T 


871 1 

W / I 1 


APGAAACTGCTGAACTCTCAC 


XM. 


040082 


I OOQ1RQ4 

LUwO I057*T 


8712 

Of I <C 


ACrGTGrATTTPTTArCGGAC 


XM. 


.040082 


I OOQ1694 

L.WWW 1 I057*T 


8713 


ArPGGTTGACCAAGATACAGC 


XM. 


.050754 


KIAA15Q4 


8714 

W / | *T 


ACTAGCTCGGACGATTCCTTC 


XM. 


.050754 


Kl AA1 594 


8715 • 

o» I w 


ACGATACCTGACCCTGTCATC 


XM. 


.050754 


K1AA1 5Q4 

1 w57*r 


8716 

Of 1 o 


ACGAGCAAGAGGCTTGGGAAr 


XM. 


.058840 


1 OC1 24739 

i_ww XdLrTt <jzr 


8717 

W / if 


ACGGGAAGACAGAGCTGTTTC 


XM. 


.058840 


LOC 124739 

Lww 1 £."-r I O w 


8718 


ACCCTGCAAGGTGGGCATTAC 


XM. 


.058840 


LOC 124739 


8719 


ACGCATTAGCATGAAGGCACC 

^ 4w VJ» V^JT* JL. JL X^JT* JL WW JJT x\J VJ 1 N^**X^ X^ 


XM 


061219 


LOC 11 8945 


8720 


ACCGCCTGCTTCTTGAGATCC 


XM^ 


~061219 


LOC1 18945 

L»N^V>S 1 1 W W^T W 


8721 


ACTGAGGGCTGCAATGGTGAC 


XM. 


.064335 


LOC 124857 

l>w w IA»TWWf 


8722 


ACCGACATGAATCCCAACCTC 


XM. 


.064335 


LOC 124857 


8723 


ACCCTGCCGCTATCACTTCAC 


XM. 


.064335 


LOC 124857 


8724 


ACCCT CAAC CACTT TGAGACC 


XM. 


.064505 


LOC 125242 


8725 


ACTACCGTGGACAATGCCTGC 


XM. 


.064505 


LOC 125242 


8726 


ACGAACCGAAAGGAGCTGGAC 


XM. 


.064505 


LOC1 25242 


8727 


ACGGCTGCATTCCTGTGGCAC 


XM. 


.066765 


LOC 139562 

L-WW 1 vJ <J \J\JCm 


8728 


ACGT T CCAAG ACGACAG TAGC 

A aw JL J. \^V^J>***%^«>*^^ \JaaW«1\J JL JTa^JT 


XM. 


.066765 


L.ww 1 0%3QO*C 


879Q 


^n.^ bUU Lxrt. J. IwAX Lw x 1 nw 


XM. 


.088514 


LOC158219 


8730 


ACTTGCCGGGAAATCTATCCC 


XM. 


.088514 


LOC158219 


8731 


ACAGATTACTCCCTGGAGTCC 


XM. 


.092184 


LOC1 64832 


8732 


ACCGTTTCCTGATGG71AGTTC 


XM. 


.092184 


LOC164832 


8733 


ACAGAGCGGCTCCTTGCCATC 


XM. 


.093962 


LOC1 52697 


8734 


ACACCGCCACTTGCCAACTAC 


XM 


114040 


LOC1 99858 


8735 


ACTAGGAAACTACAGCAGCCC 
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XM_1 14040 


LOC1 99858 


8736 


XM_1 14622 


LOC203074 


8737 


XM_1 14622 


LOC203074 


8738 


XM_1 14622 


LOC203074 


8739 


XM_1 14823 
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9104 


ACTTCATTGAGGGCGTCTCTC 


. NM_000945 


PPP3R1 


9105 


ACGACGTCCAGCAATGCTCTC 


NM_001108 


ACYP2 


9106 


ACGAATACAAGCAAAGGCACC 


NM_001108 


ACYP2 


9107 


ACAGCTAAGCAGCTGTACGTC 


NM_001246 


ENTPD2 


9108 


ACCTACCTGCTGGAGAACTTC 


NM_001247 


ENTPD6 


9109 


ACATATCCAACCACGGGAGCC 


NM_001247 


ENTPD6 


9110 


ACACAGGACATTCCGTTCGAC 


NMJ)01248 


ENTPD3 


9111 


ACGATGGATCTGAACACCAGC 


NMJ)01248 


ENTPD3 


9112 


ACCTCCAGCACCTGGAATTTC 


NM_001249 


ENTPD5 


9113 


ACCACAAAGCCAAGGCTCTGC 


NMJJ01249 


ENTPD5 


9114 


ACGCTGCAAGACTAGCAACCC 


NMJ301467 


G6PT1 


9115 


ACCATATTCTTTGCCTGGAGC 


NM_001467 


G6PT1 


9116 


ACCCTGCTGATGTTGGACTCC 


NM_001467 


G6PT1 


9117 


ACCTTGTGTGGCACCTCCCAC 


NM_001567 


INPPL1 


9118 


ACTAACCCTGCCTACTACGTC 


NMJJ01610 


ACP2 


9119 


ACGCACAGACTTTGACCGGAC 


NM_001610 


ACP2 


9120 


ACCCTGACCCTAATGGCGACC 


NM_001611 


ACP5 


9121 


ACGATCTCCAAGCGCTGGAAC 


NM_001631 


ALPI 


9122 


ACGTCAGTAGGAGTGGTGACC 


NM_001631 


ALPI 


9123 


ACTATGAGATCCTCCGAGACC 


NM_001632 


ALPP 


9124 


ACATACGAGATCCACCGAGAC 


NM_031313 


ALPPL2 


9124 


ACATACGAGATCCACCGAGAC 


NMJ)01776 


ENTPD1 


9125 


ACTGCTCTGCAATTTCGCCTC 


NM_002194 


INPP1 


9126 


ACGCATTAGCCAGGGTTGTTC 


NM_002194 


INPP1 


9127 


ACGGGAGGACTCATTGCATAC 


NM_002452 


NUDT1 


9128 


ACAGTGCAAGAAGGAGAGACC 


NM_002452 


NUDT1 


9129 


ACATGCGCCCATGCTGGTTCC 


NM_002452 


NUDT1 


9130 


ACGAAATTCCACGGGTACTTC 


NM_002481 


PPP1R12B 


9131 


ACAGCTTCTGGCAAGAGGTGC 


NM_0321Q5 


PPP1R12B 


9131 


ACAGCTTCTGGCAAGAGGTGC 


NM_002481 


PPP1R12B 


9132 


ACGGAGACACGGAATAAACTC 


NM_032105 


PPP1R12B 


9132 


ACGGAGACACGGAATAAACTC 


NM_002481 


PPP1R12B 


9133 


ACCAGATTCCTCTGTGGAAGC 


NM_032105 


PPP1R12B 


9133 


ACCAGATTCCTCTGTGGAAGC 


NM_002706 


PPM1B 


9134 


ACGGAATGCCTGATCTTGCCC 


NM_002708 


PPP1CA 


9135 


ACTGTACAGCTGACAGAGAAC 


S57501 


S57501 


9135 


ACTGTACAGCTGACAGAGAAC 


NM_002708 


PPP1CA 


9136 


ACGTTCCTCCACAAGCACGAC 


S57501 


S57501 


9136 


ACGTTCCTCCACAAGCACGAC 


NM_002709 


PPP1CB 


9137 


ACGAGGAAACCATGAGTGTGC 


NM_002710 


PPP1CC 


9138 


ACTGAAATCAGAGGACTGTGC 


NM_002710 


PPP1CC 


9139 


ACCCATGAATGTGCCAGCATC 


NM_002710 


PPP1CC 


9140 


ACTGACAGAGGAGTGTCCTTC 


NM_002712 


PPP1R7 


9141 


ACGTGAAGACTCTCTGCCTCC 


NM_002712 


PPP1R7 


9142 


ACCTTCAGAACCTGGATGCGC 


NM_002716 


PPP2R1B 


9143 


ACGTGATTGGAATCCGTCAGC 
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NM_002716 


PPP2R1B 


9144 


ACTGGCAGGAGACCAAGTAGC 


NM_002717 


PPP2R2A 


9145 


ACCAGGCCTGTGGAAACATAC 


NM_002717 


PPP2R2A 


9146 


ACATCCTTCACACAGCCTGGC 


NM_002718 


PPP2R3A 


9147 


ACGCTGTCCAGGTCCAATCAC 


NM_002718 


PPP2R3A 


9148 


ACCAGATGAACCTGCCTCTCC 


NG_001307 


NG_001307 


9149 


ACGG T GT TACT ACCT T TGCAC 


NM_002719 


PPP2R5C 


9149 


ACGGTGTTACTACCTTTGCAC 


NM_002719 


PPP2R5C 


9150 


ACAGACCCATTGGAACAAGAC 


NM_002720 


PPP4C 


9151 


ACGGTTCGCTATCCTGATCGC 


NM_002721 


PPP6C 


9152 


ACCTGTTCAGAACTGGAGGTC 


NM_002721 


PPP6C 


9153 


ACTGCCTGGAGATACTGTACC 


NM_002721 


PPP6C 


9154 


ACCTCATCTGCAGAGCACATC 


NM_002827 


PTPN1 


9155 


ACCCGAAATAGGTACAGAGAC 


NMJ502827 


PTPN1 


9156 


ACTGCGCACAATACTGGCCAC 


NM_002827 


PTPN1 


9157 


ACGAGGAAAGACCCTTCTTCC 


NM_002828 


PTPN2 


9158 


ACGGTGGTTATATTGGCAACC 


NM_002832 


PTPN7 


9159 


ACGACCATCTTGCCAAATCCC 


NM_080588 


PTPN7 


9159 


ACGACCATCTTGCCAAATCCC 


NM_080589 


PTPN7 


9159 


ACGACCATCTTGCCAAATCCC 


NM_002833 


PTPN9 


9160 


actgtggctgtcaagttcct6 


NM_002833 


PTPN9 


9161 


ACCCCTGTTGGCACTTTCCAC 


NM_002834 


PTPN11 


9162 


ACCCATCCAGATGGTGCGGTC 


XM_067153 


LOC131015 


9162 


ACCCATCCAGATGGTGCGGTC 


NM_002835 


PTPN12 


9163 


ACAGATATATCCCACAGCCAC 


NM_002835 


PTPN12 


9164 


ACATACTGCAGCCACCGGAAC 


NM_002835 


PTPN12 


9165 


ACCTCTGATGGTGCTGTGACC 


NM_002837 


PTPRB 


9166 


ACTGATTCTGTGGTGCTGCTC 


NM_002837 


PTPRB 


9167 


ACGAGGTACCTGGTGTCGATC 


NM_002838 


PTPRC 


9168 


ACGCCAGGTCTGGAACATGAC 


NM_080921 


PTPRC 


9168 


ACGCCAGGTCTGGAACATGAC 


NM_080922 


PTPRC 


9168 


ACGCCAGGTCTGGAACATGAC 


NM_002838 


PTPRC 


9169 


ACGCTAAGGCGACAGAGATGC 


NM_080921 


PTPRC 


9169 


ACGCTAAGGCGACAGAGATGC 


NM_080922 


PTPRC 


9169 


ACGCTAAGGCGACAGAGATGC 


NM_002839 


PTPRD 


9170 


ACGTGTATCCACCAGACTCAC 


NM_1 30391 


PTPRD 


9170 


ACGTG TAT C CACCAG AC TCAC 


NM_1 30392 


PTPRD 


9170 


ACGTGTATCCACCAGACTCAC 


NM_1 30393 


PTPRD 


9170 


ACGTGTATCCACCAGACTCAC 


NM_002840 


PTPRF 


9171 


ACCTCCACTGCTGTGCATGTC 


NM_1 30440 


PTPRF 


9171 


ACCTCCACTGCTGTGCATGTC 


NM_002840 


PTPRF 


9172 


ACGCAGAATGCCTACATCGCC 


NM_1 30440 


PTPRF 


9172 


ACGCAGAATGCCTACATCGCC 


NM_002840 


PTPRF 


9173 


ACCCTGCCCTGCAACAAGTTC 


NM_1 30440 


PTPRF 


9173 


ACCCTGCCCTGCAACAAGTTC 


NM_002841 


PTPRG 


9174 


ACATGGAAATGGTCCCATGAC 


NM 002842 


PTPRH 


9175 


ACTGTCAGCATCTCCACAGTC 
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NM. 


.002842 


PTPRH 


9176 


ACGCAGCAGAAACCAGAACTC 


NM. 


.002843 


PTPRJ 


9177 


ACCGC AG AT CAGC AGT ACAGC 


NM. 


.002843 


PTPRJ 


9178 


ACGGACGGGCACTTTCATTGC 


NM. 


.002845 


PTPRM 


9179 


ACTATCAGCACCCTCTATGCC 


NM. 


.002845 


PTPRM 


9180 


ACTTCCAGTTCCTGGGCTGGC 


NM_002846 


PTPRN 


9181 


ACGACTCTGGGCTGCTCTATC 


NM. 


.002846 


PTPRN 


9182 


ACGGAGATTGACATCGCTGCC 


NWl] 


.002847 


PTPRN2 


9183 


ACCTCAAGTTCCTGCCTCCTC 


NM. 


.130842 


PTPRN2 


9183 


ACCTCAAGTTCCTGCCTCCTC 


NM. 


.130843 


PTPRN2 


9183 


ACCTCAAGTTCCTGCCTCCTC 


NM. 


.002848 


PTPRO 


9184 


ACATCACTCTTCGCAGTGAAC 


NM. 


.030667 


PTPRO 


9184 


ACATCACTCTTCGCAGTGAAC 


NM. 


.030668 


PTPRO 


9184 


ACATCACTCTTCGCAGTGAAC 


NM. 


.030669 


PTPRO 


9184 


ACATCACTCTTCGCAGTGAAC 


NM. 


.030670 


PTPRO 


9184 


ACATCACTCTTCGCAGTGAAC 


NM. 


.030671 


PTPRO 


9184 


ACATCACTCTTCGCAGTGAAC 


NM. 


.002849 


PTPRR 


9185 


ACGAGTGGGAAGCCGGTATTC 


NM. 


.002849 


PTPRR 


9186 


ACACCAGGAG ATCCACC T ATC 


NM. 


.130846 


PTPRR 


9186 


ACACCAGGAGATCC ACC T ATC 


NM_002849 


PTPRR 


9187 


ACGACAGTCCACAGCATGGTC 


NM. 


.130846 


PTPRR 


9187 


ACGACAGTCCACAGCATGGTC 


NM. 


.002850 


PTPRS 


9188 


ACACGTGTACGAGTGTGTGGC 


NM. 


.130853 


PTPRS 


9188 


ACACGTGTACGAGTGTGTGGC 


NM. 


.130854 


PTPRS 


9188 


ACACGTGTACGAGTGTGTGGC 


NM. 


.130855 


PTPRS 


9188 


ACACGTGTACGAGTGTGTGGC 


NMJ303584 


DUSP11 


9189 


ACTTGGAATTCCAGTGTACCC 


NM. 


.003620 


PPM1D 


9190 


ACATCGTTGTGGAGCCCGAAC 


NM. 


.003620 


PPM1D 


9191 


ACGTGTCCACACTCTTGACCC 


NM. 


.003626 


PPFIA1 


9192 


ACCAGTTGATGGTCTCCATGC 


NM. 


.003671 


CDC14B 


9193 


ACCAAGCAAATGCTGCCTTCC 


NM. 


.033331 


CDC14B 


9193 


ACCAAGCAAATGCTGCCTTCC 


NM. 


.033332 


CDC14B 


9193 


ACCAAGCAAATGCTGCCTTCC 


NM. 


.003671 


CDC14B 


9194 


ACACGCTTTACGGATGCTGGC 


NM. 


.033331 


CDC14B 


9194 


ACACGC T TT ACGGAT GCTGGC 


NM. 


.033332 


CDC14B 


9194 


ACACGCTTTACGGATGCTGGC 


NM. 


.003672 


CDC14A 


9195 


ACTGGTTATCCTCTTCACGCC 


NM. 


.033312 


CDC14A 


9195 


ACTGGTTATCCTCTTCACGCC 


NM_033313 


CDC14A 


9.195 


ACTGGTTATCCTCTTCACGCC 


NM. 


.003672 


CDC14A 


9196 


ACTGGTATAACCCAGGGAGAC 


NM. 


.033312 


CDC14A 


9196 


ACTGGTATAACCCAGGGAGAC 


NM_ 


003712 


PPAP2C 


9197 


ACACACCACTGGAGCGATGTC 


NM. 


003713 


PPAP2B 


9198 


ACATGACGCTGTGCTCTGTGC 


NM_ 


.003800 


RNGTT 


9199 


ACAGCAGAT GGT ACT CGGT AC 


NM. 


003832 


PSPHL 


9200 


ACGAAGGAATCGGATGCTTTC 


NM_ 


003832 


PSPHL 


9201 


ACGTTGGTACAGATGATCTGC 


NM_ 


003837 


FBP2 


9202 


ACCTCAATGCTGACGGCCATC 
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NM. 


_003837 


FBP2 


9203 


ACTATTGACTGCCTGGCCTCC 


NM. 


_003837 


FBP2 


9204 


ACGAAATTCCCTGAGGATGGC 


nm[ 


_003866 


INPP4B 


9205 


ACGAATGCAGGTACACAGCCC 


NM. 


_003866 


INPP4B 


9206 


ACGTGCCAAAGACAGGACATC 


NM. 


_003895 


SYNJ1 


9207 


ACTGGTGGGAAGCAATTTCGC 


NM. 


_003895 


SYNJ1 


9208 


ACGTGGAGGAACTTCTTCCTC 


NM. 


_003895 


SYNJ1 


9209 


ACCCCGAAAGGATGGGTAACC 


NM_003912 


MTMR2 


9210 


ACATGGAAGAACCACCCTTGC 


NM. 


_016156 


MTMR2 


9210 


ACATGGAAGAACCACCCTTGC 


NM. 


~003978 


PSTPIP1 


9211 


ACGACATACGAGCAGAAGTGC 


NM. 


_004090 


DUSP3 


9212 


ACGCTGCAGAAACTAGGCATC 


NM. 


.004156 


PPP2CB 


9213 


ACTGTGCAAGAGGTTCGTTGC 


NM. 


.004156 


PPP2CB 


9214 


ACGGTGCGTTATCCAGAACGC 


NM. 


.004419 


DUSP5 


9215 


. ACACCAGTGGTAAATGTCAGC 


NM. 


.004420 


DUSP8 


9216 


ACGGTGACCATTGCGGAGCTC 


NM. 


.004420 


DUSP8 


9217 


ACTAAGCTACGTCCTCAACGC 


M64930 


HUMPROP2AB 


9218 


ACCCC AAT AGG T TTGGG AC AC 


NM. 


.004576 


PPP2R2B 


9218 


ACCCCAATAGGTTTGGGACAC 


NM. 


.004577 


PSPH 


9219 


ACGCTCAATATCCCAGCAACC 


NM. 


.004687 


MTMR4 


9220 


ACGCAGTGCCAAGAGTGGCTC 


NM. 


.004687 


MTMR4 


9221 


ACAGAGACTGAGGTGACTCGC 


NM. 


.004715 


CTDP1 


9222 


ACGCCAGACGAGAGGGACATC 


NM. 


.048368 


CTDP1 


9222 


ACGCCAGACGAGAGGGACATC 


NM. 


.004901 


LYSAL1 


9223 


ACGGTACCTGGCACGAGTTAC 


NM_004901 


LYSAL1 


9224 


ACGACCTTCTGACCGATATCC 


NM. 


.005134 


PPP4R1 


9225 


ACATGGTGGCCCGGAGTTTGC 


NM. 


.005398 


PPP1R3C 


9226 


ACGAGTTTCCTGGGCCCGTAC 


NM. 


.005398 


PPP1R3C 


9227 


ACCTTTGTCTGTCTGGAGAAC 


NM. 


.005401 


PTPN14 


9228 


ACAGCACAGGGCAAGAATGCC 


NM. 


.005401 


PTPN14 


9229 


ACAGTTTCATCCAGGCCTCCC 


NM. 


.005536 


IMPA1 


9230 


ACGTATCTTAACCGACAACCC 


NM. 


.005536 


IMPA1 


9231 


ACGGCAGCCTCATAGTCAATC 


NM. 


.005539 


INPP5A 


9232 


ACCTACAAATCCCAGGAGCAC 


NM. 


.005539 


INPP5A 


9233 


ACCAAGCCCTTCCGTGTACTC 


NM. 


.005539 


INPP5A 


9234 


ACCTGGACATCTCGTTCCCTC 


NM. 


.005541 


INPP5D 


9235 


ACATTCACTGTTCAGGCATCC 


NM. 


.005541 


INPP5D 


9236 


ACGATCACGTCCTGGTTTCTC 


NM_ 


.005541 


INPP5D 


9237 


ACGCC C G AG ATGTTTGAGAAC 


NM. 


.005670 


EPM2A 


9238 


ACTATTGCAGGCCACCAAGCC 


NM. 


005670 


EPM2A 


9239 


ACGGCCGAGTACAGATGCTGC 


NM_ 


.005704 


PTPRU 


9240 


ACCACCAACTCCATCATTGGC 


NM_ 


.133177 


PTPRU 


9240 


ACCACCAACTCCATCATTGGC 


NM_ 


.133178 


PTPRU 


9240 


ACCACCAACTCCATCATTGGC 


NM_ 


.005765 


ATP6M8-9 


9241 


ACGACCTTTCTTGGCCAGGAC 


NM_ 


.006239 


PPEF2 


9242 


ACTGAGTTCCTGGAGGCCTTC 


NM_ 


.006240 


PPEF1 


9243 


ACCGTTGAATACATGTCCAGC 
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NM. 


.006241 


PPP1R2 


9244 


ACTGTCGACGAGGAGCTGAGC 


NG_001026 


NG..001026 


9245 


ACTAGATGAACCAAGCACTCC 


kit j| 

NM. 


.006241 


PPP1R2 


9245 


ACT AGAT GAACCAAGCAC T CC 




.006241 


PPP1 R2 


9246 


ACATTAGCTGCAGCTGAAGGC 


Kin a 

NM_ 


.006247 


PPP5C 


9247 


AC AGCC AAGG AC T AC G AG AAC 


R t R fl 

NM. 


_006247 


PPP5C 


9248 


ACTGCCATCTACTATGGCAAC 


R 1 R A 

NM. 


.00624/ 


PPP5C 


9249 


ACCATGGCACTGGGCAAGTTC 


NM. 


006264 


PTPN13 


9250 


ACCAGTGCGGACTTCAACTAC 


NM_ 


080683 


PTPN13 


9250 


ACCAGTGCGGACTTCAACTAC 


NM. 


.080684 


PTPN13 


9250 


ACCAGTGCGGACTTCAACTAC 


NM_ 


.080685 


PTPN13 


9250 


ACCAGTGCGGACTTCAACTAC 


NM. 


.006264 


PTPN13 


9251 


ACGCTGAGATTCTGAAGAGGC 


NM. 


.080683 


PTPN13 


9251 


ACGCTGAGATTCTGAAGAGGC 


NM. 


_080685 


PTPN13 


9251 


ACGCTGAGATTCTGAAGAGGC 


NM. 


.006264 


PTPN13 


9252 


ACGAACATGTCCCGGTAACCC 


NM. 


.080683 


PTPN13 


9252 


ACGAACATGTCCCGGTAACCC 


R 1 R A 

NM. 


.080684 


PTPN13 


9252 


ACGAACATGTCCCGGTAACCC 


r i r a 

NM. 


.080685 


PTPN13 


9252 


ACGAACATGTCCCGGTAACCC 


R 1 R A 

NM_ 


.006305 


ANP32A 


9253 


ACCAG TCGG T CGAATGAAGGC 


K 1 R A 

NM. 


.012403 


ANP32C 


9253 


ACCAGTCGGTCGAATGAAGGC 


R IR A 

NM. 


_006504 


PTPRE 


9254 


ACGAAGATGCCCAACGGAATC 


NM. 


.1 30435 


PTPRE 


9254 


ACGAAGAT GC CCAACGGAATC 


NM. 


.006504 


PTPRE 


9255 


ACCGACTTCTGGAGAATGGTC 


NM. 


J 30435 


PTPRE 


9255 


ACCGACTTCTGGAGAATGGTC 


NM. 


.006504 


PTPRE 


9256 


ACGGAGAACATGAGGACGGGC 


NM. 


.1 30435 


PTPRE 


9256 


ACGGAGAACATGAGGACGGGC 


NM. 


_006741 


PPP1R1A 


9257 


ACCAGCAGCAAGGAGAGGAAC 


NM. 


.006903 


. SID6-306 


9258 


ACTACCTCGGTGGACAAATGC 


NM. 


.006903 


SID6-306 


9259 


ACTGCGAATGATCCTGAAGCC 


NM. 


.007026 


DUSP14 


9260 


ACATCACCTCCTCTCTATTCC 


NM. 


_007026 


DUSP14 


9261 


ACGTGCCTCTGGCTGACATGC 


NM. 


.007026 


DUSP14 


9262 


ACTTCCACAACGTGTGCCTGC 


KIR A 

NM. 


_0U7Q39 


PTPN21 


9263 


ACGGATGTCTCTGCCTAAACC 


MM 

iNIVJ. 


_UU/ uou 


PTPRT 


9264 


ACGGAGAATGACAC CCACT GC 


INI VI. 


.1 ool (\J 


PTPRT 


9264 


ACGGAGAATGACAC CCACT GC 


Mil /I 


_uu / u/ y 


PTP4A3 


9265 


ACGGCCAAGTTCTGTGAGGCC 


NM. 


HOOCH 4 

.03251 1 


|i I n A A o 

PTP4A3 


9265 


ACGGCCAAGTTCTGTGAGGCC 


NM. 


_007207 


DUSP10 


9266 


ACTGCAGCAAGAGTCACCTGC 


nm] 


[007207 


r*\i ion<i a 

DUSP10 


9267 


ACT GAGCAGGATGCT CAGG AC 


NM. 


.144728 


DUSP10 


9267 


ACT G AGCAGGATGC TCAGGAC 


NM. 


.144729 


DUSP10 


9267 


ACTGAGCAGGATGCTCAGGAC 


NM. 


007240 


DUSP12 


9268 


ACCTGGTATGGTGAACAGTGC 


NM. 


.007254 


PNKP 


9269 


ACCTCAAGTGGAGCTGGTCGC 


NM. 


.007254 


PNKP 


9270 


ACGCGTATGCGGAAGTCAAAC 


NM. 


.007254 


PNKP 


9271 


ACGAAAGACTTCTCCTGCGCC 


NM 


012404 


ANP32D 


9272 


ACCAGTCAGTCAAATGAAGGC 
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NM. 


.013239 


PR48 


9273 


ACCCAGCTGACCGAATTCTTC 


NM. 


.013239 


PR48 


9274 


ACCGTCTTCTTCGACACCTTC 


NM. 


.013315 


TPTE 


9275 


ACGTGTGTTAGCACGACTTTC 


NM. 


.013315 


TPTE 


9276 


ACGTAAATGAGTGGATGGCTC 


NM. 


.130785 


TPIP 


9276 


ACGTAAATGAGTGGATGGCTC 


NM. 


.002713 


PPP1R8 


9277 


ACACCCTGCAGTCTATAACCC 


NM. 


.014110 


PPP1R8 


9277 


ACACCCTGCAGTCTATAACCC 


NM. 


.138558 


PPP1R8 


9277 


ACACCCTGCAGTCTATAACCC 


NM. 


.014214 


IMPA2 


9278 


ACGTGTGTGCTCACCCACAGC 


NM. 


.014369 


PTPN18 


9279 


ACCGTGAGGAAGAACCGCTAC 


NM. 


.014369 


PTPN18 


9280 


ACGTGGCTGAATGAGGACATC 


NM. 


.014634 


FEM-2 


9281 


ACCATCACGGTCATGGTGGTC 


NM. 


.014659 


KIAA0377 


9282 


ACGAGAGTGACAGCGAGCTCC 


NM. 


.014659 


KIAA0377 


9283 


ACCGGTTCCATGTGGAGCTAC 


NM. 


.014787 


DNAJC6 


9284 


ACCCATCAGGTCAGGATTTGC 


NM. 


.014787 


DNAJC6 


9285 


ACACCAGTT GGCATGGCAGAC 


NM. 


.014906 


POPX1 


9286 


ACATTGGCCCGTTCTGTCTTC 


NM. 


.014906 


POPX1 


9287 


ACTAGGCACTAGCCTGTCCTC 


NM. 


.015216 


KIAA0433 


9288 


ACCGTTGTCAATGAGCTCAAC 


NM. 


.015216 


KIAA0433 


9289 


ACGAGCACTAAAGCAAGCAGC 


NM_016086 


LOC51657 


9290 


ACAGCCATGTGATCACTGCCC 


NM. 


.016086 


LOC51657 


9291 


• ACGGTCTTCGTTGGCAATTTC 


NM. 


.016147 


PME-1 


9292 


ACTGGAGTGTGAAGAGTGGCC 


NM. 


.016147 


PME-1 


9293 


ACGGTAGCTGAAGCTGTTGCC 


NM. 


.016340 


RA-GEF-2 


9294 


ACGGCTCCATGGTCTTGCCTC 


NM_016340 


RA-GEF-2 


9295 


ACGGTGACCCTGCTATGACTC 


NM. 


.016340 


RA-GEF-2 


9296 


ACATGGCAAGGAAGGTGAAGC 


NM. 


.016361 


LOC51205 


9297 


ACATGGTGCAGGTCGTGTTTC 


NM. 


.016532 


SKIP 


9298 


ACGGTGGAGTCAACATCTGCC 


NM. 


.130766 


SKIP 


9298 


ACGGTGGAGTCAACATCTGCC 


NM. 


.016532 


SKIP 


9299 


ACCTCCAACGACTATGACACC 


NM. 


.130766 


SKIP 


9299 


ACCTCCAACGACTATGACACC 


NM. 


.017607 


. PPP1R12C 


9300 


ACGACAGGGAGTTCTGGTGCC 


NM. 


.017677 


FLJ20126 


9301 


ACGTTGAATGCCATGGCCAAC 


NM. 


.017677 


FLJ20126 


9302 


ACCTTGGGTATTTCTGAGGCC 


NM_017813 


FLJ20421 


9303 


ACCGTCCTCCACGAGAAGTCC 


NM. 


.017813 


FLJ20421 


9304 


ACCCCATGCTAGGAGTTATAC 


NM. 


.018159 


NUDT11 


9305 


ACGCGAGAGTGGTTCAAAGTC 


NM. 


.018276 


SSH-3 


9306 


ACCTTCTACCCTGAGCGCTTC 


NM. 


.018461 


MDS026 


9307 


ACGTTTGAGTGTTGCTGGAAC 


NM. 


.018461 


MDS026 


9308 


ACCGGTTCGGATAGCGCCATC 


NM. 


.018984 


SSH1 


9309 


ACCCTCAGCTTAAGTGAGAGC 


NM. 


.018984 


SSH1 


9310 


ACTGAAGGAATTCGGCTGGCC 


NM. 


.018984 


SSH1 


9311 


ACAGTCCTGCCAAAGTCCCTC 


NM_019061 


3-PAP- 


9312 


ACTTCATCATACCCAGGCTCC 


NM 


019061 


3-PAP 


9313 


ACGACCTGTCAAGCAACTTCC 
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NM. 


_019892 


DDlcpiX/ 


yoi4 


ALAbuu I UUil b J. J. bAAbbbb 


NM. 


_019892 


ddirdiv/ 


no h c 


AbbAl 1 bbb 1 1 bbbAbb X bbU 


NM. 


_020185 




one 


7\ pirprnp - ' A , T ,l T , P , AP'*P!7\.P'rnp"«ptp»p'»p'ip» 
/iUX 1 bAbbAbTGbbGGb 


NM_020185 


lvlr\r A 


yoi / 


TV pirn tv rp ppTVpTvpTypp/ipmrnmpn 


NM. 


_020354 




yo ic> 


Ar^P , A7AP*P i n 1 P , P , P , 7i7AP*ArTip»p*mP'P* 

AbbAAbb 1 bb b AAb AT b b J. bb 


NM. 


_020354 


1 Al D«1 


yoiy 


TV PPTl Pr^P* A P* Hprppi rn t\ P* /""« P 1 P^ i n rn p* 

ALLAbbbAb J. It J. AbGGbTTb 


NM. 


.021003 


Krivl IA 


Q*JOA 

yozu 


7V 7V P , P"' A rrtp'p't Tv P> TV rr) 7\ t~%r> P»P*» 

ACTGGAGGATGCACATACGGC 


XM. 


.070180 




noon 


7\ p*« rnp<P^ A P'P' A ""POP 1 A P* 7V mTvor'p/^ 

AbTGGAbbAl bbAbATACGGC 


NM. 


.021003 


DDM1 A 




7VPn"PP74P7i A mpp APPTPPPnir' 

AO I 1 tAbAAl bbAbGTbbC TC 


NM. 


.021129 


DD 

rr 


noon 

yo^ 


74 pmmpP7\ A P" P* A T\PPiPl\nipnir»P 

Ab 1 J. bbAAbbAAbb I Al GTGC 


NM. 


.021131 




QOOO 

yozo 


Tipi\p pr A P 1 A T 1 P*P* 7VP7kP7\Pmmpp 

AUAbbAbA 1 bb Ab AC AG T T C C 


NM. 


.021131 


DDDTD/1 


yo24 


ti ppmmppmppppivpit mir\r*r**TT\f~% 

ACCTTGGTGGCCACAGTGGTC 


NM_021131 


DDDODA 




71 P"*PTp rnp»pipi mp»rp /"^ tv rnp"'P» TV p»p* A p» 

AbGTTbbbTb iGATCCAGCAC 


NM. 


.021132 


rrrOUD 


QOOft 

yozo 


7\ p>rp m T\ rpP* A A r PP , AP , P*P , '"PP , P , rrip«p« 

Ab 1 1 A 1 bAAl bAbbb 1 bb 1 bb 


NM_021132 


PPP^PR 
rrrOUD 


90/ / 


AbbAbbbAbb 1 bbAi 1 1 bbAb 


NM. 


.021132 


PPP^PR 
rrrOOD 


yozo 


AP , rpP2P 1 P , 7\P , P ,r PP , P , P , 7V 7A 7AP , A r PP*P 1 
Ab 1 bbbAbb 1 bbbAAAbA 1 bb 


NM. 


.021176 




yozy 


7AP»P*P*7V 7V P^TA TPTl'PB'PPPPn'BPP 

AbbbAAbAl bAl Al GGG iAbb 


NM. 


.021176 




noon 


7\ p»pi 7\ mmp7\ P^p*rTip»p*rpp^n"i/~»r^rp/'Tpi 

AbbAl 1 bAbb J7bb 1 bTGGTCC 


NM. 


.002287 


1 AIP1 
LAIKT 


yooi 


tv pnj» fppn'P'npfrPTv a p»p^m nprnp 

AbbA rb Iblbl CAAGCTAGTC 


NM_021706 


LAIK1 


yooi 


7VPP7\rpprnprrPfnP7i AP^pirrtTtPMiipi 

ACGATGTGTCTCAAGCTAGTC 


NM. 


.021708 


1 A ID A 


yooi 


ACGATGTGTCTCAAGCTAGTC 


NM. 


.002287 


LAIR1 


nooo 
9332 


ACTGAGCATGCACCTGCTTCC 


NM. 


.021706 


1 A ID A 

LAIK1 


9332 


ACTGAGCATGCACCTGCTTCC 


NM. 


.021708 


1 A ID A 

LAIR1 


noon 
9332 


ACTGAGCATGCACCTGCTTCC 


NM. 


.022076 


LUCO3904 


nooo 

9333 


ACCGAC7U\ACTCCTTCTGTCC 


NM. 


.022076 




9334 


ACCACCGTGCGCATGATCAAC 


NM. 


.022126 


1 UDD 

Lnrr 


9335 


ACGGTGAGGTTCTGCACCAAC 


NM. 


.022126 


Lnrr 


nooc 


ACTAACGCCTTCCAGGTGCTC 


NM_022648 


1 l\lO 


yoo/ 


TV P*P* TV TV TV TV TV Z - ^ TV r^m^i/^/^m/T^ TV ^» 

ACGAAGAAAGACTCCCTGCAC 


NM. 


.024025 




QOOO 

yooo 


RPPHPft pipi^rrri P"Ti Tv yv p»/~»tv m/^rtn 

AbGAC AGCCT GT AACCATGCC 


NM. 


.030768 


II WAD 


noon 

yooy 


A P^ A P» A r*Ttf* A Tv ppp tv tv tv /-•/-» tv p»pt 

ACAGACTGAAGGGAAAGGAGC 


NM. 


.030768 


II KAP 


yo'HJ 


71 P 1 Ti 71 T» C* P 1 7A C f* C* T 7A 7A P* PP rn r* 

AbAbAJ. bbAbbb 1 XAAbbb 1 U 


NM_030791 


LUUO IOO/ 


yo4 i 


7A P'PIT'T'P'P'A P , P ,r PP ir P r PP ,, T 1 A P 1 A Tip 

AbbJ. IbbAbblbi. IblAbAAb 


NM. 


030791 


1 OPRI**^ 
Lvl/O 1 uO/ 




7AP , P , 7i r rP 1 AP , P , A r P r PP , P ,r r , T ,r PA p'p'p* 

AbbAlbAbbAl Ibbx 1 lAGbb* 


NM. 


.030949 




Q040 


7\ pi m tv ppTvrnppm* 7\PP7\ PPfpmp 
Ab 1 Ab bA Ibbl AAb G Abb T TC 


NM. 


030949 


PPP1 


yoH*f 


AbAbAb 1 bb 1 bbbAl lib I Ab 


NM. 


032781 


rLJ l*f*^/ 


Q04C 


7\ p>p"ip"»p"ip»7\ p<tv tv tv ppmppmpmpn 

AbbbbbAbAAACb 1 bGl CTCC 


NM_ 


033068 


nl/r 1 


Q O yt c 

yo*fo 


71 PPPPPTV p»p^ p^rp p«rp mpp tv p»iti tv pr 

AbbbbbAbGGTCTTCCACTAC 


NM. 


.080789 


ApDT 
nUr 1 


yo4o 


tv pipip»pip^ 7v pppfnpmmpp ivpmn 

ACGCCCACGGTCTTCCACTAC 


NM_ 


080791 


APDT 
Mbr 1 


yo4o 


tv OP 1 P»/^P* Tv pip»pi rnp«rnrnp^p^ tv Prrnv rt 

ACGCCCACGGTCTTCCACTAC 


NM_ 


033068 


ACPT 


9347 


ACTGTCACCGTCTCCCTCTTC 


NM_ 


080789 


ACPT 


9347 


ACTGTCACCGTCTCCCTCTTC 


NM_ 


080790 


ACPT 


9347 


ACTGTCACCGTCTCCCTCTTC 


NM_ 


.080791 


ACPT 


9347 


ACTGTCACCGTCTCCCTCTTC 


NM_ 


.033256 


PPP1R14A 


9348 


ACCCTGTCGAGGACTTCATCC 


NM_ 


.033313 


CDC14A 


9349 


ACGAAGCAGAGGAAAGAAACC 
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NM_057158 


DUSP4 


9350 


ACGGTCCAGGTGTCTGTGTTC 


NG_001182 


NG_001182 


9351 


ACTCCACGTTCTAGATTGGCC 


NM_003479 


PTP4A2 


9351 


ACTCCACGTTCTAGATTGGCC 


NM_080391 


PTP4A2 


9351 


ACTCCACGTTCTAGATTGGCC 


NM_003479 


PTP4A2 


9352 


ACACCAGCAGAACATTAGGCC 


NM_080391 


PTP4A2 


9352 


ACACCAGCAGAACATTAGGCC 


NM_080392 


PTP4A2 


9352 


ACACCAGCAGAACATTAGGCC 


NM_080422 


PTPN2 


9353 


ACAGCAAGACCTGAAGCCCAC 


NM_080423 


PTPN2 


9353 


ACAGCAAGACCTGAAGCCCAC 


NM_080611 


DUSP15 


9354 


ACAGACCTGGATCAGCTGGGC 


NM_080611 


DUSP15 


9355 


ACCTTCATCCACTGCTGCCGC 


NM_080611 


DUSP15 


9356 


ACCTGCCTTGTGCACTGCACC 


NM_006264 


PTPN13 


9357 


ACGCTGAAGTTATCCAGTCTC 


NM_080683 


PTPN13 


9357 


ACGCTGAAGTTATCCAGTCTC 


NM_080684 


PTPN13 


9357 


ACGCTGAAGTTATCCAGTCTC 


NM_080685 


PTPN13 


9357 


ACGCTGAAGTTATCCAGTCTC 


NM_004648 


PTPNS1 


9358 


ACACGTGTCCCGGACAGAAAC 


NM_080792 


PTPNS1 


9358 


ACACGTGTCCCGGACAGAAAC 


NM_1 30785 


TPIP 


9359 


ACAGGAGGCAAAGGAAGAACC 


XM_1 66267 


LOC220115 


9359 


ACAGGAGGCAAAGGAAGAACC 


NM_006750 


SNTB2 


9360 


ACCCGGATGCCGATCCTCATC 


NM_1 30845 


SNTB2 


9360 


ACCCGGATGCCGATCCTCATC 


NM_006750 


SNTB2 


9361 


ACCTAGATGGTGGAAGACAGC 


NM_1 30845 


SNTB2 


9361 


ACCTAGATGGTGGAAGACAGC 


NM_002849 


PTPRR 


9362 


ACGGAGAAAGCCTTCATTGCC 


NM_1 30846 


PTPRR 


9362 


ACGGAGAAAGCCTTCATTGCC 


NM_030764 


SPAP1 


9363 


ACGTTCTGCCACTAATGAACC 


NM_1 38738 


SPAP1 


9363 


ACGTTCTGCCACTAATGAACC 


NM_030764 


SPAP1 


9364 


ACGCTCAGCAAACATCAGGAC 


NM_1 38738 


SPAP1 


9364 


ACGCTCAGCAAACATCAGGAC 


NM_1 38739 


SPAP1 


9365 


ACTGGCTGTGTCTCACCAGCC 


NM_1 39283 


TA-PP2C 


9366 


ACGGACTTCCGTAAGGGCCTC 


NM_147180 


PPP3R2 


9367 


ACGTTGAGGTTTGCGTTCAGC 


NWM47180 


PPP3R2 


9368 


ACGATGATGGTGGGCAACAAC 


NM_005605 


PPP3CC 


9369 


ACATCTGTAACCTCAGCACAC 


S46622 


S46622 


9369 


ACATCTGTAACCTCAGCACAC 


XM_030846 


SSH2 


9370 


ACGACTCAGGGATGTGCAACC 


XM_038489 


PIB5PA 


9371 


ACGTTTGCCATCGACAGTGAC 


XM_038489 


PIB5PA 


9372 


ACCCACAGCATCCTCATCGGC 


XM_044665 


LOC92370 


9373 


AC AG AG AAT CAT GC CCGAC C C 


XM_044665 


LOC92370 


9374 


ACGACCACCACAAGCGTTCTC 


XMJM4727 


MTMR7 


9375 


ACATGCTGGAAGTGTGTGAAC 


XM_044727 


MTMR7 


9376 


ACTGGAACAATTTCCCTGTGC 


XMJ)44727 


MTMR7 


9377 


ACTGGCAGTGAAGGAAGAAAC 


XM_046577 


MTMR1 


9378 


ACGCTTTGGACACAGGTTTGC 


XM_054936 


LOC1 14971 


9379 


ACGATCCGGTCATACATCCAC 
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XM_ 


058886 


LOC1 24997 


9380 


ACTGACTCTCGGCCTGAGAAC 


XM_ 


058886 


LOG 124997 


9381 


ACCAAGATTGGCGTCTGCTCC 


XM. 


.059988 


LOC 138639 


9382 


ACAGATGGCCCTAAGCCTGGC 


XM_ 


.059988 


LOC 138639 


9383 


ACTGGTCGTCCGTATTTGAAC 


XM. 


060772 


LOC1 27993 


9384 


ACGCTCAGCCATATCTCCCGC 


XM_ 


.061101 


LOC1 1 8707 


9385 


ACAGCCAAGCTGTCCAGCTGC 


XM_ 


.114902 


LOC203688 


9385 


ACAGCCAAGCTGTCCAGCTGC 


XM. 


.171375 


LOC256242 


9385 


ACAGCCAAGCTGTCCAGCTGC 


XM_061101 


LOC1 18707 


9386 


ACGCTGTCCAGCTGCCAAGTC 


XM. 


.089436 


LOC 159 193 


9386 


ACGCTGTCCAGCTGCCAAGTC 


XM. 


.114902 


LOC203688 


9386 


ACGCTGTCCAGCTGCCAAGTC 


xm] 


J 71 375 


LOC256242 


9386 


ACGCTGTCCAGCTGCCAAGTC 


XM. 


.061101 


LOC1 18707 


9387 


ACGCCCTCCTTCTCTCTGGAC 


XM. 


.114902 


LOC203688 


9387 


ACGCCCTCCTTCTCTCTGGAC 


XM. 


.171375 


LOC256242 


9387 


ACGCCCTCCTTCTCTCTGGAC 


XM. 


.061191 


LOC1 18879 


9388 


ACTGTCAGGAATCTTCTGGGC 


XM. 


.061191 


LOC1 18879 


noon 

9389 


ACGAATGCCTACTCATCTGCC 


XM. 


.062692 


LOC121554 


9390 


ACGCTGTGGGCAGGTATGGTC 


XM. 


.069073 


LOC1 34897 


9391 


ACCCATCCACACAGTGCAGTC 


XM. 


.071015 


LOC 138654 


9392 


ACTTCCAGCTGCAGCACGCTC 


XM. 


.071015 


LOC1 38654 


9393 


ACGATTCTGGAAGGACCCTTC 


XM. 


.071015 


LOC1 38654 


9394 


ACTTCTGGCCAACGGAGATGC 


XM. 


.086863 


LOC1 50290 


9395 


ACCTCACGTCTCTGTGACTTC 


XM. 


.087562 


LOC 152926 


9396 


ACATGGCAGGCTTGCAATGAC 


XM. 


.089436 


LOC159193 


9397 


ACGACGTTCTGAACAAGGATC 


XM. 


.093300 


LOC 165582 


9398 


ACGGCCTCTATTGCTGAACGC 


XM_095533 


LOC169142 


9399 


ACTCACTCTTGGTGACCGAGC 


XM. 


.095533 


LOC169142 


9400 


AC GAGT T T GAGGAAAT CACGC 


XM. 


.114343 


LOC201562 


9401 


ACAGAGGTACAGAGTGAAGAC 


XM. 


.115330 


LOC1 97099 


9402 


ACGAAAGGTGCTGTGCATCCC 


XM. 


.166125 


KIAA1274 


9403 


ACCAGCAAGGCCAAGTCCATC 


XM. 


.167349 


LOC223021 


9404 


ACACGGTATGTTCAGTTCCTC 


XM. 


.167970 


MTMR6 


Ail AC 

9405 


ACCACTGTATCTTACGGCTAC 


XM. 


.167970 


MTMR6 


9406 


ACAGCCAATCCAGTCAATCGC 


XM. 


.167970 


MTMRo 


9407 


TV ^T /^m TV fTl TV TV ^T ^T ^1 ^T TV ^T TV ^T ^T^T ^T 

ACCTATAGAGGGCAGCAGCCC 


XM. 


.171208 


LOG257019 


9408 


ACGAGGAGAACATTTCTGCTC 


XMJI71312 


LOC25o415 


A jl AA 

9409 


ACGATGT TAGGAAAGACGTGC 


XM. 


.171336 


LOC25oo40 


9410 


ACCCTCTATTCACTGGTGTGC 


XM. 


.171336 


LOC25oo40 


t\A A A 

9411 


TV /"T ITIy^ TV TV y~t TV j»T i-T m /"I m TV Itin TV <— 1 

ACTGAGAGAGCTCTCATCAGC 


XM. 


.171336 


LOC256840 


9412 


ACGAAAGGCAAGGTCCTGGTC 


XM. 


.171634 


LOC255048 


9413 


ACGCAGTTGTTGTGCTGAACC 


NM. 


.000283 


PDE6B 


9414 


ACCATGGAGCGCGTGGTCTTC 


NM. 


.000283 


PDE6B 


9415 


ACATGTGGCATCCAGATGTAC 


NM_000440 


PDE6A 


9416 


ACGTCATCCCGAATCCACCTC 


NM. 


.000921 


PDE3A 


9417 


ACGGTCGCCTGGAGACCTTAC 


NM 


000921 


PDE3A 


9418 


ACCAACAGTGACAGCAGTGAC 
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NM_000922 


PDE3B 


9419 


ACCGGCTACGTGAAGAGCTGC 


NM_000922 


PDE3B 


9420 


ACTGGGTGCTTTCTCAGGTTC 


NM_000922 


PDE3B 


9421 


ACTCAGGAAGGATTCTCAGTC 


NM_000923 


PDE4C 


9422 


ACTGCCTAGGAGCAGCCAAGC 


NM_000923 


PDE4C 


9423 


ACGTTCAAGCGGATCCTGAAC 


NMJD00924 


PDE1B 


9424 


ACGTTCCGAAGCATTGTGCAC 


NM_000924 


PDE1B 


9425 


ACCAGCT TCCACATCCAGACC 


NM_001083 


PDE5A 


9426 


ACCT GT AT G AGGCCC TGACCC 


NM_033430 


PDE5A 


9426 


ACCTGTATGAGGCCCTGACCC 


NM_033431 


PDE5A 


9426 


ACCTGTATGAGGCCCTGACCC 


NM_033437 


PDE5A 


9426 


ACCTGTATGAGGCCCTGACCC 


NM_002599 


PDE2A 


9427 


ACCCTCAGCAACGCAGAGATC 


NM_002600 


PDE4B 


9428 


ACTGCTGAACCGGGAGCTGAC 


NM_002600 


PDE4B 


9429 


ACCATGGTACACTGTGCAGAC 


NM_002606 


PDE9A 


9430 


ACGTACTGCAACTCCAGCGAC 


NM_002606 


PDE9A 


9431 


ACG AAG T T GACTCCT CG ACGC 


NM_005019 


PDE1A 


9432 


ACGAAGCTGAATTAGGGCTTC 


NM_005020 


PDE1C 


9433 


ACGCCTTATCCCTTATGCTGC 


NM_005021 


ENPP3 


9434 


ACAGACCGAGGTGATTGCTGC 


NM_005021 


ENPP3 


9435 


ACGAACCTGATTCCTCTGGAC 


NM_006204 


PDE6C 


9436 


ACGCCAGATCCTTATGTGGTC 


NM_006208 


ENPP1 


9437 


ACCCTAGACACCTTAGCTTTC 


NM_006661 


PDE10A 


9438 


ACCATCCTGTGCATGCCCATC 


NM_006661 


PDE10A 


9439 


ACCAGCTACCTGCAGAAGTTC 


NM_014936 


ENPP4 


9440 


ACCAATTCGAACCCACCAGTC 


NM_015474 


SAMHD1 


9441 


ACCGAGATGTTCTCTGTGTTC 


NM_016641 


MIR16 


9442 


ACCAGCATTAACTCACAGACC 


NM_016641 


MIR16 


9443 


ACGTGGTCAGCTAAAGGAATC 


NM_016953 


PDE11A 


9444 


ACGTTTAAGGCAGCCAACATC 


NMJD17711 


FLJ20207 


9445 


ACTGAATTCCTCTTCCGCCGC 


NM_018945 


PDE7B 


9446 


ACGGCTTCTTGCTCATTTGCC 


NM.018945 


PDE7B 


9447 


ACC AAG GCCCAG TGG AAGAGC 


NM_021572 


ENPP5 


9448 


ACTATGGTGTTCACGTGAAGC 


NM_021572 


ENPP5 


9449 


ACGAGCCCATAAATCTTGGTC 


NM_021572 


ENPP5 


9450 


ACGACGTTCCAGAAAGGTGGC 


NM_024307 


MGC4171 


9451 


ACGGAGAAGCTGGAGGTTTAC 


NM_030792 


PP1665 


9452 


ACCCTGAGTGTGAACCTCTAC 


XM_031443 


PDE8A 


9453 


ACGTTTCCAGCCAGAGACGAC 


XMJ)31443 


PDE8A 


9454 


ACGTAGTCCCATGCCTGTGAC 


XM_037534 


PDE7A 


9455 


ACTTGAAGTGTCTGTCTCTGC 


XM_037534 


PDE7A 


9456 


ACATCACCACTGGAGATCTGC 


XM_045585 


KIAA1434 


9457 


ACCTCATGGACCTCAGATCTC 


XM_045585 


KIAA1434 


9458 


ACCGCCTGAAGCAGGAATTGC 


NM_000068 


CACNA1A 


9459 


ACCTCAGGCCTTCTACTGGAC 


NM_023035 


CACNA1A 


9459 


ACCTCAGGCCTTCTACTGGAC 


NM_000068 


CACNA1A 


9460 


ACTAACTTCCGGACCTTCTTC 



BNSDOCID: <WO 2004O94636Al_l_> 



WO 2004/094636 



PCT/EP2003/004362 



320 



NMJJ23035 


CACNA1A 


9460 


ACTAACTTCCGGACCTTCTTC 


XM_059898 


LOC1 37057 


9461 


ACAGCATGGCCATCATCTCCC 


XM. 


093333 


LOC165622 


9462 


ACTCAACAGGACCATCGGACC 


XM_ 


093333 


LOC165622 


9463 


ACTGTTCCTGTGAATGCGCCC 


XM_ 


.115430 


LOC204524 


9464 


ACCTACG ACCAGGAT GT GGAC 


XM. 


.115430 


LOC204524 


9465 


ACATGAGACGGAGTGGAGAGC 


XM_ 


.166251 


LOC220032 


9466 


ACGGAACACCAAGGCCATTTC 


XM. 


.166251 


LOC220032 


9467 


ACGTGAGGCTACCTTTCAAAC 


NM_000069 


CACNA1S 


9468 


ACGATCCGTGTCCTGTGTCAC 


NM. 


.000069 


CACNA1S 


9469 


ACGATCTGGAAGAGAACCAGC 


NM_000079 


CHRNA1 


9470 


ACGACTACAGCAGCGTGGTGC 


NM. 


.000079 


CHRNA1 


9471 


ACCAGAACTGCAGCATGAAGC 


NM_000079 


CHRNA1 


9472 


ACGTCAGACCAGGAGTCTAAC 


NM_000080 


CHRNE 


9473 


ACT GCCGAAGAGGT G GAG T T C 


NM. 


.000080 


CHRNE 


9474 


ACTTGCGTCATCGTGCTCAAC 


NM. 


.000080 


CHRNE 


9475 


ACTGCCCTTGACAACATCTGC 


NM. 


.000083 


CLCN1 


9476 


ACCAAGGATGCTGTCACCATC 


NM. 


.000083 


CLCN1 


9477 


ACGCTACCCTACTTGCCTGAC 


NM. 


.000083 


CLCN1 


9478 


ACCTGGAACCTGCCTGAGGAC 


NM. 


.000084 


CLCN5 


9479 


ACGCAAAGAGTCAACATGGGC 


NM. 


.000087 


CNGA1 


9480 


ACCTGGACAATGGTTATTGCC 


NM. 


.000087 


CNGA1 


9481 


ACTCTTGGCTGAGTATGAGTC 


NM. 


.000171 


GLRA1 


9482 


ACCCAAGCCTATGTCACCCTC 


NM. 


.000171 


GLRA1 


9483 


ACCACAGGTAAATTCACCTGC 


NM. 


.000171 


GLRA1 


9484 


ACATATCCCGCATTGGCTTCC 


NM. 


[000217 


KCNA1 


9485 


ACCCCTAAGAAACGCATGCGC 


NM. 


.000217 


KCNA1 


9486 


ACCAATTGCCCTGCCCGTACC 


NM. 


.000218 


KCNQ1 


9487 


ACGCCCATTTCCATCATCGAC 


NM. 


.000218 


KCNQ1 


9488 


ACGCACTTCAACCGGCAGATC 


NM. 


.000218 


KCNQ1 


9489 


ACGCCCTCACTGTTCATCTCC 


NM. 


.000219 


KCNE1 


9490 


ACGAAGCTGGAGCACTCGAAC 


NM. 


.000219 


KCNE1 


9491 


ACCGACCCATTCAACGTCTAC 


NM_000220 


KCNJ1 


9492 


ACGCTTCTGAAGACCACAGTC 


NM. 


.000220 


KCNJ1 


9493 


ACGACAGTGGAAGTGGAGACC 


NM. 


.000297 


PKD2 


9494 


ACGTACGACCAAGATGGAGAC 


NM. 


.000334 


SCN4A 


9495 


ACGGTGTACTTCACCAACGCC 


NM. 


[000335 


SCN5A 


9496 


ACGCTGCCAGATCTCTATGGC 


NM. 


.000335 


SCN5A 


9497 


ACCCTTGTGGTCCTGAATCTC 


NM. 


.000335 


SCN5A 


9498 


ACCTACACCATCGTGAACAAC 


NM. 


.000335 


SCN5A 


9499 


ACCAGCATGCTGTGCCTCTTC 


NM. 


.006514 


SCN10A 


9499 


ACCAGCATGCTGTGCCTCTTC 


NM. 


.000336 


SCNN1B 


9500 


ACAGCCATGTGGTTCCTGCTC 


NM. 


.000336 


SCNN1B 


9501 


AGCTTCTCCATCTGGAACCAC 


NM. 


000338 


. SLC12A1 


9502 


ACTTAACCACAGTGGAAGACC 


NM_000342 


SLC4A1 


9503 


ACACTCTCGGTGCCTGATGGC 


NM. 


.000492 


CFTR 


9504 


ACGAGGTGCAAGATACAAGGC 
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NM. 


000525 


KCNJ11 


9505 


ACCGCCATCATGCTTGGCTGC 


NM 


J)00525 


KCNJ11 


9506 


ACAG T GCCC ACACCACT C TGC 


NM. 


000540 


RYR1 


9507 


ACTGTCTACACCACTGCTGCC 


NM 


000540 


RYR1 


9508 


ACTCGTAGCAACTGTGCCCTC 


nm" 


.000701 


ATP1A1 


9509 


ACTGGCTGCAAGGTGGATAAC 


NM. 


.000702 


ATP1A2 


9510 


AC T GG ATGACCACAAGC T G TC 


NM. 


.000703 


ATP1A3 


9511 


AC GC AGGC AGC TGACAT GATC 


NM. 


.000704 


ATP4A 


9512 


ACCATCGCCTTCTTCTCCACC 


NM. 


.000704 


ATP4A 


9513 


ACCATCTTCAACTTCATGCCC 


NM. 


.000718 


CACNA1 B 


9514 


ACGCAGAACTGCTTCACCGTC 


NM_000718 


CACNA1 B 


9515 


ACGGTGATGTCTGAATGCAGC 


NM. 


.000721 


CACNA1 E 


9516 


AC AC ATGCAC T GCAGAAGGCC 


NM. 


.000721 


CACNA1E 


9517 


ACCCTCTCACCCGCTACATGC 


NM. 


.000742 


CHRNA2 


9518 


ACGAACCAAATGATGACCACC 


NM. 


.000742 


CHRNA2 


9519 


ACGTATGTTGCCATGGTCATC 


NM. 


.000743 


CHRNA3 


9520 


ACCGTGTCTGACCCAGTCATC 


NM. 


.000743 


CHRNA3 


9521 


ACTCGACGTGACCTACTTCCC 


NM. 


.000743 


CHRNA3 


9522 


ACCCTTGTCCATCGTCATCAC 


NM. 


.000744 


CHRNA4 


9523 


ACACTCTTCTCCGGTTACAAC 


NM. 


.000744 


CHRNA4 


9524 


ACTGTCACCTCCATCCGCATC 


NM. 


.000745 


CHRNA5 


9525 


ACTACCCTGTATTGGGCTCTC 


NM. 


.000745 


CHRNA5 


9526 


ACGCTGCGCTCGATTCTATTC 


NM. 


.000747 


CHRNB1 


9527 


ACGCCTCTCTTCTACCTGGTC 


NM. 


.000748 


CHRNB2 


9528 


ACCAATGCTGACGGCATGTAC 


NM. 


.000748 


CHRNB2 

1 II M 1 I— ' £— 


9529 


ACCTACACCACCACCACCTTC 


NM. 


.000749 


CHRNB3 


9530 


ACCGGAACTGTTGTCTGGACC 


NM. 


.000749 


CHRNB3 


9531 


ACGTTCTTGACCGAATCTTCC 


NM_000750 


CHRNB4 


9532 


ACGGTGTCAGCTTCATCGCCC 


NM. 


.000751 


CHRND 


9533 


ACGGGCTACAACAAGGAGCTC 


NM. 


.000751 


CHRND 


9534 


ACCAGGATGCCAAGGAGAACC 


NM. 


.000751 


CHRND 


9535 


ACCATCCACTTCCGAACACCC 


NM. 


.000806 


GABRA1 


9536 


ACGACTGATATCTTCGTCACC 


NM. 


.000807 


GABRA2 


9537 


ACTGCACTTGGAGGATTTCCC 


NM. 


.000807 


GABRA2 


9538 


AC AGTGGCT T AT GCAAC T GCC 


NM. 


.000808 


GABRA3 


9539 


ACTATGTCGTCATGACAACCC 


NM. 


.000809 


GABRA4 


9540 


ACTGAGACTCACCATAAGTGC 


NM. 


.000810 


GABRA5 


9541 


ACTTTGGCAGCTATGCGTACC 


NM. 


.000812 


GABRB1 


9542 


ACGGATATGACATTCGCTTGC 


NM. 


.000812 


GABRB1 


9543 


ACCTATGATGCATCTGCAGCC 


NM. 


.000813 


GABRB2 


9544 


ACTGCCATAGATCGGTGGTCC 


NM. 


.021911 


GABRB2 


9544 


ACTGCCATAGATCGGTGGTCC 


NM. 


.000814 


GABRB3 


9545 


ACGCTGTTGAAAGGCTACGAC 


NM_021912 


GABRB3 


9545 


ACGCTGTTGAAAGGCTACGAC 


NM. 


000814 


GABRB3 


9546 


ACTGCCATAGACAGATGGTCC 


NM. 


.021912 


GABRB3 


9546 


AC T GCC AT AG ACAGATGG T CC 


NM 


000815 


GABRD 


9547 


ACCCTGGAGATCTCCTGGCTC 
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NM_ 


.000815 


GABRD 


9548 


ACCGCCATTGTCCTCTTCTCC 


NM_ 


000816 


GABRG2 


9549 


ACAGTTCCTGAGGGTGATGTC 


NM_ 


.000816 


GABRG2 


9550 


ACTGGATGAACACTCCTGCCC 


NM_ 


.000826 


GRIA2 


9551 


ACATGGACGTGTTATGACTCC 


NM_ 


000827 


GRIA1 


9552 


ACGCCATACGGACATCGACCC 


NM_ 


.000829 


GRIA4 


9553 


ACTTTGGTACCTCATGTGGAC 


NM. 


.000829 


GRIA4 


9554 


ACCAGAACAGTGGTTGTAACC 


NM 


000829 


GRIA4 


9555 


ACGGGCAAATTTGCCTTTCTC 


NM_000830 


GRIM 


9556 


ACCCCTCACGTGTCATCCATC 


NM 000830 


GRIK1 


9557 


ACCTGCAACCTCACTCAGATC 


NM_ 


000832 


GRIN1 


9558 


ACCGACCACTTCACTCCCACC 


NM_ 


007327 


GRIN1 


9558 


ACCGACCACTTCACTCCCACC 


NM. 


021569 


GRIN1 


9558 


ACCGACCACTTCACTCCCACC 


NM_ 


.000832 


GRIN1 


9559 


ACGCCCTTCAAGTACCAGGGC 


NM_ 


.007327 


GRIN1 


9559 


ACGCCCTTCAAGTACCAGGGC 


NM 021569 


GRIN1 


9559 


ACGCCCTTCAAGTACCAGGGC 


NM. 


.000832 


GR1N1 


9560 


ACCCTGCAGCAGTACCATCCC 


NM. 


.000869 


HTR3A 


9561 


ACCTACAGGAAGGGTGTGCGC 


NM. 


000890 


KCNJ5 


9562 


ACACAGGCCCGCGATTATGTC 


NM 


000891 


KCNJ2 


9563 


ACGATGGCCACTGTAATGTTC 


NM 000891 


KCNJ2 


9564 


ACAGCACTAGTACGGACACGC 


NM. 


.001036 


RYR3 


9565 


ACGGCCTTATACTGCAAGACC 


NM. 


_001036 


RYR3 


9566 


ACGATGAGATTGGAGCCTGTC 


NM. 


.001038 


SCNN1A 


9567 


ACCCGCATGAAGACGGCCTTC 


NM. 


.001038 


SCNN1A 


9568 


ACGGACTGGAAGATCGGCTTC 


NM. 


.001038 


SCNN1A 


9569 


ACCGTGGAGTACTGTGACTAC 


NM. 


.001039 


SCNN1G 


9570 


ACTGAGACCATTCTCAGCACC 


NM. 


.001046 


SLC12A2 


9571 


ACCGTGAGCTTCCAGAACGGC 


NM. 


.001046 


SLC12A2 


9572 


ACGCCAAATATCAGCGATGGC 


NM. 


.001094 


ACCN1 


9573 


ACGGATATGATGCTCTACTGC 


NM. 


.001094 


ACCN1 


9574 


ACGGACAGCAATTACTGTCTC 


NM. 


.001094 


ACCN1 


9575 


ACTGCCAAACCACTCTGAAAC 


NM. 


.001095 


ACCN2 


9576 


ACATGCCTTGCAACCTGACCC 


NM. 


.020039 


ACCN2 


9576 


ACATGCCTTGCAACCTGACCC 


NM. 


.001194 


HCN2 


9577 


ACCACGGAGATCATCCTGGAC 


NM. 


.001194 


HCN2 


9578 


ACCGAGGTGCTGGAGGAGTAC 


NM. 


.001285 


CLCA1 


9579 


ACTGGCACAGTGATCGTGGAC 


NM. 


.001286 


CLCN6 


9580 


ACGTGGATGGTGGTGTTTGCC 


NM. 


.021735 


CLCN6 


9580 


ACGTGGATGGTGGTGTTTGCC 


NM. 


.021736 


CLCN6 


9580 


ACGTGGATGGTGGTGTTTGCC 


NM. 


.021737 


CLCN6 


9580 


ACGTGGATGGTGGTGTTTGCC 


NM. 


.001286 


CLCN6 


9581 


ACACCTAAGCTCGTCAGAGTC 


NM. 


.001286 


CLCN6 


9582 


ACGGAGT TCATGAAGGGCAAC 


NM. 


.001286 


CLCN6 


9583 


ACCCTGTTCAGAACGATGGGC 


NM. 


.001288 


CLIC1 


9584 


ACGAATTCGCTTCGACCTGTC 


NM 


001289 


CLIC2 


9585 


ACGCCTGAAGAACTAAAGGAC 
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NM_001289 


CLIC2 


9586 


ACGGTACCCTCACCTGAGTCC 


NMJ301289 


CLIC2 


9587 


ACGAATTTACCCACACGTGTC 


NM_001297 


CNGB1 


9588 


ACGGAGGCTGCCCTTACTTCC 


NM_001297 


CNGB1 


9589 


ACCCGCGTCAAGACCTGGTAC 


NM_001298 


CNGA3 


9590 


ACGATGAAGCAGCGTCTCAGC 


NM_001426 


EN1 


9591 


ACCATCCTGAGGCCGGACTTC 


NM_001426 


EN1 


9592 


ACATACCCGGAGCACGGCAAC 


NM_001426 


EN1 


9593 


ACGATCAAGAAAGCCACAGGC 


NM_001542 


IGSF3 


9594 


ACCTCGTTCAGCCTGGGCATC 


NM_001678 


ATP1B2 


9595 


ACGACTGAGAACCTTGATGTC 


NM_001678 


ATP1B2 


9596 


ACGATGAACCGGGTCATCAAC 


NM_001679 


ATP1B3 


9597 


ACCTGCATGTTGGGTATCTAC 


NM_001679 


ATP1B3 


9598 


ACGATTGATGGATCAGCCAAC 


NM_001682 


ATP2B1 


9599 


ACGAGGGTGGATTACGTCGTC 


NM_001682 


ATP2B1 


9600 


ACTGAACAAGTCTGCTACCTC 


NM_001683 


ATP2B2 


9601 


ACGGCATCATCGACAGCACAC 


NM_001683 


ATP2B2 


9602 


ACGAAGATGCCGCGCTCAAGC 


NM_001684 


ATP2B4 


9603 


ACCTGAGGAAGCTCATGGAGC 


NM_001684 


ATP2B4 


9604 


ACGCTCTACAAGGTGTACACC 


NM_001829 


CLCN3 


9605 


ACGAGAGGGATAAATGTCCAC 


NM_001829 


CLCN3 


9606 


ACGGTTCCATCAGGCTTGTTC 


NM_002043 


GABRR2 


9607 


ACGAGCATGACCTTCGATGGC 


NM_002063 


GLRA2 


9608 


ACTGAGAAGGGTGCCAACTTC 


NM_002063 


GLRA2 


9609 


ACGTTTACCTGCATTGAGGTC 


NM_002088 


GRIK5 


9610 


ACGTAGACATCTTTGAGCTGC 


NM_002088 


GRIK5 


9611 


ACTGCCACCACCCTGGACATC 


NM_002222 


ITPR1 


9612 


ACCCCAGGCTGCAATGAGGTC 


NM_002223 


ITPR2 


9613 


ACGAATGCCATGCGTGTGTCC 


NM_002223 


ITPR2 


9614 


ACCCTCTTTGCAAGGATGTGC 


NM_002223 


ITPR2 


9615 


ACCTGACATTTGAGGTGGTCC 


NM_002224 


ITPR3 


9616 


ACACTCAACGAGGGCTTCATC 


NM_002224 


ITPR3 


9617 


ACTGGGCAGAATGTCCTGGAC 


NM_002232 


KCNA3 


9618 


ACCCTGATCGACATTGTGGCC 


NM_002232 


KCNA3 


9619 


ACGTCGGAGTATATGGTGATC 


NM_002233 


KCNA4 


9620 


ACCTCAGGGCACACAATATTC 


NM_002233 


KCNA4 


9621 


ACTGCAGTCAGTTGTCCATAC 


NM_002235 


KCNA6 


9622 


ACTGGTGGTGTGAGTCGAGTC 


NM_002236 


KCNF1 


9623 


ACGCGCGAGTTCTACTTTGAC 


NM_002236 


KCNF1 


9624 


ACCATTGTGGACGTGCTGGCC 


NM_002237 


KCNG1 


9625 


ACCGTAGGCGGCATCAAGTAC 


NM_002238 


KCNH1 


9626 


ACCAGGACACCTGTGTGGTTC 


NM_002238 


KCNH1 


9627 


ACCTTATCCGCATGAACTACC 


NM_002239 


KCNJ3 


9628 


ACTTTGCCACGTGATCGATGC 


NM_002239 


KCNJ3 


9629 


ACGAGCAGGAGGAAATGCTTC 


NM_002241 


KCNJ10 


9630 


ACGTTGTGAAAGTGGCCTCTC 


NM_002243 


KCNJ15 


9631 


ACACTCACCCTGTTCGCTGCC 
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NM_00224o 


l\LINJ1 0 






NM_00224o 






ArfiRrrTTPTGCATCATCTAC 


NIvl_p0224o 


r\V-riMi\o 


yOOH- 




Niv,_00224o 


l*fP|Vl|/'0 


yOOO 


APPATfJRTRCTCATCGGCTTC 


NM_002247 


l/*P x MI\/l A *1 

l\OlNivlA1 


yooo 




NM_002247 








NM_002247 


KCNMAI 


QCQO 

yooo 




NM_Q02248 




neon 

yooy 




NM_002248 


KCNN1 


yo4U 


BprnrAp , ppA ,, pcAprATP , rnr 


ft 1 ft A #H AHA 4 A 

NM_002248 


KCNN1 


9641 


a t r* zi 7i r* n 7i r* r* & r2 r* T A A P 


NM_002249 


KCNN3 


nc yj o 

yo42 


a a r* r* a p* t r* a r* t n 7i p* t & T rz c* 


NM_002249 


KCNN3 


9643 


AbbL 1 bAb 1 bAULAAbLuAftL. 


NM_002251 


KCNS1 


9644 


tv nrprriprpjvpmfnppTvri/nr'ppnpp 

AC 1 ILi AC 1 1 CoACdaVaCACC 


NM_002251 


KCNS1 


yo4o 


A P» P"P T P» T 1 1* P* T* P* C* r* A P* P* P* PIP T P 


NMJ)02251 


KCNS1 


yb4o 




ilia A/\n ilOA 

NIVM)02420 


TDDHJH 

1 KPM1 


yo4/ 


A PP A T» P* A P A CZ A TP TPfiTnfirr 


i ii * AAAPCO 

NM_002558 


DOB V "1 

P2RX1 


yo4o 


npp n AfZPITPPIPiPPtTT ATPTTP 


NM_002ooo 




QC/1Q 


APPAGPATPAGPTTTPPAPGP 


NM_p02o60 




nccn 

yoou 


APP4P4GPTAPPAGGAAAPTGAC 


NM_002560 


P2RA4 


yoD i 


Tvpnn APAAPATPTGGTATPpp 


NIvMj02o60 


DODY/I 

P2KX4 


ncco 

yoo^. 


APPTP4GGAPTGPAAPPTGGAP 


ft I ft A ArtACffJ 

NM_002561 


P2RX5 


yooo 


APPPAPIPUPPPIAAGAPTTPAPP 


NlvM)02o61 


P2RXO 


yo04 


aPPTPTCTPTPPTPPCr.RTAr 


NM_002976 


OP"»MT A 

SCN7A 


yooo 


A A A H A PJ TPPJPJT CTR A A A GP 
AC 1 iinbnb 1 Ubb ibl Varirtrlo^ 


NM_002978 


SCNN1 D 


yooo 


7\ rv""«7\ T , P'P ,r PP"r APP AP^P^AP-IPTP 


NMJ303040 


SLC4A2 


9657 


7\ r^fT^Ti A r P r PP , P , APT , AP , P , P* APPP 

ACCsCAAa 1 CCACvjAIjIjCAoCC 


kill A MA A 4 A 

NM_003040 


SLC4A2 


ncco 

96oo 


7v p» t\ rri rppi 7\ t\ p> t\ 7V p« A ^P , P , P*P2 r P r PP' 
ACA1 1 CAAIjAAUAoCCIjVj 1 1 C 


NM_003048 


SLC9A2 


9ooy 


7\ppp7\ppsp r P f rpflTP2\ r P f rcrp 

AtbbALLAb 1 1 LAI LAI 1 obb 


ft I ft a jt-» ^> a j«v r~ ^"x 

NM_003052 


SLC34A1 


9660 


ACGC i CA1 LAI LCA(jiL X LrlaAC 


NM_003052 


Ol /^O vl A 4 

SLC34A1 


yooi 


IVPPflTPPTPIVZlPTPPPTfZPTP 
ACvxAl laC I LAAL 1 LLC 1 bb X L 


NM_003304 


TRPOI 


yoo*i 


A P'P* A P*T T P A P*P2T (Z A P T TG A A P 


NM_003304 


TD DO -1 
1 KPU1 


yooo 


APP4TP4ATGTGPTGPPTAGTGP 
ALbXbAX oXoLXo^^XAOX vav^ 


Nlvl_00330o 


TDnpQ 

1 KrUo 




APPTGPGTGGAPTAPATGGGC 


NIVMjQ330o 


1 KPL/O 


yooo 


APGPP ATTPTGAATGGAGATC 

nUu^v^n A A v> A Win A a ^ 


NM_ 003305 


"TD DPI 


yooo 


APGTPPAGGTTAAAPPTPTTC 


NIVMJ033Q7 


1 r\r IVLc 


QRR7 

yoor 


APGPAGGATTGTPGAGTGGAC 


NIvl_p03307 


xddiwio 
1 r\rlVI«£ 


yooo 


APPATPPTPTPPTAPTTPGPP 


NIVI - _UUo/4U 


l«fPM|/'C 

l\L?i>Jrvo 


QCCQ 


APGGAPGTPAAPATCTTCAGC 


NIVMJ040/U 




yo/ u 


APGAPPAATPGGTAPAGCTCC 


NM — 004137 




yor ! 


APP-IPPITGTGGAPPPAGGAATP 
ALbUb Ibl bbnbOvAbonn x w 


NM.004137 


KCNMB1 


9672 


ACATTCCAAGAGCAGCAGGTC 


NM_004174 


SLC9A3 


9673 


ACGATCGGGTTCCACCTGTCC 


NMJ)04198 


CHRNA6 


9674 


ACACCATCCCATCCACATCTC 


NM_004320 


ATP2A1 


9675 


ACTCTGGAGAAATACGGCCTC 


NM_004320 


ATP2A1 


9676 


ACGATGTTTGTCAAGGGTGCC 


NM 004320 


ATP2A1 


9677 


ACTGCACTGAACAGCCTGTCC 
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NM_004366 CLCN2 9678 

NM_D04518 KCNQ2 9679 

NM_004519 KCNQ3 9680 

NM_004594 SLC9A5 9681 

NM_004594 SLC9A5 9682 

NMJ)04594 SLC9A5 9683 

NMJ304621 TRPC6 9684 

NM_004621 TRPC6 9685 

NM_004669 CLIC3 9686 

NM_004700 KCNQ4 9687 

NM_004700 KCNQ4 9688 

NM_004727 SLC24A1 9689 

NM_004727 SLC24A1 9690 

NM_004770 KCNB2 9691 

NM_004770 KCNB2 9692 

NM_004823 KCNK6 9693 

NM_004858 SLC4A8 9694 

NM_004909 TRAG3 9695 

NM_004961 GABRE 9696 

NM_021984 GABRE 9696 

NM_021987 GABRE 9696 

NIVL021990 GABRE 9696 

NM_004961 GABRE 9697 

NMJD21984 GABRE 9697 

NMJ321987 GABRE 9697 

NM_021990 GABRE 9697 

NM_004961 GABRE 9698 

NM_021984 GABRE 9698 

NM_021987 GABRE 9698 

NM_021990 GABRE 9698 

NM_004974 KCNA2 9699 

NMJ)04975 KCNB1 9700 

NM_004770 KCNB2 9701 

NM_004975 KCNB1 9701 

NM_004975 KCNB1 9702 

NM_004976 KCNC1 9703 

NM_004977 KCNC3 9704 

NM_004977 KCNC3 9705 

NM_004977 KCNC3 9706 

NMJ304978 KCNC4 9707 

NM_004979 KCND1 9708 

NM_004980 KCND3 9709 

NMJ)04980 KCND3 9710 

NMJ)04981 KCNJ4 971 1 

NMJJ04982 KCNJ8 9712 

NM 004982 KCNJ8 9713 



ACGAGGAAGCTGCTCGGATTC 

ACCTCAGAAGAAGCAAGCCTC 

ACCAATAAAGAGCGTTTCCGC 

ACCATCTCCCATAAGTCACGC 

ACACTTCTGTCACCAACCTGC 

ACGGACCACACC C AT CTC AGC 

ACGTTTGTAGCACACGCAGCC 

ACGCAGGACATCTCAAGTCTC 

ACGACAGACACGCTGCAGATC 

ACCTTGCCAACGAGTGTCTCC 

ACGAGCTACCAGTGTGAGCTC 

ACGAACAGCCAAGATGATCCC 

ACTCCTTGCAGCAGGCACATC 

ACCAAGAGCGTGCTGCAGTTC 

ACTAAGTACCAGGAGGTTAGC 

ACGGTGCTGGTCACAGTCTAC 

ACGCTCAAGAAAGGCTGTGGC 

ACTGCACTGTGAGTTTCATGC 

ACCCAGATGGTCCGCATCTAC 

ACCCAGATGGTCCGCATCTAC 

ACCCAGATGGTCCGCATCTAC 

ACCCAGATGGTCCGCATCTAC 

ACTGGATTCTCACTCTTGCCC 

ACTGGATTCTCACTCTTGCCC 

ACTGGATTCTCACTCTTGCCC 

ACTGGATTCTCACTCTTGCCC 

ACGAATTTCCCGCGTGTCTCC 

ACGAATTTCCCGCGTGTCTCC 

ACGAATTTCCCGCGTGTCTCC 

ACGAATTTCCCGCGTGTCTCC 

ACCCGCCCTAGCTTTGATGCC 

ACGAGCAGATGAACGAGGAGC 

ACTCCAACAAGAGCGTGCTGC 

ACTCCAACAAGAGCGTGCTGC 

AC ACAC ACAGCAAT AGCGTT C 

ACCATCATTGACTTTGTGGCC 

ACGATCGTGATCAACGTGGGC 

ACACCC ATGAGGGC T TCAT CC 

ACCCACACCTACTTCAAGAAC 

ACGATCATCATCAACGTGGGC 

ACCTCCACTGCCTCAGTCAGC 

ACCGAGGACACCAAGGAGTAC 

ACCAACCAGGAGTCCATGCCC 

ACCGAGCTGGCCCTTATGAGC 

ACGCATGATCATTAGTGCCTC 

ACTTCTCTGAGGAAGCGCAAC 
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NM_004983 


KCNJ9 


9714 


NM_005070 


SLC4A3 


9715 


NM_005070 


SLC4A3 


9716 


NM_005074 


SLC17A1 


9717 


NM_005135 


SLC12A6 


9718 


NMJ305135 


SLC12A6 


9719 


NM_005136 


KCNE2 


9720 


NM_005136 


KCNE2 


9721 


NM_005173 


ATP2A3 


9722 


NM_005183 


CACNA1F 


9723 


NM_005183 


CACNA1F 


9724 


NM_005183 


CACNA1F 


9725 


NM_005199 


CHRNG 


9726 


NM_005446 


P2RXL1 


9727 


NM_005472 


KCNE3 


9728 


NM_005477 


HCN4 


9729 


NM_005477 


HCN4 


9730 


NM_005549 


KCNA10 


9731 


NM_005832 


KCNMB2 
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SLC2A3 


10430 


SLC2A3 


10431 


SLC6A5 


10432 


SLC6A9 


10432 


SLC6A9 


10433 


HKE4 


10434 


HKE4 


10435 


ABCA8 


10436 


SLC21A9 


10437 


ABCB10 


10438 



ACAGCTGTCACCGTATTCTTC 

ACG T CCAGAGAATCT GAACC C 

ACTGGCACAGAAGCCAATGGC 

ACTTGAGTATGGAGGTACTCC 

ACGGGAAACAGACGCGACAGC 

ACAGGGAAGG T GAAGG AGG C C 

ACGACTTATGTTCCACGGGCC 

ACGCCTCGGACTTTCATCATC 

ACGGAGGTTGGCGCTTTGAAC 

ACCCCATTGTATTGTTGGTGC 

ACTGGGAACCTTGTCCAGTTC 

ACGGCTGTTGACTGGCGTCTC 

ACTTGACCAGGCTCTGGATGC 

ACAGATGGATGTAGCCCAGTC 

ACGGAAGAAT GGGT TCCTCAC 

ACGATCTTCGGAAACAAAGGC 

ACCTGGCTGTGTTCCATGATC 

ACGTTAGGAAACCTGCTGCCC 

ACGGCCGGCAGCATCAATGTC 

ACCAACTGCTACAAGGACGCC 

ACTGCCTCCCTCATCCTCAGC 

ACCCTCCAGTATGTTGCCATC 

ACCCTGCAACTGGGCCTCTTC 

ACAGCCATTCGAGGAGTTGTC 

ACCCTCTGAAGACACTAAGCC 

ACGTCCTTTGAGATGCTGATC 

ACCGCTGTCTTCTATTACTCC 

ACGGATGCACAGAAGTCCATC 

ACCATACGGTCCCTAATGAGC 

ACGCTCAATGGCGTCGTCCTC 

ACCAGAGCTGCGTCCACTTTC 

ACGGTTCAGGAAGCAGAGTCC 

ACCAGTTACACCTGCTACACC 

ACGCTCTCCCAGATGGGCTAC 

ACCTTCAAGTCCATGAACCAG 

ACGATGCTCCAGAAGGTGGTC 

ACGTCGGTTGAAATGCTGATC 

ACCTTCCTAGTCGGATTGCTC 

ACAGTGGTGTACTTCACGGCC 

ACAGTGGTGTACTTCACGGCC 

ACCCACTACCAGTACCCAGGC 

ACCCTCATTCTCACCACACTC 

ACGATGGGCCAGTGAGACCTC 

ACTGGCTGAATTCATTGCTCC 

ACCCTGACTGTGATCCAGTTC 

ACCAGCGGATTGCGATTGCCC 
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NM 012243 


SLC35A3 


1 W*T WW 


ACGAAGAAGGACCTCGTTATO 


mm 012244 

1 >l 1 VI V 1 ■ ■ r - » » 


SLC7A8 

\J L. / #\W 


10440 


Onnnuriu/i l vuUAJ, J. Vjvj J. w 


MM 012429 


SEC14L2 


1044.1 


A P P T T P A P r* T P A A A n T P 


NM 013356 

1 XIVI W 1 WW WW 


SLC16A8 


10442 


APAnPPPJTGAf^PfiTPTTPTTP 


NM 013356 


SLC16A8 

W Uw 1 W/\W 


1044^ 


APPTTPPAfiPPfiTPfiPTPATP 


NM 014229 

1 -J 1 V J W 1 Tfafav 


SLC6A1 1 


10444 


APPATPTAPAPPTAPPPAHPP 


NM 014437 


SLC39A1 




APPPATnAARHPTPAfSPTTPP 


NM 014437 

1 N 1 VI W l***TWl 


SLC39A1 


1044R 


APPA ACnnPTPTiCPTCCfSAAP 


NM 014579 

INI VI w ITwi W 


SLC39A2 


10447 


APTTPTTPPAPfJnQAf^PTAnP 
raw 1 x w x x L.^nLuuonb^ x i-iLsO 


NM 014580 


SLC2A8 


10448 


ACGPTRAGCPTCTTGCTGTfiP 
rxwow x unvj^v-i x w x x x w x s ww 


NM 014713 


LAPTM4A 

I— V\l 1 IVI^T/\ 


10449 


APPTPPATGPPARPTGTPAAP 

nw W X V_* V_*/~i. X OW WT1V3W X V3 X V^nAU 


NM 014848 


SV2B 

W V £_ W 


104*50 


APGPAAGTPPATGAPAPPAAP 


NM 014848 


SV2B 

W V w 


10451 

1 W"-TW I 


APGPATTGPAGPPTGGAATGP 


NM 014849 


SV2 

W V £- 


104*52 


APPAAAGGPATGPTAGGPPTP 


NM 015559 

1X1 VI W i WWWW 


SFTBP1 

w i— i ur I 


104*5^ 

1 W*TWW 


APPGTRPAPAGATPAPTPTPP 
n^lyto X oOftOnonl wAw X w X w^» 


MM 015657 

1 t||V1 V 1 WWW I 


ABCA1 2 


104*54 


APTPTAAGAPTPPTGPAGTPP 
raw X W X nnun^ X w w X wWAO Xulv 


NM 015657 

1 1 1 V 1 y/ 1 w w # 


ABCA1 2 


104*5*5 


APGAATTPTGPAAPPTGTPTP 


MM 015657 

INIVI W 1 WWW r 


ABCA1 2 


104*5R 

1 W*TWW 


APGATRATGGGTGTGA APTPP 
raw urLl uri X X \s X u/inu X ww 


NM 016321 


r\nvV3 


104*57 


raw X w X uUrii bbUnl X V^>wX buL 


NM 016582 

ItIIVI W IWWW&* 


PHT2 

1 1 1 1 £■ 


104*5ft 


APPPTPGTGPTGTAPPTPAAP 
rawww X wVj X urw X w X raww X wrario 


NM 016582 

f « 1 V 1 W 1 w w w«« 


PHT2 
rii i& 


104*5Q 

1 W*TWW 


APPATPAGPT^PPTGPTGCGP 

rawwrax \^nu^ X X Ww X V3w X wwwO 


NM 016582 

lilVI W IWWW&* 


PHT2 


104R0 

1 W*TWW 


APGGAPTTTGGGAAPATPA AP 
rawOwrawX X i ouvsnri^n 1 LrviU 


MM 016609 

IMIVI W 1 WWW w 


LOC51310 

I— V— ' Wv^ 1 W 1 W 


104R1 


A P PGGP A G A TTGACC A A GPOr* 


MM 016609 

1 1IVI V i w\^ww 


LOC51310 

LVVJ 1 W 1 W 


10462 


APTPTGPTT ATPrTn^rTTr 
raw x w x x xrax v^v^ x woww x J.U 


NM 020372 

1 » 1 V 1 W&>WW f £- 


LOn*57100 

LWUJ/ 1 WW 


104R2 


raw XwXwwX XraX w w X ouoL X X w 


NM 017767 


SLC39A4 

WW WW wrVT 


104R^ 

1 W*TW W 


APGAPGGPPTGPGTAGATATP 
rawwraowwww x xraotraxraX o 


NM 130849 

lllVI | | 1 WWW*TW 


SLC39A4 

w i. ww orv*t 


104R** 

I w*rww 


APGAPGGPPTGPGT AGATATP 
rawVsrawwoww X bLulribnlnl L» 


NM 017836 

111 VI. W 1 1 www 


FLJ20473 


104R4 


APTTPPATGTPAGPTPGAGTP 

raw X X \3 X UnOL X Ouno X O 


NM 017945 

■ i ' ' W*TW 


FLJ20730 

1 LVC.V 1 WW 


104RR 


rawwXrAwX uXoxaraXoX ulbLlU 


MM 017945 

IVIVI W -I / w~W 


FLJ20730 

1 l—\J£.\J t WW 


104RR 

1 w*+ww 


APPTGnSATPPACTGCGPTTPP 
raww X ooraX wwraw XwwwW X XwLr 


NM 017945 

1 1 1 VI W 1 I v~V 


FLJ20730 

1 lulu/ WW 


104R7 

1 wtw / 


raw www X wraraw X X WwowrVraXraw 


NM 018057 

1 1 1 vi w iwwwr 


NTT73 

INI 1 # w 


104RA 


APPTAPAATAPATPPTGGPPP* 
rawwXrlwraraXrawraX ww X uwwww 


NM 018057 

1 1 1 V 1 W IWWWf 


MTT73 

IN 1 1 f w 


10469 

1 W*TWW 


A PPTGG A A G A TC AP P A Tr'T^H 
raww X woraraVjraX orawwraX w X ww 


NM 018358 


FLJ11198 

1 mm \M 1 1 1 WW 


10470 

1 W*T # W 


APPGTTAPTGAAGATGPTGGP 
rawww X X raw X orarawraX ww X www 


NM 018358 


FLJ11198 

1 bV III WW 


10471 

1 W*T / 1 


APPTPAAGATGPTGGAGAAGP 
raww x wrarawrax ww x wwrawraraw^ 


NM 018358 


FLJ11198 

1 1 1 1 w W 


10472 

1 W*T 1 £m 


APGGAGGATTTGAPPAGTAPP 
rawwvsrawwrax x x urawwrawXraww 


NM 018375 

i Iff! w 1 I 


FLJ 11274 


10473 

1 W*T f W 


APTPATGPTAPATAAGGPAPP 
raw x wra x ww x rawra x raraw w wraww 


NM_018375 


FLJ11274 

1 fc- V 1 1 4b F iF 


10474 


ACTAGGGPAPAGPPAPAAGPP 
raw x raw wwrawrav7WwrawrarawwVa« 


NM_018407 


LC27 


10475 


AC TACAT ACGGCAACTGPP T P 


NM_018484 


SLC22A1 1 


10476 


ACGCCAGTCPATPTTPATGTP 
*iv ww wraw x w wra x w x x wra x w x \-* 


NM_019848 


P3 


10477 


ACGAACGTGAGTGCTATAACC 


NMJ319848 


P3 


10478 


ACCAAGTGTTCGTTTGGGTGC 


NM_019848 


P3 


10479 


ACGCCCTTCAGCTTTGTGCTC 


NM_020041 


SLC2A9 


10480 


ACGGAGAAGAAAGG ACTGG T C 


NM_020041 


SLC2A9 


10481 


ACGGAGAGTACCTGGCGATAC 


NM_020208 


XT3 


10482 


ACGGCCTGGATCAATGCAGCC 
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RIKA AAA a r\ t~ 

NM_022405 


XT3 


10482 


ACGGCCTGGATGAATGCAGCC 


NM_020309 


SLC17A7 


10483 


ACGTACATCGAGGACGCCATC 


NM_J)20309 


SLC17A7 


10484 


ACGTTGATGAACTGCGGAGGC 


NM_020309 


SLC17A7 


10485 


ACTGGAGGATGAGGCTGAGCC 


NIVM)20407 


RHBG 


10486 


ACGCTACCCTTTCTGGACTCC 


NivMj16124 


RHD 


10487 


ACCGGCAATGGCATGATTGGC 


NM_02Q485 


RHCE 


10487 


ACCGGCAATGGCATGATTGGC 


NM_1 38616 


RHCE 


10487 


ACCGGCAATGGCATGATTGGC 


NfvM)20708 


SLC12A5 


10488 


ACTGTCACAGAGATCCAGGGC 


NlvM)20708 


SLC12A5 


10489 


ACGGTGCATCTCACCTGGACC 


NM_021082 


SLC15A2 


10490 


ACGAAG C CAT C T CCGACAAT C 


NM_021082 


SLC15A2 


10491 


ACATGGCTGTTGGTATGATCC 


ik i n n a a a\ wi ■! 

NM_021977 


SLC22A3 


10492 


ACACTTGGCAGTCCACATTCC 


kill ^> ^\ f~\ f\ A A 

NM_022042 


SLC26A1 


10493 


ACGAGCCTGGTGAAGACAGCC 


k IH M a a a a a 

NM_022127 


SLC28A3 


10494 


ACTCTGATTGCCTTCCTGGCC 


NM_022169 


ABCG4 


10495 


ACGGTCTTCAACAACACCGGC 


kill AAAjIOA 

NM__022436 


ABCG5 


10496 


ACGCAATGTGCTAAAGGGTGC 


iii a aaa>aa 

NM_022436 


ABCG5 


10497 


ACCCTGCCCAGGTGCAACATC 


1111 AAA J A "■•> 

NM_022437 


ABCG8 


10498 


ACCAGCCTGTACTTCACCTAC 


kill AA A A A"^ 

NM_022437 


ABCG8 


10499 


ACCCTGGTGAAGACCTTGTCC 


1 Ik A AAA*mA 

NM_022736 


FLJ14153 


10500 


ACATTCATGCTGCTGTATGCC 


NM_022736 


FLJ14153 


10501 


ACCATCATCTGGGTTCTTTGC 


NM_02291 1 


SLC26A6 


10502 


ACTCGGGCGGATCTGCTTATC 


NWM 34263 


SLC26A6 


10502 


ACTCGGGCGGATCTGCTTATC 


kill j| A 1 1 A A 

NWM 34426 


SLC26A6 


10502 


ACTCGGGCGGATCTGCTTATC 


l Ik 1 A A A r\ *"k A\ 

NM_024331 


C20orf121 


10503 


ACGAGTTCTGCCAACCTGTTC 


kill AAAAA*^ 

NM_030807 


SLC2A1 1 


10504 


ACGTCCCTCCTGGTGAATAAC 


kill AAAAA-T 

Nlvl_030807 


rvi a a a ~i ^ 

SLC2A1 1 


10505 


ACTGACTCGGTGTACGCCTAC 


kill AAA OAT 

NM_030807 


SLC2A1 1 


10506 


ACGACCTTCCAAGAGATCTCC 


K. 1 ft A A A A AO A 

NM_ 032034 


SLC4A1 1 


10507 


ACGAGGTCGACGGAGGAGATC 


kill AAAAAA 

NM_032038 


LOC83985 


10508 


ACCTACATGGACCGCTTCACC 


NM_032148 


ni/r*7n in i ixa i a— t 

DKFZP434K0427 


10509 


ACTAGCTGCCAAACATCCAGC 


NM_032718 


1 in a ^1 A M A 

MGC11332 


10510 


ACGGTGACAGGCTACCTCATC 


k 1 k « A A AO A A 

NM_032803 


SLC7A3 


10511 


ACGCACCCTGGATTTAGTGGC 


NM — 032803 


SLC7A3 


10512 


ACGTGTTCACAGGCGTGAACC 


kill A A O -4 A C 

NM_Q33125 


OKB1 


10513 


ACTTGGAGTTTGGAGGACACC 


NIVMjoo 125 


/-> i/r> j 

OKB1 


10514 


ACGG T CGGGAGGAG AACAGTC 


K IK i OOOCOO 

NM_032583 


A P*k A A 

ABCC11 


10515 


ACGAAGCCTGGGTCATTGTTC 


kiii AAA j r~ A 

NM_033151 


ABCC11 


10515 


ACGAAGCCTGGGTCATTGTTC 


kill A ip J A A 

NWM45186 


ABCC1 1 


10515 


ACGAAGCCTGGGTCATTGTTC 


klii AAAAAA 

NM_033226 


ABCC12 


10516 


ACCAGGACCATGTGTGAGGTC 


NM_145187 


ABCC12 


10516 


ACCAGGACCATGTGTGAGGTC 


NM_145188 


ABCC12 


10516 


ACCAGGACCATGTGTGAGGTC 


NM_145189 


ABCC12 


10516 


ACCAGGACCATGTGTGAGGTC 


NM_145190 


ABCC12 


10516 


ACCAGGACCATGTGTGAGGTC 


NM_052832 


SLC26A7 


10517 


ACTGCCATATATATCCGGACC 
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mVT^I 04Z0D 


qi r»OAA7 


105 17 


in IVI^JJ 0^004 




10518 


MM "fOvtOCC 
lNlvT_1 04^DD 


QI rofiA7 


a ncH 0 

10518 


IN IVl__ww4w 00 


QI P9 A1 ^ 
OLU^n I w 


1051 y 


MM OROftftc, 


QI 09 


•1 neon 


MM 059Q'*4 


QI P9RAQ 


*in^9i 
juoz 1 


MM 1 ^4**95 


Q| C9RAQ 


lUO^ I 


MM 059QR1 

INIVI UJfcOO 1 


551 H9RA8 


10599 


NIM 059QR1 


QI H9RAR 


I uo^o 


NM 138718 

INIVI^IwOf IO 


SI H9RA8 




NM 059QR1 

INI VI wwfcwW 1 


qi H9RA8 


10594 


NM 138718 


QI C9RA8 


I 


NM 080989 
inivi uQUfcOfa 


ARPA10 


I UOiCQ 


NM 080984 

1 N IVI w O \J£. 0*t 


ADpAC 

MDunO 


IUOZD 


MM 080984 




IVJD^ f 


MM 134495 

INI VI a 1 w*i*r^w 


QI P9RA1 
OLuZOn I 


lUD^O 


MM 13Q177 

INIVI a 1 w%7 1 / f 


P17nrf)fi 
w I f OIT^O 


i udzo 


XM 09Q730 


I OP999Q1C. 


1 uoou 


YM 03980^ 


|/| A A 0/190. 


•1 ACQ A 


YM n**9RQ'* 
AIVI_ UOZDsO 


r\IAMU44U 


a nc*ao 


YM n^T1T^ 
Alvl^Uw /I/O 




a ncoo 


YM H^71T^ 
AIVI__Uw/ I / O 


Luuy 1404 


lUOo4 






a ncoc 


YM n4**40.** 


1/1 A AH CiKA 


IUOOO 


YM C\Af^fCT7 
A I VI LKfOO / / 


ifl A Anno 


A flC07 

10537 


YM f\A77C\7 
AIVI_UH / / U / 


If I A A A OCC 
l\IAA l ZOO 


h ncoo 
1 0o3o 


YM fW4'7"7rV7 
AIVl_U«*/ /U/ 


Wl A A A OCR 

rw\A1 4oo 


a neon 


Alvl_ UOU4^4 




a c\ca r\ 
1uo4U 


YM OROQRQ 


LUU I I OH O I 


A HRX A 

1UD41 


XM OROQRQ 


i nri 1R4R1 


1UD44 


XM 0R9R80 


I Or*191 R9/1 
LAJO I 4 I 04*t 


a r\CA 0 
iUO*fo 


XM 0R9R80 


I 0^191594 


ACiRAA 


XM 0R9R80 


1 OP191594 


a nszAc 
1 UOHO 


XM 0R3138 


I OP'1 99438 


Af\f\A(^ 
iVDHO 


XM 063138 

XXI VI WWW 1 WW 


I OP1 99438 


in*\47 
IUO*ff 


XM 064159 


\ nr* 194470 


1HR4A 
I U040 


XM 066490 


1 OCI19Q955 




XM 066490 


1 DP19Q955 


I uoou 


XM 066490 

XXI V 1 WWW*T ^ W 


I HP19Q955 


IUOO I 


XM 066649 

/Mil WwWw^W 


LOC 139355 

L-Vj/W 1 wwwww 


10559 


XM_066649 


LOC139355 


10553 


XM_067219 


LOC131136 


10554 


XM_069204 


LOC135143 


10555 


XM_070474 


LOC137518 


10556 


XM_070474 


LOC137518 


10557 


XM_086329 


LOC148810 


10558 



ACTGCCATATATATCCGGACC 
ACTGAAGAAGCTTCACAGTCC 
ACT GAAGAAGCT T CACAGTCC 
AC C AAC AAGGAG ACAC T G C T C 
ACCAGGCTATGTACATGTGGC 
ACATCATCACGTACTGCTCCC 
ACATCATCACGTACTGCTCCC 
ACGCGAATTCCACCAGCATTC 
ACTCTTCCAGTGCTGCAGCTC 
ACTCTTCCAGTGCTGCAGCTC 
ACTCAGAACAAGAGGCTGGGC 
ACTCAGAACAAGAGGCTGGGC 
ACCT TCTCCCACAGGAAGACC 
ACGTGGAACAAGAGGTACAAC 
ACTGAGATGGAAACTCCTCCC 
ACCACCCATGGCAATTAACAC 
ACTCGGGATCCAGAATTTCCC 
ACGCACCTATGGAGTTGTCAC 
ACG AT CGC AGGTGT T G AGCAC 
ACGTTCCTCATCTACAGTGGC 
ACGTCAGCGGCTACCTCAACC 
ACG ATCGGGCT CCTGACAACC 
ACCACCTACTTCAAGAACTGC 
ACATGCGCTATGCAAGGCAGC 
ACGCTCTCTTCTTCAACTTCC 
ACCCTGATCGTGTACATAACC 
ACCATGCACATGGGCATGGAC 
AC GGAGATGAAGCCAC AGCGC 
ACGCAG GACT TC AGAACACAC 
ACGCAATTGCAAGAGCGGTTC 
ACGTCGTCTGCAACATGATCC 
ACCATTTCCCTGCAGTGGAGC 
ACACACTGGTAAACCCAGCCC 
ACGTCAAGAGAGTCCCTGGAC 
ACGGAAGAGCTAGACAGTGGC 
ACGCCTCTGGAGCAGTCCTAC 
ACTGAGGTGCGGTCAGAACAC 
ACGCATCACACGTACCATGTC 
ACCAGACAAACCTGCCACATC 
ACCTTTAGGACTGTGGCCTCC 
ACCAGCTAGAAGAGCTAAGGC 
ACTGTGGAGTGTGAGAAGCTC 
ACCAGAGTGCTTCTTGGGACC 
ACACGGCCTAATTCCAGCCAC 
ACGACAGTCTACTCCAGGCAC 
ACGGTGACAGAGGTCTTCATC 
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XM_086889 


LOC1 50287 


10559 


XM_087693 


LOC1 53505 


10560 


XMJ391236 


LOC161932 


10561 


XM_091236 


LOC161932 


10562 


XM_092895 


LOC1 64636 


10563 


XM_099966 


LOC159361 


10564 


Xl\/M 08856 


LOC1 69534 


10565 


XM_1 08856 


LOC1 69534 


10566 


XWM 08856 


LOC1 69534 


10567 


XM_1 15387 


LOC204461 


10568 


XM_1 16595 


LOC206568 


10569 


XM_1 16595 


LOC206568 


10570 


XWM 16595 


LOC206568 


10571 


XWM 66496 


LOC221832 


10572 


XIVM 66496 


LOC221832 


10573 


XM_1 66496 


LOC221832 


10574 


XM_1 67663 


LOC221074 


10575 


XM_1 67663 


LOC221074 


10576 


XM_1 70932 


LOC254428 


10577 


NM_031301 


DKFZP564D0372 


10578 


NM_0 15331 


NCSTN 


10579 


NM_015331 


NCSTN 


10580 


NM_000015 


NAT2 


10581 


NM_000015 


NAT2 


10582 


NM_000016 


ACADM 


10583 


NM_000016 


ACADM 


10584 


NMJ300016 


ACADM 


10585 


NM_000017 


ACADS 


10586 


NM_000018 


ACADVL 


10587 


NM.000018 


ACADVL 


10588 


NM_000019 


ACAT1 


10589 


NM_000019 


ACAT1 


10590 


NM_000019 


ACAT1 


10591 


NM_000108 


DLD 


10592 


NM_000110 


DPYD 


10593 


NM_000110 


DPYD 


10594 


NM_000182 


HADHA 


10595 


NMJD00182 


HADHA 


10596 


NM_000183 


HADHB 


10597 


NM_000183 


HADHB 


10598 


XM_093031 


LOC1 69988 


10598 


NM_000183 


HADHB 


10599 


NM_000194 


HPRT1 


10600 


NM_000194 


HPRT1 


10601 


NM_000196 


HSD11B2 


10602 


NM_000197 


HSD17B3 


10603 



ACGTGCCTGACCAAGATCAAC 

ACCGCACATTCTCCAGAACCC 

ACCTGGCATGGACCCAGTAGC 

ACGTTCACTTGCTTGGGCAGC 

ACCCTCTGGTAGAAGTGTACC 

AC T AC AGGAGCCAGCAT TG T C 

ACGCTTGTTTCCTCTAGGTCC 

ACGGAT TGTTCAGGGACAGCC 

ACCTGTCAGGGAGTGCATGGC 

ACCTCTTCCTTGGCAAGGACC 

ACGTTCTCCAACTAGGAGACC 

ACTTCTGTCTTGGTCAAGGAC 

ACTGTCTTGGTTCTCCTCAGC 

ACCAGAGGATCGCAATTGCTC 

ACGCAAGTCAGCTGTTCAAGC 

ACTCGCTGACCTTGAACCAGC 

ACACCCTCAGCCCAGGATAGC 

ACTAGTGAGCAGTGAAGGTGC 

ACT GGAAT GCCCGGAG AGAAC 

ACACCCAGGTGAGACAGCACC 

ACG TCAT CAAGCAG TGC TATC 

ACATCAGTCCCAGCCTCTCCC 

ACTACAGCACTGGCATGGTTC 

ACGAGAGAGGAAT C TGGTACC 

ACCAGAACCTGGAGCAGGCTC 

ACCCAGACCTGTAGTAGCTGC 

ACTG AG T TACCAGAG AGCAGC 

ACGAAGACAAGCTGGGCATCC 

ACTGTTCAAAGGCCAGCTCAC 

ACTCTTTGGCTCGGAGGCAGC 

ACGCCATCATGATGGCCTCTC 

ACTGGCACAGTAACAGCTGCC 

ACGCCTTTAGTCTGGTTGTAC 

ACCAGTTATAGGTTCTGGTCC 

ACCTCTGTGTTCCACTTCGGC 

ACTGGCGTTACAGCCACCAAC 

ACGTGCCGTCCTTATCTCATC 

ACGGCCTTGATGGGACTCTAC 

ACGCAATGTGGCTAGAGAGGC 

ACCAGGATGAATATGCACTGC 

ACCAGGAT GAAT ATG CACTGC 

ACAGAAGGAGGCCAGTATGGC 

ACGGAGATGGGAGGCCATCAC 

ACTTGGTGGAGATGATCTCTC 

ACGTAGTTGCTGATGCGGAGC 

ACACGTGGACTCAATGTTGTC 
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iNivi OUUly / 


LjCrU 7DO 


10604 


ACTGCTTCCAAACCTTCTCCC 


KIM AftAOOQ 


1 OAT 

LOAI 


10605 


ACCAATGGCTACGTGCGGGAC 


NIVMJ00229 


1 O AT* 

LCAT 


10606 


ACCCTGACCCTGGAGCACATC 


M|ti AAAOOC 

NM_JJUuZoo 


1 ID A 

LI PA 


10607 


ACCCATTCTGACAAAGGTCCC 


Nlvl_00023o 


1 IDA 

LI PA 


10608 


AC ATATGACC TACC AGCT TCC 


lMM_000235 


1 IDA 

LI PA 


10609 


ACGGAGCTCTGTGGAAATCTC 


Nlv1_000236 


LI PC 


10610 


ACGAGCAAGAGGCTCTTCCTC 


I>!l\fl_000237 


i r**i 

LPL 


10611 


ACTGTATGAGAGTTGGGTGCC 


KIIV/I aaaaa**? 

IMIvMj00237 


LPL 


10612 


ACCAATC T GGGCTATGAGATC 


Nl\fl_000254 


MTR 


10613 


ACGCTGGGTTAAAGTGCTGCC 


NM_000254 


MTR 


10614 


ACGGCTGTTGGCCACCTTATC 


Kin A ftrtnicii 

NM_000254 


k n II j 

MTR 
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ACGCTCACCATGTGGAGACTC 


NIvMj00274 


OAT 


10616 


ACCAGTCCAAGGCCCTCCAAC 


M ft A aaaoaa 


PLA2G2A 


10617 


ACGGATGCAACGGATCGCTGC 


K IK A AOAOOA 

NIVMJ00320 


A**\nn 

QDPR 


10618 


ACGGGTGCTGTTCACCAGCTC 


ki ivy] nnnooA 
INIVMjOOoZO 


QDPR 


10619 


ACGCCTAATCCAGGTGGTAAC 


KlKfl AAAO>IQ 

IMIvI_ U0uo4o 


onrvc ao 

SRD5A2 


10620 


ACTGGAGTCCTTCAAGGCTAC 


MM AAAIXQ 


ODHC A A 

SRD5A2 


10621 


ACGCCTGGAGAAATCAGCTAC 


INM_UUUo4o 


SRD5A2 


10622 


ACCAACATGACCCTGGATGGC 


AWMJU^4 * i 


r»nnc a a 

SRD5A2 


10622 


ACCAACATGACCCTGGATGGC 


KIR/] aaao>io 

NM_UUUo4o 


SRD5A2 


10623 


ACAGGACCTGCAGGCAGAGAC 


AlvM)02471 


onr\c a a 

SRD5A2 


10623 


ACAGGACCTGCAGGCAGAGAC 


NIvMj00353 


TAT 


10624 


ACTGAAAGATGCCCTGGACTC 


NM_000353 


TAT 


10625 


ACTATGAACCACTGGCCACCC 


NM_000353 


TAT 


10626 


ACTTTCATCCGAGTGGTCATC 


NM_pO0379 


XDH 


10627 


ACGTTCACCACCCTGTGTGTC 


NM_000398 


DIA1 


10628 


ACGGTTTACTTCAAGGACACC 


NM_ 007326 


DIA1 


10628 


ACGGTTTACTTCAAGGACACC 


NM_000398 


DIA1 


10629 


ACTGAGGAGATGATCCGGGAC 


KllV/t AAT/AAO 

NM_ 007326 


DIA1 


10629 


ACTGAGGAGATGATCCGGGAC 


NM_000402 


G6PD 


10630 


ACGGTCAAGGTGTTGAAATGC 


KIIV/1 AAA/ OO 

NM_0004Qo 


GPD2 


10631 


ACAGTGGACAACTTATCGGTC 


MfV/l AAA/1AD 

NM_UUU4Uo 


GPD2 


10632 


ACGGAAGGGTATCTGGAAGCC 


Mft/1 AAA/ A *71 


HSD17B1 


10633 


ACTGACGTTTATTGCGCCAGC 


INIVI_UUU4 io 


l_JOr\»1 7D A 


10634 


ACTACCTCGCCCACAGCAAGC 


kiiv/i non/HQ 

InIVi__UUU41 o 


noD17B1 


10635 


ACCTACGTCACCGCCATGCAC 


IN IVI UUU4 1 4 


nSD17B4 


A AAA A 

10636 


AC T TACGC TGGGAGCGGACTC 


kiiv/i nn.rvM>i 

INlVi_JJUU4 14 


HoD17B4 


10637 


ACGATTTCATGGAGGTGGTCC 


fMIVI UUU4ob 


OXCT 


10638 


ACCAAAGATGGCAGTGTTGCC 


MM AAA/fiO 


UGT1A1 


10639 


ACGACGTACCCTGTGCCATTC 


NM_000463 


UGT1A1 


10640 


ACGCATATGCAATGGCGTTCC 


NM_001072 


UGT1A6 


10640 


ACGCATATGCAATGGCGTTCC 


NM_007120 


UGT1A4 


10640 


ACGCATATGCAATGGCGTTCC 


NM_019076 


UGT1A8 


10640 


ACGCATATGCAATGGCGTTCC 


NM_019093 


UGT1A3 


10640 


ACGCATATGCAATGGCGTTCC 


NM_021027 


UGT1A9 


10640 


ACGCATATGCAATGGCGTTCC 
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APOA4 


10641 


APOA4 


10642 


APRT 


10643 


OTC 


10644 


GSR 


10645 


GSR 


10646 


GSR 


10647 


NAT1 


10648 


ABAT 


10649 


ABAT 


10650 


ADH4 


10651 


ADH4 


10652 


ADH4 


10653 


ADH5 


10654 


ADH5 


10655 


ADH5 


10656 


ADH6 


10657 


ADH6 


10658 


ADH6 


10659 


ADH7 


10660 


ALDH1A1 


10661 


ALDH3A1 


10662 


ALDH3A1 


10663 


ALDH1B1 


10664 


ALDH1B1 


10665 


ALDH1B1 


10666 


ALDH1A3 


10667 


ALDH3B1 


10668 


ALDH3B2 


10669 


ALDH9 


10670 


BCKDHA 


10671 


BLVRA 


10672 


BLVRA 


10673 


DHFR 


10674 


DHFR 


10675 


DHFR 


10676 


GART 


10677 


GART 


10678 


GSTM1 


10679 


GSTM2 


10679 


GSTM4 


10679 


GSTM5 


10679 


LOC221270 


10679 


GSTM2 


10680 


GSTM2 


10681 


LOC221270 


10681 



ACTGAGGTGAGCCAGAAGATC 

AC GGACCT GAGGG ACAAG G T C 

ACGCTGGCACCTGTACCCTTC 

ACTAAAGTGCAGCTGAAGGGC 

ACAGGTAAT GTGGAACACAGC 

ACTGATCAGCACCAACTGCAC 

ACCAACATCCCAACTGTGGTC 

ACCACCAGATCCGAGCTGTTC 

ACGACCATCTTCATGTGGTAC 

ACCCATGCATCCGATGACTTC 

ACTTTGAGGGCCTAGCTTTCC 

ACTCAACAATGCCAAGGTCAC 

AC ATC AGT G AGGCAT T TGACC 

ACGGCGGGTGACACTGTCATC 

ACGGGCCAAAGAGT T T GG AGC 

ACGTGTCCCAAAGTTGGTGTC 

ACGGAG T AAGC AC AG T GAAAC 

ACGGTGACTCCAGGTTCTACC 

ACATCTGGACGTTCTGGCAGC 

ACCAATGGTGTCCAAGTTTCC 

ACGAGATCGTCTGCTGCTGGC 

ACCCAAAT TGTGGAGAAGCTC 

ACTGATGAAGGCCTGAAGGTC 

ACTGAATGGCAAGATGCAGTC 

ACGTGGCATGGCAAGACCATC 

ACCGAGTCCTAGGCTACATCC 

ACGTGGAAGAAGGAGATAAGC 

ACCAAGCAGCTTCTGCACGAC 

ACGTTCACCTTCGACACCTTC 

ACCCGGCCGAGTGATAGCTAC 

ACGTTGGAATTCATCCAGCCC 

ACGAAGACCGGTTTGGCTTCC 

ACTGACAGTGTGTCTGGAGAC 

ACGAT CC AC AT ACC CT T CAAC 

ACGCTTCCTACGTGTATATCC 

ACGCAGTGTATTTGCTAGGTC 

ACAGCCACTTCCAGATCAGGC 

ACTATCCACCCATCCTTGCTC 

ACATTCAAGCTGGGCCTGGAC 

ACATTCAAGCTGGGCCTGGAC 

ACATTCAAGCTGGGCCTGGAC 

ACATTCAAGCTGGGCCTGGAC 

ACATTCAAGCTGGGCCTGGAC 

ACGGAGCAGATTCGCGAAGAC 

ACCCTGAAGGACTTCATCTCC 

ACCCTGAAGGACTTCATCTCC 
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NM_ 


.000849 


GSTM3 


10682 


ACGAACAAGATCACCCAGAGC 


NM_ 


.000853 


GSTT1 


10683 


ACGGACTTCCCACCTGCAGAC 


NM_ 


.000854 


GSTT2 


10684 


ACTGGCTGGAGGACAAGTTCC 


NM_ 


000855 


GUCY1A2 


10685 


ACGGTCTAAGGAAGCAGCTTC 


NM 000855 


GUCY1A2 


10686 


ACAGCCTTCTCTTTCTTCGTC 


NM_ 


000856 


GUCY1A3 


10687 


ACCCACCTCCCTGATTCTTCC 


NM_ 


000856 


GUCY1A3 


10688 


ACTCTTCAAGGGTTATGGACC 


NM_ 


000856 


i**v 1 AO 

GUCY1A3 


10689 


ACCAATGTCACTCTGGCTAAC 


NM_ 


000857 


GUCY1 B3 


10690 


ACTGGTACCCAGGAATCACGC 


NM_ 


.000857 


GUCY1 B3 


10691 


tv /"*im tv nm/^m/^i\ TV /~i/~»m/^' t\ ^ttv tv 

ACTACTGTCAACCTCACAAGC 


NM. 


.000860 


HPGD 


10692 


ACGACTCTGTTCATCCAGTGC 


NM_000860 


HPGD 


10693 


ACTGGAGGTGAAGGCGGCATC 


NM. 


.000860 


HPGD 


10694 


tv ^»tv mr«/^o tv m tv mm y**i tv m m 

ACGCATGGCATAGTTGGATTC 


NM. 


.000883 


thiinrvij a 

IMPDH1 


a r\/>r\c 

10695 


ACTGAGATCCTGCAGCGTAGC 


XM. 


.095828 


LOC 169633 


10695 


tv ^rm^i tv /~* tv m m /■** tv ^t /**/^ fnTv 

ACTGAGATCCTGCAGCGTAGC 


XM_ 


.167188 


LOC221654 


10695 


ACTGAGATCCTGCAGCGTAGC 


NM. 


.000884 


IMPDH2 


10696 


TV JTV ^1 ^ ^« <^ TV ^*1ITITV /"^ ^T TV ^*»IT1TV f^t^lf^ 

ACTCGGGACTACCCACTAGCC 


NM. 


.000903 


NQOI 


10697 


ACTTTGGCCTTTCTGTGGGCC 


NM 000918 


P4HB 


10698 


ACGTACCTGCTGGTGGAGTTC 


NM. 


.000928 


PLA2G1B 


10699 


ACCTACGGCTGCTACTGTGGC 


NM. 


.000928 


PLA2G1B 


10700 


ACGTGCTGCCAGACACATGAC 


NM 000928 


PLA2G1B 


10701 


ACCAAAGAG TGT GAGGCCT TC 


NM. 


.000929 


PLA2G5 


10702 


ACGGATGGCACCGATTGGTGC 


NM_000929 


PLA2G5 


10703 


ACCATTCGCACACAGTCCTAC 


NM. 


.000932 


PLCB3 


10704 


ACGATGGCTGAGTACTGCCGC 


NM. 


000932 


PLCB3 


10705 


ACCAGCT GGCAGAAGAGGAGC 


NM. 


.000942 


PPIB 


10706 


ACGAGCATCTACGGTGAGCGC 


NM. 


.000942 


PPIB 


10707 


AC CGC AGGCAAAGACACCAAC 


NM. 


.001047 


SRD5A1 


10708 


ACAGCCTATGCCACTGTTGGC 


NM_001047 


SRD5A1 


10709 


tv /*t tv t~*r+ tv /~» /~< tv t\ m tv /"<m/" , f tv rn t\ 

ACACC AGGAGAT ACT GGATAC 


NM_001047 


SRD5A1 


10710 


Tv o/vti nrtTi m/^Tvrn/^Tv/^rn^/^friTV^'O 

ACGAGCATCATGAGTGGTACC 


NM. 


.001054 


SULT1A2 


A r\*7 A A 

10711 


ACGGTGGTCTATGTTGCCCGC 


NM_001055 


SULT1A1 


A f\~7 A A 

1071 1 


ACGGTGGTCTATGTTGCCCGC 


NM_001054 


SULT1A2 


A f\—I A O 

10712 


•tv y-i /~i /~»m TV m/^TV ^*/~<7V TV 0 171 TV O TV f~*f~* 

ACCCCT AT GACCAACTAC ACC 


NM. 


.001055 


OI II "T"4 A A 

SULT1A1 


a r\-7 A o 

10712 


ACCCCT AT GACCAACTAC ACC 


NM. 


.003166 


OI II T A A O 

5ULT1A3 


a ryyA o 

10712 


TV /*T/~!/"T/""'t m TV TV TV T\ /"TTI Tv /"^ TV 

ACCCC T ATGACCAACTACACC 


XM. 


.051068 


OI II ~TA A O 

SULT1A2 


A r\~7 A o 

10712 


ACCCCT ATGACCAACTACACC 


NM. 


.001056 


OI II "T" A f~\A 

SULT1C1 


10713 


ACGCAGGGACAACGTGGATTC 


NM. 


.001072 


UGT1A6 


A t~\~7 A A 

10714 


tv t~*r* tv /">• /"i m /~» 7v Tv ^ tv tv r™i/*T/TmmTv 

ACGAGCTGAAGAACCGT T ACC 


NM_001080 


ALDH5A1 


10715 


ACTTTCCTCTGTGGAGTGCCC 


NM_001114 


ADCY7 


10716 


ACGGACC TGAAG ACCAT G ACC 


NM. 


.001115 


ADCY8 


10717 


ACCAG AATACTC TGGCT GCCC 


NM. 


.001115 


ADCY8 


10718 


ACGTCGATACCCTTGAAGAAC 


NM. 


.001116 


ADCY9 


10719 


ACCATCGCCAGCAGGATGGAC 


NM. 


.001179 


ART3 


10720 


ACGCCACCAGCAATTAGATAC 


NM 


001179 


ART3 


10721 


ACACCTTGTGAGGCCAGTTCC 
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NM_001182 ALDH7A1 10722 

NM_001236 CBR3 10723 

NM_001303 COX10 10724 

NM_001359 DECR1 10725 

NMJ301359 DECR1 10726 

NM_001359 DECR1 10727 

NMJD01361 DHODH 10728 

NMJ)01361 DHODH 10729 

NM_001379 DNMT1 10730 

NM_001379 DNMT1 10731 

NMJD01478 GALGT 1 0732 

NM_001482 GATM 10733 

NWL001482 GATM 10734 

NM_001490 GCNT1 10735 

NMJ)01490 GCNT1 10736 

NM_001490 GCNT1 10737 

NM_001491 GCNT2 10738 

NM_001491 GCNT2 10739 

NM_001491 GCNT2 10740 

NWM 45649 AIGnT 1 0740 

NWM 45655 CiGnT 10740 

NM_0Q1497 B4GALT1 10741 

NM_001503 GPLD1 10742 

NM_001503 GPLD1 10743 

NM_001512 GSTA4 10744 

NM_001512 GSTA4 10745 

NMJ501513 GSTZ1 10746 

NWM 45870 GSTZ1 10746 

NWM45871 GSTZ1 10746 

NMJD01513 GSTZi 10747 

NM_1 45870 GSTZ1 10747 

NM_145871 GSTZ1 10747 

NM_001513 GSTZ1 10748 

NWM 45870 GSTZ1 10748 

NWM 45871 GSTZ1 10748 

NM_001527 HDAC2 10749 

NM_001535 HRMT1L1 10750 

NM_001543 ... NDST1 10751 

NM_001543 NDST1 10752 

NM_001543 NDST1 10753 

NM_001607 ACAA1 10754 

NM_001607 ACAA1 10755 

NMJ301608 ACADL 10756 

NM_001608 ACADL 10757 

-NM_001609 ACADSB 10758 

NM 001609 ACADSB 10759 
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ACCAACGCCAT CGCCATGAT C 

ACCTGGACAT CGACGACT T GC 

ACCGCATGTATGTCACACAGC 

ACCACTGTGTCAGAACTGATC 

ACATGGCACAGCCTTCGTGAC 

ACACCAAAGGTGCCTTTAGCC 

ACCCCTAGACCCAGAGTCTTC 

ACCCATTCGGGAGATGTATGC 

ACCGGTGCTCATGCTTACAAC 

ACCATCAAGCTGTCCAGTCCC 

ACGTAACCACCAAGTACGTGC 

ACCTTTCCAGAGCACCCAGGC 

ACTTCCCTGGGAGGAGGCTTC 

ACACATG ACCAG T GAC T GT TC 

ACACGGAGAGGATGCCATCCC 

ACCTGGATGCTGCGCAAACAC 

ACGGC T AAAT AT CTCAGACCC 

ACCACCTGTGGGCAAGACTTC 

ACTGCCTAGAACTGAGGCATC 

ACT GCC T AGAACT GAGGCAT C 

ACTGCCTAGAACTGAGGCATC 

ACCCCAAATGTGAAGATGGGC 

ACTGGGACCAGTGACTGCAGC 

ACGAATCAAGTCGTCATTGCC 

ACGGAAGTGGTTAACATGGCC 

ACGAGATTCCTTGAACCTGGC 

ACGT GGGAG AGGAGAT GC AGC 

ACGT GGGAGAGGAGATGCAGC 

ACGT GGGAGAGGAGAT GC AGC 

ACGATTCAAGGTGGATCTCAC 

ACGAT T C AAGGT GGAT C TCAC 

ACGATTCAAGGTGGATCTCAC 

ACTTGAGGAGATGGGAGACTC 

ACT TG AGGAG ATGGGAG AC T C 

ACTTGAGGAGATGGGAGACTC 

ACCCTAGTGCTGTGGTATTAC 

AC CC C AG T G T GGAGAAGGC AC 

ACCTTCACCTTCAACCTGGGC 

ACCT AT C AC AAAGGC AT CGAC 

ACGCTGCTGTATAAGATGGGC 

ACTGTGGCTGAGCGGTTTGGC 

ACGAGGAGCAT CACT GT GACC 

ACTGGAAGCAAGGTGTTCATC 

ACC AGT T GC T C ACCT ACAG AC 

ACTCTTCCCAGTCAGAAGCTC 

ACGTATGCCATAGGGAGTCTC 
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NM_001618 


ADPRT 


10760 


ACGTCCAACAbAAGTACGTGC 


ft ft ft a A A. >H >*\ 

NM_001618 


ADPRT 


10761 


•a *t^h^"i o ^i tv rn /™i tv rnm/r tv ^ttv tv /^m/^ 

ACGGCCATGATTGAGAAACTC 


ft I ft ft A A. ^ j-X 

NM_001628 


AKR1B1 


10762 


ACGT CT G TGACACCAGAACGC 


NMJD01644 


APOBEC1 


10763 


ACGATCTGGCGAAGCTCAGGC 


NM_005889 


APOBEC1 


10763 


ACGATCTGGCGAAGCTCAGGC 


NMJD01644 


APOBEC1 


10764 


ACTCGGCAAGGTCTCAGGGAC 


NM_005889 


APOBEC1 


10764 


ACTCGGCAAGGTCTCAGGGAC 


NM_001713 


BHMT 


10765 


ACACGTCATGCAGACCTTCAC 


NM_001713 


BHMT 


10766 


ACGCTCACCTGATGAGCCAGC 


NM_001713 


BHMT 


10767 


ACAT ACGCCAGAGAGGCC T AC 


NM_017614 


BHMT2 


10767 


ACATACGCCAGAGAGGCCTAC 


NM_001757 


CBR1 


10768 


ACGTTCCGCAGTGAGACCATC 


NM_001757 


CBR1 


10769 


ACGATCCTCCTGAATGCCTGC 


ft 1 ft Jt A. A-*L J ^ ^ 

NM_001818 


AKR1C4 


10770 


tv /—»/""! tv tv /~i m/~»m Tv /^tv y"»/"»m*"*Tv 

ACCAGAGCTGTAGAGGTCACC 


ft ■ ft ft /"N ^ Jk 0\ 

NM_001818 


AKR1C4 


10771 


Tt ^1^1 TV TV TV TV ^"»m^T TV TV m TV ^1 

ACCAAGCCAGGACTCAAGTAC 


ft I ft ■ A A «*y #^ 

NM_003739 


AKR1C3 


10771 


tv /-^ /™i Tv tv <^/^»/~itv /~i /~» tv nmriTk tv /— » m 7v 

ACCAAGCCAGGAC T C AAG T AC 


NM_001876 


CPT1A 


10772 


tv r*^ tv tv d^i^ry /"iTv m /^tv m/*r Tv m /~* ^* /^i 

ACGAACGGCAT CATC ACT GGC 


ft t ft ft A J AMfJh 

NM_001876 


CPT1A 


10773 


ACCCCATGTTGTACAGCTTCC 


NM_001889 


CRYZ 


A f\ I 1 A 

10774 


ACTGGAGCCCATGAAGTGTTC 


NM_001933 


DLST 


10775 


ACCAGTGTCTTCAGTGTTCGC 


NM_001933 


DLST 


10776 


AC CC T ACAGC AGCGGCAGT T C 


NM_001933 


DLST 


10777 


ACATGCAGT GATTGACGAC AC 


NM_001966 


EHHADH 


10778 


ACGATTGGAGTCGTTGTAGGC 


NMJJ01966 


EHHADH 


10779 


ACACTGGCTTCTCAGGGAAAC 


NM_002004 


FDPS 


10780 


ACCAGGATGCTGATAGTCTCC 


XM_066636 


LOC1 39340 


10780 


ACCAGGATGCTGATAGTCTCC 


NM_002004 


FDPS 


10781 


ACGCATGTATCTACCGCCTGC 


NM_002004 


FDPS 


10782 


ACTGCAGCTGGCTGGTGGTTC 


XMJ389168 


LOC1 63828 


10782 


ACTGCAGCTGGCTGGTGGTTC 


XM_091043 


LOC161674 


10782 


ACTGCAGCTGGCTGGTGGTTC 


NM_002027 


FNTA 


10783 


ACTGGCTAAGAGATCCATCTC 


NM_002027 


r- K IT* A 

FNTA 


10784 


ACGGGACCCTGCAGGAGTTTC 


NM_002028 


fM'l 1 V 

FNTB 


10785 


tv tv on/mmin/^/i tv tv tv fitni** tv /t 

ACGAGGCCTTCGACAACTGAC 


NM_002033 


r~i it" a 

FUT4 


10786 


ACCCTCTTCAACTGGACGCTC 


NlvM)02033 


FUT4 


10787 


ACCTACGAGCGCTTTGTGCCC 


K 1 /"^ /"V /"V >4 «i «-v «-> 

NG_001123 


NG_001123 


h nT*oo 

10788 


ACGCTCACTGGCATGGCCTTC 


NlvM)02046 


GAPD 


«l ri7QO 

10788 


ACGCTCACTGGCATGGCCTTC 


XM_060641 


LOC1 27739 


10788 


ACGCTCACTGGCATGGCCTTC 


XM_068131 


LOCI 32990 


10788 


ACGCTCACTGGCATGGCCTTC 


XM_069391 


LOC 135508 


10788 


ACGCTCACTGGCATGGCCTTC 


XM_1 14787 


LOC1 99972 


10788 


ACGCTCACTGGCATGGCCTTC 


XM_171406 


LOC254142 


10788 


ACGCTCACTGGCATGGCCTTC 


NG_001123 


NGJ)01123 


10789 


ACGCTCATTTCCTGGTATGAC 


NM_002046 


GAPD 


10789 


ACGCTCATTTCCTGGTATGAC 


XM_068609 


LOC1 33937 


10789 


ACGCTCATTTCCTGGTATGAC 


XM 094687 


LOC167821 


10789 


ACGCTCATTTCCTGGTATGAC 
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XM_1 16493 


LOC202432 


10789 


ACGCTCATTTCCTGGTATGAC 


XM_171289 


LOC254592 


10789 


ACGCTCATTTCCTGGTATGAC 


NG_001013 


NG_001013 


10790 


ACGAGATCCTCAGTCAATTGC 


NM_002064 


GLRX 


10790 


ACGAGATCCTCAGTCAATTGC 


NG_001013 


NG_001013 
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ACAGATTGTATAGGCGGATGC 
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GLRX 


10791 


ACAGAT TGTATAGGCGGATGC 


NM_002153 


HSD17B2 


10792 


ACTACAAGAAGAGCTCAGGGC 


NM_002153 


HSD17B2 


10793 


ACTATCGCAGGCACCAGTGAC 


NM_002168 


IDH2 


10794 


ACGGACATCTTCCAGGAGATC 


NM_002168 


IDH2 


10795 


ACCGAGCACTTCCTGAACACC 
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IVD 


10796 


ACCCTGGGCGTATTGGGCATC 


NM_002225 


IVD 


10797 


ACTGGCAACAAGTTCTGGATC 


NM_002225 


IVD 


10798 


ACGATGGCTGACATGTACACC 


NM_002300 


LDHB 


10799 


ACGTACAGTCCTGATTGCATC 


NM_002300 


LDHB 


10800 


ACTCTATCCAGGATTCATCCC 


NM_002301 


LDHC 


10801 


ACATCTTAGGAGAGTGCACCC 


NM_017448 


LDHC 


10801 


ACATCTTAGGAGAGTGCACCC 


NM_002340 


LSS 


10802 


ACCCTGTATGAGCACCACCAC 


NM_002412 


MGMT 


10803 


ACTGCCTATTTCCACCAGCCC 


NM_002412 


MGMT 


10804 


ACTGAGAGGCAATCCTGTCCC 
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ACTCATTACAGCCTCCAGCGC 

ACCTCACTCCTCACAGACCGC 

ACCTATGTATCATGGTGTGCC 

ACCACATACCCGGGACACTAC 

ACGAGGACCCAGATGATGTGC 

ACAGGCAATTCACCTCCGAGC 

ACCTGTGGGTTGTGTTGGTCC 

ACCTGTTGTGCAAGTGTGACC 

ACACACT G AGACGCACAGAGC 

ACCAAGGACCCATTTACGCTC 

ACGGCCATCGAGGTGATGTAC 

ACGTGCTGGATTCTGCCATGC 

ACG ACAT GGCAGTGATTGC TC 

ACGTATGTCAACCTGGATGCC 

ACCTTCACCTTCAACTTGGGC 

ACCCATCCAAGCAGCGAGGTC 

ACGTATGTGTTCATCACGGGC 

ACCGTCTTCAGTGTCATGGGC 

ACCGAGCCCGTCTTAGCCTTC 

ACCTTCACTGCAATCGGCGGC 

ACGTGTGATGACTCCGTGGGC 

ACCTGAAGCAGCAAGAAGAAC 

ACGTGTCCAGAGGCCGGTATC 

ACCGGATGAAGCTCTTACACC 

ACGCCTTCCGTCAAGAGATGC 

ACCCTGAACCAGAGAAACGCC 

ACATTCCTGCTGACGTCCCAC 

ACTCATAGATGATGGAAGCCC 

ACACATGCCACAGGAAACTAC 

ACCTCAGATCTTGCTGAGACC 

ACGAAGTTTGAGGCCTCTGGC 

ACACAACGAGTGGCAGAACTC 

ACGTCTTGCAGAAGGAATGTC 

ACCCAGAGACCTACTGGGTGC 

ACCAACATCTGCCAGCGCAAC 

ACCCTACCTCATCATTGCCTC 

ACCTTCATGCTGCGCATAGGC 

ACGGAATGCATGTCTCTGTAC 

ACACTTTGCATCCTGCAGTCC 

ACCTTGTGCGATGCTTTGAAC 

ACTGCCGGCATCTCAACGTTC 

ACCTTCATCGCTGCCACCAGC 

ACTGGAGAACTGGGTTCCAGC 

ACCCCAGCAGCTACTTTGTGC 

ACTGAGCTCAGTGATTCTGTC 

ACGGACACAGAAGGAATTCCC 
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ACGACCAAGAGGAT ATTCCT C 
ACT GCCACAGAGGAT GAGATC 
ACCATCGTCAACAATGTCTGC 
ACGAAGCCC T T TG AGGAGCAC 
ACGCTGATCATCGCAGGAACC 
ACGCAGCTACACTATGTTGGC 
ACAGAGAAGCTGGACAAAGCC 
ACGAAGGCGGAAGATCTGTTC 
ACGACAC T ACGGAGAGTG T AC 
ACTTCAGCCATGGGTCAGAGC 
ACGAAACGCCTGATCCGCATC 
ACTTCCAGGACAAGACTGCCC 
ACGAATGGCCAGTTGGGTCTC 
ACGATGGACCAGGACTCGCTC 
ACCTCTCAGCACCGCGACTAC 
ACGAAAGACCTTCATCACAGC 
ACGCCAAGGTCCTGACCTTCC 
ACATGGGAACAGATCGAGGGC 
ACGGAAAGATGAAACCTACCC 
AC AGGTC AC AAGACAGTT GT C 
ACTAGTGGGCATGACACTGCC 
ACG T TG T AT ACT GAGGGC TAC 
ACGGAGACCCTGCAGTACTTC 
ACGCCTTCGATCGTGCCTACC 
ACGGACATGGTCCTTAAGACC 
ACGATGGAAAGCCCGTGTCTC 
ACGATGGAAAGCCCGTGTCTC 
ACGCAATACCGCATCTGTCTC 
ACGCAATACCGCATCTGTCTC 
ACGAGCAATGCAGAGATGGTC 
ACCCATCACCTGTTGGCCAAC 
ACGGTGGGTGACATCACCATC 
ACAGCGTCAGCCTTCGCCTTC 
ACGCATACTTCCACAGGCTGC 
ACTGTGGGCTTCAAAGAGGCC 
ACTGCAGGCTATTCTGTGAGC 
ACGACCCTCTCTGGCAGAATC 
ACCTCCTTCCAGATCCAGATC 
ACGAACACCACCAGGAAGATC 
ACACCAAATTCCGGAGGCACC 
ACAGACTTCAGGTTTGAGACC 
ACGGGAATCAGGCATGAAGTC 
ACGCATACCCAGGGAAGAAGC 
ACTGCTGGTTGCTGTGCTCAC 
ACTTCTGCCTCACTTCTCCAC 
ACAGGGCATGCCTGTGACAGC 
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ACGCTCTGGACAACCTGTCAC 
ACAGAAG AT T GCCAACGGC AC 
ACAGAGGCCTTGAAATGTCAC 
ACACTGGCTCCAGTATTTCCC 
ACGGTTGCCCAACAATGGGTC 
ACGCGAAGTCACTCAAGGAAC 
ACCCTGGCCATATCTCAGGTC 
AC T AC AT AC C GG T CC AAC ACC 
ACCCTTGGTCTCCAACCTGCC 
ACCTATGACACCTTTGGCCTC 
ACACCTCAAACCGGTG TGGGC 
ACAGACTACATCCGCCACCTC 
ACGGCCTCAATGACAT CCACC 
ACGGAAACAGTTTGGACATCC 
ACGATGAGAATCCCAAGCAGC 
ACCAGCGTAATGGAGGCCATC 
ACGCCCTACACCAACGGAATC 
ACCTGTGGTGGGATACTTGCC 
ACGCTGCCTATCCTCATCTTC 
ACGCTGCCTATCCTCATCTTC 
ACGCTGCCTATCCTCATCTTC 
ACCTATCTGGCCATTGACCTC 
ACGAAGGCAGATGAGGGGTTA 
ACGATCACCCATCTCCATCCG 
ACAC T GC AGC AGGAAG ATGGC 
ACTACCCTATCTGACTCCTTG 
ACCAAAGAT GGACCAACACAG 
ACGGGCAAGTTTCCCGTGCAG 
ACAGGCTATGTCTGGCGCTCA 
ACGCTGAGCATTCCCGACTGC 
ACATCAAAGGCTATGTCTGGC 
ACCAGTGTTTCTTGTACCACC 
AC AC TGTGGC AT GAC AGC TGC 
ACAGCATTCGTCCGGTTGCGC 
ACACTGGACAGAGAAAGAGCC 
ACACTGCGAAGAAAGTGCGCC 
ACGTGGCACCAGAGGTGCTTC 
ACGACTGCCTGCTTATTGGAC 
ACCTAGCAGGCATCGTCATTC 
ACCTGCGGTCTGAGGTGGAAC 
ACGGCTGGTATACAGGAACAC 
ACAGAAAGGGCAGCCTGAAGC 
AC T AGGAGGGCTAT TCAAGAC 
ACCCTGGAGCTGATGAATGTC 
ACAGTGGATACTGTCACCATC 
ACGCTTAAGACCCTGGATGGC 
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ACGGC T G T AGGCAAAGTCAT C 

ACCAGAGACTACCCTCTGGCC 

ACCAGAGACTACCCTCTGGCC 

ACCTCGGTGTATCAGATTGCC 

AC T GC AC AT T C AG AGGCCACC 

ACT AGGCAT TGAGAGGGCTCC 

ACCAGGGAACCACTTTGCTGC 

ACCCCAATGACCAAC TAT AC C 

ACGAAGATGGCAGGAAGCACC 

ACCTTACCCAAAGTCAGGTAC 

ACGGATTGCCTGGTGTCCTAC 

ACCAAGAT T G T CCACCAT ACC 

ACCGGAAATCTCATCACCATC 

ACGCTGTAGGCAAGGTCATCC 

ACGGCTTTCCTCTCCAGGAGC 

ACCATGTGGACAAACATGAGC 

ACCAAGTTCACGGATATGTCC 

ACGCTGGTGGGTATCATCGCC 

ACATTCTGCCTGGACCTGCTC 

ACTGGCAACTCCAAGCAGATC 

ACTGAAACTGCAAGACTGTGC 

ACGACTTGGATGTGGCCATTC 

ACGCATGAATATTGTGGAGGC 

ACGCATGAATATTGTGGAGGC 

ACGCATGAATATTGTGGAGGC 

ACGCATGAATATTGTGGAGGC 

ACGCATGAATATTGTGGAGGC 

ACGCATGAATATTGTGGAGGC 

ACGCATGAATATTGTGGAGGC 

ACGCATGAATATTGTGGAGGC 

ACGCATGAATATTGTGGAGGC 

ACGCATGAATATTGTGGAGGC 

ACGCATGAATATTGTGGAGGC 

ACGACAACCTTCTTTGGTGGC 

AC AG AACC T G T G T GAG G AGAC 

ACAGTACCTGGAGGAACTCCC 

ACGTTGGATGCAGGACCATGC 

ACTATGTAGTGCTCTGAGCAC 

ACCATCACAGAAGAAAGGGCC 

ACGT GG ATATCCCAGAAT GAC 

ACGGCCCTCAATGTGGACATC 

ACTGGCATCTACGAGGTGACC 

ACCATTTCTCACATGAAGGCC 

AC ACACC TTCAGGT T GC AGCC 

ACTCAGGTGCTCAATGGGATC 

ACACCAACAGCTCATGATCCC 



BNSDOCID: <W O 20Q4094636A1_I_ > 



WO 2004/094636 



c 

PCT/EP2003/004362 



368 



XM_068131 


LOC 132990 


11307 


w ft * XtX^AslAA 

XIVM368188 


LOC133105 


11308 


XXh" A/xAslAO 

XM_068188 


LOCI 33105 


11309 


XIvM)68188 


LOC133105 


a a o h n 
1 1310 


XWM368341 


LOC133419 


11311 


XM_Q68376 


LOC1 33480 


11312 


XM_068588 


1 X*X XX Jt O x> O O O 

LOC 133883 


11313 


Vk M #X#X#*^Si*#K 

XM_068588 


1 /"xxx A O A OOO 

LOC 133883 


11314 


XM_068609 


i /xx*w) oox\o™7 

LOC1 33937 


11315 


\/lt a /x/xoxtsxsx 

XM_068609 


l xx xx ,4 oono"? 

LOC 133937 


11316 


XM_068926 


1 XX XX A O yl rtftft 

LOC 134602 


4)1047 

11317 


\s m a sx/xxvxix* a 

XM_069334 


1 xx xx j a r o f\r\ 

LOC1 35399 


11318 


XMJD69334 


1 xx XX nr> AAA 

LOC 135399 


11319 


XM_069825 


1 X"X XX ,4 X» /X XV f\—f 

LOC 136307 


11320 


XMJ389729 


LOC 159648 


11320 


XMJ595828 


■ a*S «^*V A «#% a"*4 X^ A df\ 

LOC 169633 


11320 


XM_070277 


LOC1 37202 


11321 


XM_070277 


LOC 137202 


11322 


XM_070717 


1 XX XX J X\ XV. XS X\ j* 

LOC1 38031 


11323 


xx m a « *v *x *v 

XM_070717 


1 x*X XX .4 O A A O st 

LOC1 38031 


A A no A 

11324 


XM_070771 


i xx xx 4 on 4 on 

LOC 138 130 


A a one 

11325 


XM_085058 


| xx XX A A C AAA 

LOC 145226 


11326 


XM_085674 


I xx xx a A~yr\A A 

LOC1 47011 


si si r>o ~7 

11327 


XM_085674 


1 xx XX A A ~ 7 A A A 

LOC 1470 11 


si si on o 

1 1328 


XM_085674 


> XX XX A A ~y f\ A A 

LOC147011 


si si onn 

11329 


Wl 1 j-k r"l ^ XV iX XV 

XM_087088 


I xxxxji c a nce> 

LOC151056 


si si 00/"V 

11330 


win *-»i-k — T <4 O X> 

XWMJ87136 


1 XX XX A C A nn A 

LOC151234 


si si on si 

11331 


XM_088569 


i t* rx a rx i i 

LTB4DH 


st si OOO 

11332 


xx a a m rs /*\ r xv xv 

XM_088569 


LTB4DH 


si si OOO 

11333 


XM_088569 


■ *rn a rx i i 

LTB4DH 


4 J OO it 

11334 


XM_089195 


I xx xx a r\ <x x^ r> 

LOC1 63862 


si st OOC 

11335 


vx a a xxAAP^e? 

XM_089555 


1 xx xx a mmo 

LOC1 59373 


st st OO/d 

11336 


xx a a aaa^aa 

XMJD89729 


LOC1 59648 


st st 00"7 

11337 


xx a a AnnfAn 

XM_089729 


i xx xx <4 r~ r\r^ a r% 

LOC1 59648 


st si OOO 

11338 


vx a a XNXv/xor"vrt 

XM_090320 


LOC 160469 


st st OOO 

1 1339 


XX a A x> A A A x* xv 

XM_090836 


LOC161282 


A A o A r\ 

11340 


xx a ■ nr\nnoo 

XM_090836 


I xx xx <4 o <i o on 

LOC161282 


11341 


XM_090901 


LOC1 45538 


A A O A O 

1 1342 


Xlvl_091291 


I xx xx a nn AO A 

LOC 162024 


11343 


aivj — uy i*<yi 


LVJLx |OZUaC4 


l I o*h+ 


XM_091633 


LOC147116 


11345 


XM_092514 


LOC165317 


11346 


XM_093062 


LOC1 70027 


11347 


XM_093615 


LOC1 66039 


11348 


XM_093615 


LOC166039 


11349 


XM_093758 


LOC1 66268 


11350 



ACTGACCGCTTCATTGACCTC 
ACGTACCAGATATGGAAAGGC 
ACTCATCGGCCCATACCCAAC 
ACTCCATGGGCAAGGTGCTTC 
ACTGCTGGACCTGGCACAAAC 
ACTGGGTACATTGCGGAGTCC 
ACGGGATGCAAGGTCAGATAC 
ACACTCCTGCAAGTCTCTGCC 
ACTATCGTCAGCTATGCCTCC 
ACGAAGC T CACTGAC AT GGGC 
ACATCATCGCGTTCAGCGACC 
ACGTGGTGTTGGATTCATGGC 
ACGAGTCTCCATGCTGAGTTC 
ACAGGGTCCATT CAGAAGTTC 
ACAGGGTCCATTCAGAAGTTC 
ACAGGGTCCATTCAGAAGTTC 
ACCCTTCTGGACACCTCCTTC 
ACGTTGCTCTGTGCCTGTGAC 
ACCCAGGAGTAGGAGGCAATC 
ACTATAGCGCTGACATGGTTC 
ACCTGCCATCTTCATGCCCTC 
ACGCAGCTCCATATTCTGATC 
ACGGAGCCTGACAAGTGCTGC 
ACAGCCCGGTTAAATTGGAGC 
ACGACAGCTGGCCAGGATGTC 
ACTATGCTGGAGCCTGTTGGC 
ACAGCAGGCGCGCTTCCATTC 
ACAGCTGCTGACAGAGTGGCC 
ACCCTTGAAGAAAGCGTCTCC 
ACGGATTGCCATATGTGGAGC 
ACGTGTGAGGAGCTCTTCATC 
ACCTGGATTTCCAACCTGCCC 
ACTGAGATCCTGCAGCGTAAC 
ACGAAGTACCAGGGCATGGGC 
ACGTTTGCTGACAGTGACCAC 
ACCTTAACCTCGGTCCGCTTC 
ACCTGTGCCTCCATCATCCAC 
ACGCATGAGTTGAGCAGCTTC 
ACCCCTGGATGGGCAGATCAC 
ACGCACTTCTACTTCAACGCC 
ACCACCCTCATAACCCTAAAC 
ACGCATACAGGCCCTGGCATC 
ACCTGG GAACAGCCAACAACC 
ACTACAGCATGTGGTCTTGGC 
ACGACCAGCAAGAATATCACC 
ACGCGAACTGACATTCCAACC 
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ACTGGCACCTATGAGAGGATC 
ACGTCAGTAGAACCTCCAATC 
ACGGTTGGACTTCACTCCTGC 
ACGAGGGCCTAATGGCATGAC 
AC ACATG GT CCGAG T AGAAGC 
ACGAAGTACCCATGATGGTGC 
ACACTTCTGACGTACCTTGAC 
ACGTGATGGCTTGTGGTCAGC 
ACTAACTTCCGCCCACCTCCC 
ACCTGCCCAGTGGTGCTTACC 
ACAGT CAT C AAGACAG AGGGC 
ACCATGGCTTCATCACGGACC 
ACGCTGCCTATCGTCAATGAC 
ACCCTGATTGATGCTGGGCAC 
ACCTCAGTGGCATGGCATTCC 
ACGCCAGTGAGTCCATCCTAC 
AC T GAG AT CC AT G GG C T G AAC 
ACGCAGACATCAGAGGATCCC 
ACAGTGCAAGATGCTGTTCCC 
ACCCTGCCATGCCACATCCTC 
ACTGCCGTCTTTCAGCTGGAC 
ACGTGAGTGGCAAGGTTCTGC 
ACGGACCTCCGTAATATGGCC 
ACGGTGCTGGTGATCAGCCTC 
ACCTCACTGGGCATTCTCTTC 
ACACTGGCACCGGAATTTGCC 
ACGAAGCCGAAGCTGTCTATC 
ACCGACAGAGCATATTGGTTC 
ACGGAACGAGAATGGAAGAGC 
ACCTTTGTCACCAGGCTGTGC 
ACTGACCCATTCATTGACCTC 
ACTGACCTCTTCATTGACCTC 
ACC AG TGAC AT CGACCCT TCC 
ACTACCAGGAGGCTGGCATTC 
ACGATGAATTTGCTGCTGCCC 
ACTCCTTCTTGGCAGTCTGGC 
ACTGTCATGGAAGCCGCTGGC 
ACAGAAGTGGTGAAGGTGGCC 
ACGCGGGAGGACCTCTTCATC 
ACGGGCATCACCATTATGGCC 
ACGGACCCAACATTGTAGGTC 
ACACCTGACCCTTTCTATCGC 
ACGATCACCCAGAGCAAGGCC 
ACGGACTGAAGTAGGTTCCTC 
ACCCTACATCCGGCAGTAGTC 
ACCCTCTGCCAGAACTTCAGC 
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XM_171406 
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XM_1 71437 
XWM71635 
XM_171659 
XM_171659 
NM_001618 
XM_062787 
XWM71663 
XM_172177 
XWM72177 
XM_172181 
XM_1 72235 
XM_1 72235 
XM_1 72242 
XM_1 72242 
XM_1 72244 
XM_1 72244 
XWM72281 
XM_1 72281 
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LOC222591 


11397 


LOC222591 


11398 


LOC222591 


11399 


LOC221355 


11400 


LOC221355 


11401 


LOC221355 


11402 


LOC222593 


11403 


LOC222593 


11404 


LOC222594 


11405 


LOC221654 


11406 


LOC222789 


11407 


LOC222980 


11408 


LOC222980 


11409 


LOC222980 


11410 


POR 


11411 


ST8SIA-VI 


11412 


ST8SIA-VI 


11413 


LOC255218 


11414 


LOC255218 


11415 


LOC254817 


11416 


LOC254592 


11417 


LOC254558 


11418 


LOC254558 


11419 


LOC254558 


11420 


LOC254142 


11421 


LOC254142 


11422 


LOC253659 


11423 


LOC253659 


11424 


LOC254885 


11425 


LOC256896 


11426 


LOC256896 


11427 


ADPRT 


11428 


LOC121790 


11428 


LOC254927 


11428 


LOC255139 


11429 


LOC255139 


11430 


LOC255782 


11431 


LOC255412 


11432 


LOC255412 


11433 


LOC254652 


11434 


LOC254652 


11435 


LOC253533 


11436 


LOC253533 


11437 


LOC257047 


11438 


LOC257047 


11439 


LOC257210 


11440 



ACTGGATGGAATGGTGCTGAC 

ACGTCAGAGGCAACCACTATC 

AC T T CAGCTGGGCAGACAT AC 

ACGCTGGTTCAGACCAGAGCC 

ACCTACGTTGCCAGCAAATAC 

ACGACATAAAGGAGAGAGTCC 

AC ACC AG AATCAGCAACCT CC 

ACGCTCTTGATAGGACTCTCC 

ACCCTGGAAGCCAAAGGAAGC 

ACGGATCACAACACCCTCCTC 

ACTATCAAGCCCTTTCCCGAC 

ACCTGTTGATCCTACAGGGAC 

ACCGTCCCAAGAATTAAGCAC 

AC AGAGT GGT AGAGT T GAC AC 

ACTTCAGACATTGACCTCCTC 

ACAGCCCTATTTCTGGAGGAC 

ACAGGTGTGACTGCATACCGC 

ACCATCGTGGGTGTCTGCACC 

ACGCAGACATCAACGCCAAGC 

ACTGATGCCTTCAATGACCTC 

ACAGTCATCCCTCAGCTGAAC 

ACGCCTACAGGTCCTGGCATC 

ACGACTGAGTGGCTGGATGGC 

ACGGAGGTCACTATTGCTGAC 

ACATGTGTTGTGGAGTCCGCC 

ACTGAGGGCAATGACATTGCC 

ACGGATCATAATCTCTGCTCC 

ACCTGCTTAGCACCTCTGGCC 

ACTGGATTTGGCCATAAGGGC 

ACGGAGCCTGTCAGAAGATGC 

ACGGGCT GCTACAACAAGAAC 

ACGTTACCCAAGGGCAAGCAC 

ACGTTACCCAAGGGCAAGCAC 

ACGTTACCCAAGGGCAAGCAC 

ACGCTCAAGGATTCTTCTGTC 

ACGCAGCAAGGATATGACCAC 

ACACACTGACACCACCAAGGC 

ACAGGCCCTGGATTCTTCTAC 

ACGGCTGTAGGCAAGGTCATC 

ACCTCCTCTCACAATATGGGC 

ACCGGCACCTATGAGAGGATC 

ACCAGATAGCCACATCTTCTC 

ACC GAT AGT GACAGTGAAGGC 

ACAGCCAGCAAAGGCAATTGC 

ACCATCAGCCATCGTCAACCC 

ACGTATACAGGTTCTGGCATC 
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XM 


172308 


LOC257210 


11441 


ACGACTGAGTGGTTGGTAGGC 


XM 


172308 


LOC257210 


11442 


ACGGTGGAAGCCATGGAATGC 


XM 


172380 


LOC254420 


11443 


ACGAGGAT G AACAAGGC ACCC 


XM 


172516 


LOC255961 


11444 


ACCAAGGGTGCTGGAAAGGCC 


XM 


.172516 


LOC255961 


11445 


ACCCATACCTAGCATTCCTAC 


XM 


172573 


LOC254613 


11446 


ACTCATCAAATGGCAGGGTGC 


XM 


172573 


LOC254613 


11447 


ACTATCAACTGCCTGACTGCC 


XM 


172573 


LOC254613 


11448 


ACACTTGGTGTGACTGCTGAC 


XM 


172596 


LOC256726 


11449 


ACTTCGCTGTGGCCCTTATCC 


XM 


1 72597 


LOC256727 


11450 


ACGCACACCTAGCATTCCTAC 


XM 


1 72777 


LOC253554 


11451 


ACATGATGATTGTGCTTGCCC 


NM 


000043 


TNFRSF6 


11452 


ACGGCCTGCATCATGATGGCC 


NM 


000043 


TNFRSF6 


11453 


ACCTGCTTCGTAATTGGCATC 


NM 


000074 


TNFSF5 


11454 


ACCG AT AC AG AGAT GCAAC AC 


NM_ 


.000074 


TNFSF5 


11455 


ACCATCTGTGTTACAGTGGGC 


NM_ 


.000074 


TNFSF5 


11456 


ACGCTCCATTTATAGCCAGCC 


NM_ 


.000210 


ITGA6 


11457 


ACGGTCGTGACATGTGCTCAC 


NM_ 


..000213 


ITGB4 


11458 


ACCCTGATGGCCTCTGACCAC 


NM 


000213 


ITGB4 


11459 


ACCCTGTACCCGTATTGCGAC 


NM_ 


.000230 


LEP 


11460 


ACCCTCCGGGATCTTCTTCAC 


NM_ 


000315 


PTH 


11461 


ACGAAGCTGCAGGATGTGCAC 


NM 


000419 


ITGA2B 


11462 


ACCACCCTGAGCCGCATTTAC 


NM 


000419 


ITGA2B 


11463 


ACG AAC AGCC AGAAT CCAAAC 


NM 


000419 


ITGA2B 


11464 


ACGCTCAGGTGTGGACACAGC 


NM 


000460 


THPO 


11465 


ACTGCCATCTTCCTGAGCTTC 


NM 


000479 


AMH 


11466 


ACGTGACCTGGGAGCCAACAC 


NM 


000479 


AMH 


11467 


ACCAATTGCCAGGGCGTGTGC 


NM 


000546 


TP53 


11468 


ACGGGCCTGACTCAGACTGAC 


NM 


000549 


TSHB 


11469 


ACTGGCAAACTGTTTCTTCCC 


NM 


000549 


TSHB 


11470 


ACATACCAGGATGCCCACTCC 


NM 


000572 


1L10 


11471 


ACGGAGTCCTTGCTGGAGGAC 


NM 


000572 


IL10 


11472 


ACGCTCCAAGAGAAAGGCATC 


NM. 


.000575 


IL1A 


11473 


ACGCTTACCTTCAAGGAGAGC 


NM. 


.000575 


IL1A 


11474 


ACGCAAGACTACTGGGTGTGC 


NM. 


~000576 


IL1B 


11475 


ACCAGATGAAGTGCTCCTTCC 


NM. 


.000576 


IL1B 


11476 


ACATACCTGTGGCCTTGGGCC 


NM. 


.000588 


IL3 


11477 


ACG ACAAG C T GGGT TAACT GC 


NM^ 


.000588 


IL3 


11478 


ACTAACCTTCGAAGGCCAAAC 


NM* 


_000588 


IL3 


11479 


ACTCTCCTGCCATGTCTGCCC 


nm" 


.000590 


IL9 


11480 


ACCCAAACCACGGCAGGCAAC 


NM^ 


J>00595 


LTA 


11481 


ACGATGCATCTTGCCCACAGC 


NM. 


.000595 


LTA 


11482 


ACAGCCTACTCTCCCAAGGCC 


NM. 


_000597 


IGFBP2 


11483 


ACCAGGAACTGGACCAGGTCC 


NM 


.000597 


IGFBP2 


11484 


ACGCATGGCCTGTACAACCTC 


NM. 


.000597 


1GFBP2 


11485 


ACTGAGCAGCAGGAGGCTTGC 


NM 


000598 


IGFBP3 


11486 


ACAGGGCAT GCTAAAGACAGC 
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NMJD00599 


IGFBP5 


11487 


ACGAGCTACCGCGAGCAAGTC 


NM_000599 


IGFBP5 


11488 


ACGATCTTCCGGCCCAAACAC 


NM_000605 


IFNA2 


11489 


ACGGCTGAAACCATCCCTGTC 


NM_000609 


SDF1 


11490 


ACCAGACAAGTGTGCATTGAC 


NM_000614 


CNTF 


11491 


ACCAAGAACATCAACCTGGAC 


NMJ)00639 


TNFSF6 


11492 


ACCTCCGAGAGTCTACCAGCC 


NM_000639 


TNFSF6 


11493 


ACGAAGGGTGGCCTTGTGATC 


NM_000660 


TGFB1 


11494 


ACGGTCCTGGCCCTGTACAAC 


NM_000735 


CGA 


11495 


ACACCCATTCTTCTCCCAGCC 


NM_000735 


CGA 


11496 


ACGAACGTCACCTCAGAGTCC 


NM_000758 


CSF2 


11497 


ACTGTTTGACCTCCAGGAGCC 


NM_000758 


CSF2 


11498 


ACGGACTTTCTGCTTGTCATC 


NM_000759 


CSF3 


11499 


ACGCTGGTGAGTGAGTGTGCC 


NM_000759 


CSF3 


11500 


ACAGACAGGGAAGAGCAGAAC 


NM_000759 


CSF3 


11501 


ACAGCTCCTGTCCTCCCATCC 


NM_000800 


FGF1 


11502 


ACACTCCTCTACTGTAGCAAC 


NM_033136 


FGF1 


11502 


ACACTCCTCTACTGTAGCAAC 


NM_033137 


FGF1 


11502 


ACACTCCTCTACTGTAGCAAC 


NM_000800 


FGF1 


11503 


ACGAATGGGAGCTGCAAACGC 


NMJD33136 


FGF1 


11503 


ACGAATGGGAGCTGCAAACGC 


NM_033137 


FGF1 


11503 


ACGAATGGGAGCTGCAAACGC 


NM_000825 


GNRH1 


11504 


ACCCCAACGCTTCGAATGCAC 


NM_000825 


GNRH1 


11505 


ACTCCTTACACCAAGTTGCAC 


NM_000879 


IL5 


11506 


ACGTGCATTGGTGAAAGAGAC 


NM_000879 


IL5 


11507 


ACTCTTTCAGGGAATAGGCAC 


NM_000880 


IL7 


11508 


ACACT GAATGCTCCAG T CAAC 


NM_000882 


IL12A 


11509 


ACCTAATGGGAGTTGCCTGGC 


NM_000882 


IL12A 


11510 


ACGATGTACCAGGTGGAGTTC 


NM_000885 


ITGA4 


11511 


ACATGGATGAGACTTCAGCAC 


NM_000887 


ITGAX 


11512 


ACCTGTGGAGCCGACCATATC 


NM_000887 


ITGAX 


11513 


ACGTTGGCTTCTTCAAGCGTC 


NM_000939 


POMC 


11514 


ACACGCCATCATCAAGAACGC 


NM_000939 


POMC 


11515 


ACGAACGCCTACAAGAAGGGC 


NM_001173 


ARHGAP5 


11516 


ACGAGGTATATGGTAGGCATC 


NM_001173 


ARHGAP5 


11517 


ACGGAGGCGAATACAGATCAC 


NM_001173 


ARHGAP5 


11518 


ACCCTCAGCTGATACAACCAC 


XM_1 70205 


LOC223006 


11518 


ACCCTCAGCTGATACAACCAC 


NM_001200 


BMP2 


11519 


ACCAGCCAACTCGAAATTCCC 


NM_001201 


BMP3 


11520 


ACCATTACGTCCAAGGGACGC 


NM_001201 


BMP3 


11521 


ACTTGCGCCAGGAGATACCTC 


NM_001242 


TNFRSF7 


11522 


ACAGGCTGCTCAGTGTGATCC 


NM_001242 


TNFRSF7 


11523 


ACTGCTGAGTGTGCCTGTCGC 


NM_001243 


TNFRSF8 


11524 


ACGCAGTGTGAGCCTGACTAC 


NM_001243 


TNFRSF8 


11525 


ACGCAGTGTGAGCCCGACTAC 


NM_001243 


TNFRSF8 


11526 


ACGCGAATTCGGCAGAAGCTC 


NM 001244 


TNFSF8 


11527 


ACGAAGTCATGGGCCTACCTC 
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NM_001244 


TNFSF8 


11528 


ACGTTGGAGCTTCTCATCAAC 


NM_001250 


TNFRSF5 


11529 


ACATGTCACCCTTGGACAAGC 


NM_001250 


TNFRSF5 


11530 


ACGAAGCCAACCAATAAGGCC 


NG_001334 


NG_001334 


11531 


ACACCGTTCCGTTATCCAGGC 


NM_001317 


CSH1 


11531 


ACACCGTTCCGTTATCCAGGC 


NM_020991 


CSH2 


11531 


ACACCGTTCCGTTATCCAGGC 


NM_022640 


CSH1 


11531 


ACACCGTTCCGTTATCCAGGC 


NM_022641 


CSH1 


11531 


ACACCGTTCCGTTATCCAGGC 


NM_022644 


CSH2 


11531 


ACACCGTTCCGTTATCCAGGC 


NM_022645 


CSH2 


11531 


ACACCGTTCCGTTATCCAGGC 


NG_001334 


NG_001334 


11532 


ACGAACTACGGGCTGCTCCAC 


NM_001318 


CSHL1 


11532 


ACGAACTACGGGCTGCTCCAC 


NM_022578 


CSHL1 


11532 


ACGAACTACGGGCTGCTCCAC 


NM_022579 


CSHL1 


11532 


ACGAACTACGGGCTGCTCCAC 


NM_022580 


CSHL1 


11532 


ACGAACTACGGGCTGCTCCAC 


NM_022581 


CSHL1 


11532 


ACGAACTACGGGCTGCTCCAC 


NM_001561 


TNFRSF9 


11533 


ACCTGCCCAGCTGGTACATTC 


NM_001666 


ARHGAP4 


11534 


ACGGAGCTCTTGGGAAAGACC 


NM_001709 


BDNF 


11535 


ACGTGCCTTTGGAGCCTCCTC 


NM_001709 


BDNF 


11536 


ACAGACTGCAGTGGACATGTC 


NM_001709 


BDNF 


11537 


ACGAGAATTGGCTGGCGATTC 


NM_001719 


BMP7 


11538 


ACCGAGGTGCACTCGAGCTTC 


NM_001719 


BMP7 


11539 


ACGAAGCACGAGCTGTATGTC 


NM_001719 


BMP7 


11540 


ACTACAGAAACATGGTGGTCC 


NM_001901 


CTGF 


11541 


ACGGGCCTCTTCTGTGACTTC 


NM_001901 


CTGF 


11542 


ACGTTTGAGCTTTCTGGCTGC 


NM_002006 


FGF2 


11543 


ACCGAACTGGGCAGTATAAAC 


NM_002007 


FGF4 


11544 


ACGCTCTATGGCTCGCCCTTC 


NM_002053 


GBP1 


11545 


ACAGGGCTTCTCTCTGGGCTC 


XM_032826 


FLJ10961 


11545 


ACAGGGCTTCTCTCTGGGCTC 


NM_002053 


GBP1 


11546 


ACCCTGCCCAGACTCTGTATC 


NM_002059 


GH2 


11547 


ACTCTAACCTAGAGCTGCTCC 


NM_022556 


GH2 


11547 


ACTCTAACCTAGAGCTGCTCC 


NM_022557 


GH2 


11547 


ACTCTAACCTAGAGCTGCTCC 


NM_022558 


GH2 


11547 


ACTCTAACCTAGAGCTGCTCC 


NG_001334 


NG_001334 


11548 


ACTCGCACAACGATGACGCAC 


NM_002059 


GH2 


11548 


ACTCGCACAACGATGACGCAC 


NM_022556 


GH2 


11548 


ACTCGCACAACGATGACGCAC 


NM_022557 


GH2 


11548 


ACTCGCACAACGATGACGCAC 


NM_022558 


GH2 


11548 


ACTCGCACAACGATGACGCAC 


NM_002170 


IFNA8 


11549 


ACCAGGAGGGCCTTGATACTC 


NM_002170 


1FNA8 


11550 


ACCCTCTTCAGCACAAAGGAC 


NM_002176 


IFNB1 


11551 


ACTGGGAGGCTTGAATATTGC 


NM_002176 


IFNB1 


11552 


ACCTCATGAGCAGTCTGCACC 


NM_002177 


IFNW1 


11553 


ACCACCTTGGTGCTTCTGCAC 


NM 002178 


IGFBP6 


11554 


ACTCCTAAGGAGAGTAAACCC 
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NM_002188 

NM_002188 

NM_002188 

NM_002203 

NM_002203 

NMJ302205 

NM_002206 

NM_002206 

NM_002208 

NM_002209 

NM_002309 

NM_002342 

NM_002416 

NM_002416 

NM_002507 

NM_002820 

NM_002820 

NM_002891 

NM_002891 

NM_003238 

NM_003243 

NM_003326 

NM_003326 

NM_003326 

NM_003327 

NM_003327 

NM_003376 

NMJ303376 

NM_003377 

NM_003637 

NM_003790 

NM_003808 

NM_003808 

NM_003808 

NM_003809 

NM_003810 

NM_003811 

NM_003820 

NM_003839 

NM_003839 

NM_003839 

NM_003840 

NM_003840 

NM_003840 

NM_003841 

NM 003841 
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IL13 


A A C C C 

11555 


II A r\ 

IL13 


a a red 

11556 


II A *\ 

IL13 


A A C C~"7 

11557 


ITGA2 


11558 


ITGA2 


11559 


ITGA5 


11560 


ITGA7 


11561 


ITGA7 


A A CCO 

1 1562 


1 1 one 


A A CCO 
1 1 OOO 


ITp A 1 

1 1 bAL 


A A CC/I 


Llr 


noDo 


■ TDD 

LTdR 


1 I ODD 


MIG 


A A CC7 

1 1567 


MIG 


H H COO 

1 1565 


K i f~\ r m r*» 

NGFR 


11569 


PTHLH 


11570 


PTHLH 


11571 


RASGRF1 


11572 


RASGRF1 


11573 


TGFB2 


11574 


TGFBR3 


11575 


TNFSF4 


11576 


TNFSF4 


11577 


TNFSF4 


11578 


TNFRSF4 


a A r™ ~r r> 

11579 


TNFRSF4 


11580 


VEGF 


A A c A 

11581 


VEGF 


A A COO 

11582 


VEGFB 


•4 COO 

11583 


ITGA10 


A A CO A 

1 1584 


TNFRSF12 


A A COC 

1 1585 


TNFSF13 


4 A COC 


TNrorlo 


H H C07 

1 1oo7 


TNFSF13 


A A COD 
11 OOO 


TNFSF12 


nooy 


TNFSF10 


A A con 


T NFSF9 


A A C04 

11591 


TNFRSF14 


A A COO 

1 1592 


TMCDOCH A A 

TNFRSF11A 


A A COO 


TNFRSF11A 


11594 


TNFRSF11A 


11595 


TNFRSF10D 


11596 


TNFRSF10D 


11597 


TNFRSF10D 


11598 


TNFRSF10C 


11599 


TNFRSF10C 


11600 



ACTGGCAGCATGGTATGGAGC 

ACCCTGACAGCTGGCATGTAC 

ACGACCCAGAGGATGCTGAGC 

ACGACACCATTACAGACGTGC 

ACGGGAAAGTGCATACAACAC 

ACTTTGACAGCAAAGGCTCTC 

ACACTTTGGACCCTGCTGACC 

ACGCAAGGCTGTGGTGAAGAC 

ACTCAGCTCTGTAACCACAGC 

ACTGGAATCCCTGCAGAAGAC 

ACCAACCTCATGAACCAGATC 

ACTGTTCTGTGCTGCCTGGGC 

ACGGGTCGCTGTTCCTGCATC 

ACGTGGGAGAAACAGGTCAGC 

ACCCTCATCCCTGTCTATTGC 

ACAGAGCTGTGTCTGAACATC 

ACCTCCAAGCCCTCTCCCAAC 

ACGAGTTCGTCCGCAACCACC 

ACTGCAAGGTGATCGGCTTCC 

ACTGTGCAGGATAATTGCTGC 

ACGTCTGTCAACTGGGTGATC 

ACGGTGCAGAACAACTCAGTC 

ACGAAGGTCAGGTCTGTCAAC 

ACTACCTCCCTGGATGACTTC 

ACGCCTGGAGTTGACTGTGCC 

ACTCTGTGAGGACAGGGACCC 

AC GGAGG AGGGCAGAATC AT C 

ACATCCCTGTGGGCCTTGCTC 

ACAGGACAGTGCTGTGAAGCC 

ACCATCACCCACGCCTATTCC 

ACCTGTTCAGCAGTGGCCGAC 

ACCAAAC AGAGC TGCAGAGCC 

ACCGCCACCTCCAAGGATGAC 

ACGAAGTATGCCCTCCCACCC 

ACGAAAGCCAGGATCCTGCGC 

ACGATGACAGTTATTGGGACC 

ACGGCTGGAGTCTACTATGTC 

ACACCACTGACCCACAGACTC 

ACATGCAGACCCTGGACCAAC 

ACGGTGTCTTACTGCTGACTC 

ACAGCTGCAACTGCACTGAGC 

ACTATACTGGAGCCTGTAACC 

ACTGAATCAGCTGCCAGTTCC 

ACC AC T GGAAG AAGGAC ATGC 

ACC AT AC TGGAGCCT GT AACC 

ACGAGACAAT GAAC ACCAGCC 
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NM_003842 


TNFRSF10B 


11601 


ACTGGAAGTCCAGGAGCCAGC 


NM_003842 


TNFRSF10B 


11602 


ACGCAGAAGATTGAGGACCAC 


NM~003844 


TNFRSF10A 


11603 


ACAGAGAAGATTCAGGACCTC 


NM_003862 


FGF18 


11604 


ACCGTGGACTTCCGCATCCAC 


NM_033649 


FGF18 


11604 


ACCGTGGACTTCCGCATCCAC 


NM_003862 


FGF18 


11605 


ACGGGCAAGGAGACGGAATTC 


NM_033649 


FGF18 


11605 


ACGGGCAAGGAGACGGAATTC 


NM_003862 


FGF18 


11606 


ACCCAGCAGGACGTGCATTTC 


NM_033649 


FGF18 


11606 


ACCCAGCAGGACGTGCATTTC 


NM_003867 


FGF17 


11607 


ACGCTCATAGTGGAGACGGAC 


NM_003868 


FGF16 


11608 


ACCTCTATGGGTCGAAGAAAC 


NMJ303868 


FGF16 


11609 


ACACTGGTACAACACCTATGC 


NM_003868 


FGF16 


11610 


ACCGACACCAGAAATTCACTC 


NM_004112 


FGF11 


11611 


ACGCTGGGTCACTACATGGCC 


NM_004112 


FGF11 


11612 


ACTTACTACGTCCTGTACGCC 


NM_004112 


FGF11 


11613 


ACGAAGACCAAGGCAGCTGCC 


NM_004115 


FGF14 


11614 


ACAGTGCGCATCTTCGGCCTC 


NM_004120 


GBP2 


11615 


ACGTCTCACACCAAGGGAATC 


NM_004120 


GBP2 


11616 


ACAGGAGGAAGAGCTGAACCC 


NM_0041 95 


TNFRSF18 


11617 


ACACCTTGGACAGACTGCACC 


NM_004195 


TNFRSF18 


11618 


ACGACCCACAACGCTGTGTGC 


NM_004469 


FIGF 


11619 


ACCTCTGTCCTATTGACATGG 


NM_004490 


GRB14 


11620 


ACGTATGGCATGCAGCTGTAC 


NM_004658 


RASAL1 


11621 


ACCACCCTCTTCCGTTCTAAC 


NM_004658 


RASAL1 


11622 


ACGAAGCGCTACGTCTGGCTC 


NM_004706 


ARHGEF1 


11623 


ACAGCCAAGCAACGCAAGGAC 


NM_004761 


RAB2L 


11624 


ACTGTCGTGGCTATAACCTCC 


NM_004761 


RAB2L 


11625 


ACGGTCCTCTACTGCTACACC 


NM_004815 


PARG1 


11626 


ACCAATTGCAGCTCTCCAGGC 


NM_004962 


GDF10 


11627 


ACCCATGCCACCATCCAGAGC 


NM_005117 


FGF19 


11628 


ACCAGAGGCTTTCTTCCACTC 


NMJ)05117 


FGF19 


11629 


ACTCTGACATGTTCTCTTCGC 


NM_005118 


TNFSF15 


11630 


ACTCAGTTCCCAGCTCTGCAC 


NM_005167 


ARHC 


11631 


ACTTCACCCACCTTGAGTTCC 


NM_005167 


ARHC 


11632 


ACGCCCTTTCTCTCCTGCTTC 


NM_005247 


FGF3 


11633 


ACGTACCACCTCCAGCTGCAC 


NM_005247 


FGF3 


11634 


ACATCAGGGTCCAGTGGGAAC 


NM_005259 


GDF8 


11635 


ACTCCTGAGACTCATCAAACC 


NM_005259 


GDF8 


11636 


ACTCACGATGCTGTCGTTACC 


NM_005260 


GDF9 


11637 


ACGTCTTCTAGCAGGACTCTC 


NM_005310 


GRB7 


11638 


ACCTTCGAGAGGAGGAGAGGC 


NM_005310 


GRB7 


11639 


ACGACCTCATCCAGAACTTCC 


NM_005310 


GRB7 


11640 


ACTACCCTGGTGGCCATGGAC 


NM_005311 


GRB10 


11641 


ACGACCATGAGCTGGTGGTCC 


NM_005429 


VEGFC 


11642 


ACGATCTGGAGGAGCAGTTAC 


NM 005429 


VEGFC 


11643 


ACACATGCAGCTGTTACAGAC 



BNSDOCID: <WO 2OO4094636A 1 J_> 



WO 2004/094636 



('■ 

PCT/EP2003/004362 



376 



NM_005435 


ARHGEF5 


11644 


ACGCTTCGGTGGATCTCAGCC 


NM_005435 


ARHGEF5 


11645 


ACCTACAGCTGGTGGAACAGC 


NM_005614 


RHEB2 


11646 


ACTTTGTGGACTCCTACGATC 


NM_005618 


DLL1 


11647 


ACGCTGCAGGAGTTCGTCAAC 


NM_005618 


DLL1 


11648 


ACCACCAACAAGAAGGCGGAC 


NM_005733 


RAB6KIFL 


11649 


ACGAACCTGCTATCAGACTGC 


NM_005733 


RAB6KIFL 


11650 


ACGAACCAGAGCTTTGCCAGC 


NM_005733 


RAB6KIFL 


11651 


ACCTGCAGAACAACATGGTGC 


NM_005739 


RASGRP1 


11652 


ACGGAGACAAGTTCGCATGTC 


NMJD05739 


RASGRP1 


11653 


ACGAGACCACCTACCTGAAGC 


NM_005739 


RASGRP1 


11654 


ACTCAAAGGAGGAGCTCCGTC 


NM_005766 


FARP1 


11655 


ACGGAGGACATAAGAAGGTGC 


NM_005766 


FARP1 


11656 


ACGGTGTGTTACCTACCGCTC 


NM_005766 


FARP1 


11657 


ACGACTACGTGTTCAAGCTGC 


NM_005811 


GDF11 


11658 


ACGTGCTACACAGCTGGTTCC 


NM_006116 


MAP3K7IP1 


11659 


ACGTTCAGGAGTGAGAACAAC 


NM_006116 


MAP3K7IP1 


11660 


ACTTGCCAGAGGGAGTCCCTC 


NM_006270 


RRAS 


11661 


ACCGAGGTGGGCAAGCTCTTC 


NM_006270 


RRAS 


11662 


ACTACCAGGAACAAGAGCTCC 


NM_006325 


RAN 


11663 


ACTGTATGGGACACAGCCGGC 


NMJD06325 


RAN 


11664 


ACTTTGTTGCCATGCCTGCTC 


NM_006506 


RASA2 


11665 


ACATAGTGGGAGGGCACTACC 


NM_006573 


TNFSF13B 


11666 


ACTTCCTGCTATTCAGCTGGC 


NM_006850 


IL24 


11667 


ACTGCAGATGGTTGTGCTCCC 


NM_006850 


IL24 


11668 


ACCGTCTCGGATGCTGAGAGC 


NM_006989 


CAPRI 


11669 


ACTGAGCCCATCATCAGGTAC 


NM_006989 


CAPRI 


11670 


ACCACCCTGTTCCGGAGCAAC 


NM_006989 


CAPRI 


11671 


ACGGACTTCATCACCAAGCTC 


NM_007182 


RASSF1 


11672 


ACCAGCAACCTCTTCATGAGC 


NM_007182 


RASSF1 


11673 


ACGTCATTGAGGCCCTGCTGC 


NM_007368 


GAP1IP4BP 


11674 


ACATTCCTCGGAGCTTTCGTC 


NM_007368 


GAP1IP4BP 


11675 


ACCGTGGTATACACGGAAGAC 


NM_012211 


ITGA11 


11676 


ACCATCTTCCACAGAGACTGC 


NM_012211 


ITGA1 1 


11677 


ACATACGAGGCTGACGTCCTC 


NM_012219 


MRAS 


11678 


ACTCAATGGGCCATCTTGGAC 


NM_012219 


MRAS 


11679 


ACAGAAATGGCGACCAAACAC 


NM_012452 


TNFRSF13B 


11680 


ACGAGCAGTACTGGGATCCTC 


NM_012452 


TNFRSF13B 


11681 


ACGGCAAGTTCTATGACCATC 


NM_013371 


IL19 


11682 


ACGGACACCTTCCCAAATGTC 


NMJ)13371 




11683 


ACTCAGCAGCATTGCCAACTC 


NM_014438 


IL1F8 


11684 


ACCATAGGGAAGGACACTTGC 


NM_0 14438 


IL1F8 


11685 


ACCCTGGATGTGAGAGAGAGC 


NM_014440 


IL1F6 


11686 


ACGTCCTTTCTCTTCTACCAC 


NM_014440 


IL1F6 


11687 


ACGGAGGCTGTCCTCTCATCC 


NM_014448 


ARHGEF16 


11688 


ACGCAGACGAGGTCACACTGC 


NM 014452 


TNFRSF21 


11689 


ACGGCCTCGAATCTCATTGGC 
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NM_ 


.014452 


TNFRSF21 


11690 


ACTGCCATGACTGTAGTCAGC 


NM_ 


014482 


BMP10 


11691 


ACCCAACAGTGAGTGGGAGAC 


NM_ 


.014482 


BMP10 


11692 


ACGGAGATTGGGTGGGACTCC 


NM_ 


.014737 


RASSF2 


11693 


ACTCAGACGCCACCGCTTCTC 


NM_ 


014737 


RASSF2 


11694 


ACGCTGATGCGCAAGTACACC 


NM_ 


.014784 


ARHGEF1 1 


11695 


ACGCTCAATGCTGTGCTCATC 


NM_ 


.014958 


ARHGEF15 


11696 


ACGCTCCTCAGAATACTCCTC 


NM. 


014958 


ARHGEF15 


11697 


ACGATCATCGAGCGTTGCAGC 


NM_ 


.015313 


ARHGEF12 


11698 


ACGAAGATGGAGCAGCCATGC 


NM_ 


015318 


P114-RHO-GEF 


11699 


ACGATATCCTGGCTATCCTGC 


NM. 


015318 


P114-RHO-GEF 


11700 


ACGCAGCAGCTGCTGCTCAAC 


NM_ 


.015647 


TNFRSF6B 


11701 


ACGCAGGAGTTGAGCCAAGCC 


NM. 


016434 


TNFRSF6B 


11701 


ACGCAGGAGTTGAGCCAAGCC 


NM_ 


032957 


TNFRSF6B 


11701 


ACGCAGGAGTTGAGCCAAGCC 


NM. 


.016084 


RASD1 


11702 


ACGAAGAACAGCAGCCTGGAC 


NM. 


.016204 


GDF2 


11703 


ACCATTGTGCGGAGCTTCAGC 


NM. 


.016205 


PDGFC 


11704 


ACGCTGTGAGTCCTTCAGTGC 


NM. 


.018402 


IL26 


11705 


ACGCAACGATTCCAGAAGACC 


NM. 


.018402 


IL26 


11706 


ACGCAGTCAGTAAACCAAAGC 


NM. 


.018724 


IL20 


11707 


ACGACACTCAATTTGGGAAGC 


NM. 


"o 18724 


IL20 


11708 


ACTCTTAAGGAGGACTGAGTC 


NM. 


.018724 


IL20 


11709 


ACAGCTGGAACCTCAGGGAGC 


NM. 


.018993 


RIN2 


11710 


ACCTGAAACAGGAGATGGTGC 


NM. 


.018993 


RIN2 


11711 


ACCTCAAGGAGAACCTGCAGC 


NM. 


.018993 


RIN2 


11712 


ACGAACGATCCTTATGGCATC 


NM. 


.019074 


DLL4 


11713 


ACGATCTCAACTACTGCACCC 


NM. 


.019074 


DLL4 


11714 


ACGAAGGAGCTGGAAGTGGAC 


NM. 


.019113 


FGF21 


11715 


ACGACATCCAGGTTCCTGTGC 


NM. 


.019113 


FGF21 


11716 


ACTGTTTACCAGTCCGAAGCC 


NM. 


.019555 


ARHGEF3 


11717 


ACGTAGCCGCCAAAGCTCTGC 


NM. 


.019555 


ARHGEF3 


11718 


ACAGACCTCCTGCTGGAAGAC 


NM. 


.019851 


FGF20 


11719 


ACACATGGAGACACTGGCCGC 


NM. 


.020525 


IL22 


11720 


ACGGTGATGACCTGCATATCC 


NM. 


.020634 


GDF3 


11721 


ACCTGGCTCTGTTCCTGGTTC 


NM 


020637 


FGF22 


11722 


ACAGCAGTGTCCTCAGGCTTC 


NM 020638 


FGF23 


11723 


ACCAGCTACCACCTGCAGATC 


NM. 


.020638 


FGF23 


11724 


ACGAATGGCCATGTGGATGGC 


NM. 


_020996 


FGF6 


11725 


ACCGTGGGCATCGGCTTTCAC 


NM. 


.020996 


FGF6 


11726 


ACTGCAAGTTCAGAGAAACCC 


NM. 


.021073 


BMP5 


11727 


ACGGAGGTTTGGGAGACAATC 


NM. 


.021073 


BMP5 


11728 


ACGAAAGGGATACCCAGCCTC 


NM. 


_021073 


BMP5 


11729 


ACGCTTTAGATGTGGGTTGGC 


NM. 


.022481 


ARAP3 


11730 


ACCGCATTCTACGCCTGCTAC 


NM. 


.022481 


ARAP3 


11731 


ACTGATCGTGCCAACCGCTTC 


NM. 


.022481 


ARAP3 


11732 


ACGATGTGATTGGCTGCCTGC 


NM. 


.000515 


GH1 


11733 


ACTCCAACCTAGAGCTGCTCC 
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XM_067344 


LOCI 31 363 


11764 


XM_071038 


LOC1 38685 


11765 


XM_071048 


LOC1 38684 


11766 


XM_084665 


LOC143872 


11767 


XMJ)90404 


LOC160629 


11768 


XM_092722 


LOC1 64209 


11769 



ACTCCAACCTAGAGCTGCTCC 

ACGCAGACCTACAGCAAGTTC 

ACGC AGACCT ACAGCAAG T TC 

ACGCAGACCTACAGCAAGTTC 

ACGCAGACCTACAGCAAGTTC 

ACGCAGACCTACAGCAAGTTC 

ACGCAGACCTACAGCAAGTTC 

ACCAAACTAAAGCGGCTCATC 

ACTTGGAGGACCGGTAGCATC 

ACCAGTTCTTCCGGGACCTCC 

ACTCAGCAAGGTCATGGCTTC 

ACGGTCATGGCTTCCATGAAC 

ACTGTGACAGTGCGAAGTGAC 

ACAGTCGCCGAGATTCAGGGC 

ACAGT CGCC G AGAT TCAGGGC 

ACAGTCGCCGAGATTCAGGGC 

ACCTGAGTGCCATCTCCATGC 

ACCTGAGTGCCATCTCCATGC 

ACCTGAGTGCCATCTCCATGC 

ACGAGCAGCCTCATCGTCAGC 

ACGTCCTGGTGGATGGAGCTC 

ACGAGTGGATGGAGGCCATTC 

ACTTGAACCTCGACTCCCTGC 

ACTGCCGTGTCCAACGCAGAC 

ACGCTGCAGCTTCCTGTCAAC 

ACCGTGACCCATGAGTTCAAC 

ACGAGGGACATCAAGAAGGCC 

ACCCAATGCTTGGAGGAAGAC 

ACGACCAGAACCTGTTGTCTC 

ACTCCTACCATAGGACCTGCC 

ACGTTGACTAATCCTCCTTCC 

ACGCCGTCTCCAGATAGAGTC 

ACATCGGTAAAGCAGGAGGAC 

ACGCCAAGCATGACCTTCTGC 

ACTGGCATCGACGGACTCATC 

AC G AGG AC AG AG G AAC T CAT C 

ACGAATGTGACTGTGGCTCCC 

ACGGAGCTCATTAAGGAGGGC 

ACAGGAACAAGAGAGCACCTC 

ACATGCCTGTGGGCAGAGCAC 

ACCTCACGCAGTGTCTGTCAC 

ACGCCTTATTCTAGTGCCAGC 

ACGGACACACTCTGGCCATTC 

ACGCCTTGGTCTGTGGACAAC 

AC AGG AGGGACCC ATGAAC T C 

ACGCTGAATCCCAGTGGCTGC 
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XM_092722 


LOC1 64209 


XM_094119 


LOC1 66824 


XM_094119 


LOC1 66824 


XM_095759 


LOC158011 


XM_1 13880 


LOC1 97414 


XM_1 13880 


LOC1 97414 


XM_1 67711 


ITGA8 


XM_1 67711 


ITGA8 


XM_1 67936 


LOC221178 


XM_1 67936 


LOC221178 


XM_1 70205 


LOC223006 


XM_1 70205 


LOC223006 


AF1 82273 


AF182273 


NG_000004 


NG_000004 


NM_000776 


CYP3A3 


NM_017460 


CYP3A4 


J02906 


HUMCYPIIF 


NM_000774 


CYP2F1 


J02906 


HUMCYPIIF 


NG_000008 


NG_000008 


NM_000774 


CYP2F1 


M33189 


HUMCYP2DG 


NM_000102 


CYP17 


NM_000102 


CYP17 


NM_000103 


CYP19 


NM_031226 


CYP19 


NM_000104 


CYP1B1 


NM_000104 


CYP1B1 


NM_000104 


CYP1B1 


M33189 


HUMCYP2DG 


NG_000853 


NG_000853 


NM_000106 


CYP2D6 


NM_000497 


CYP11B1 


NM_000498 


CYP11B2 


NM_000499 


CYP1A1 


NM_000761 


CYP1A2 


NM_000761 


CYP1A2 


NM_000762 


CYP2A6 


NG_000008 


NG_000008 


NM_000762 


CYP2A6 


NM_000766 


CYP2A13 


U22027 


. HSU22027 


U22028 


HSU22028 


NG_000008 


NG_000008 


NM_000762 


CYP2A6 


NM 000764 


CYP2A7 
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1 1 770 ACGCTGACCACAAAGTCCTCC 

1 1 77 1 ACATTAGCAGTGATGTGGCTC 

1 1 772 AC T TAG GG T T C AC AG T T G G AC 

1 1 773 ACCGACTCTCCAGACTTGATC 

1 1 774 ACCCTCCTGAAGATCCACTTC 

1 1 775 ACGGCTGGCATCATCCGCTAC 

1 1 776 ACCCATCAGGCTCATCGCGTC 

1 1 777 ACTAAGAGGAGTGTCACACCC 

1 1 778 ACGATAAGGAAGCCTGGTTCC 

1 1 779 ACGAAGACAAGGCGAGGTGGC 

1 1 780 ACCTTGATCTTCGGCCAGTTC 

1 1781 ACCGGTACTACTTCAGTTGCC 
11813 ACGGTTGAGTCAAGGGATGGC 
11813 ACGGTTGAGTCAAGGGATGGC 
11813 ACGGTTGAGTCAAGGGATGGC 

11813 ACGGTTGAGTCAAGGGATGGC 

11814 ACGGGCAATGGCATCGCCTTC 

11814 ACGGGCAATGGCATCGCCTTC 

11815 ACGAGTCCAGCCTTCATGCCC 
11815 ACGAGTCCAGCCTTCATGCCC 

11815 ACGAGTCCAGCCTTCATGCCC 

11816 ACGGACTCTGTACCTCCTATC 

11817 ACGACTACAGTGATTGTCGGC 

11818 ACGGCCAACGTTGACTCCAGC 

11819 ACACTTGGGCTGCAGTGCATC 

11819 ACACTTGGGCTGCAGTGCATC 

1 1 820 ACCACCTCTGTCTTGGGCTAC 

1 1 821 ACGTGGCCTAACCCGGAGAAC 

1 1 822 ACTAAGAAGCAAGAGGCAAGC 

1 1 823 ACGGGAACGACACTCATCACC 
1 1 823 ACGGGAACGACACTCATCACC 

1 1 823 ACGGGAACGACACTCATCACC 

1 1 824 ACGCTGCAACAGGTGGACAGC 

1 1 824 ACGCTGCAACAGGTGGACAGC 

1 1 825 ACTGGTCAGAGCATGTCCTTC 

1 1 826 ACCGTCATTGGTGCCATGTGC 

1 1 827 ACGATCCAGAAGGAGCTGGAC 

1 1 828 ACAGGCTATGGCGTGGTATTC 

1 1 829 ACGAGTTCCTGTCACTGTTGC 
1 1 829 ACGAGTTCCTGTCACTGTTGC 
1 1 829 ACGAGTTCCTGTCACTGTTGC 
1 1829 ACGAGTTCCTGTCACTGTTGC 

1 1 829 ACGAGTTCCTGTCACTGTTGC 

1 1 830 ACCTTCCGCCTCAAGTCCTCC 
1 1 830 ACCTTCCGCCTCAAGTCCTCC 
1 1 830 ACCTTCCGCCTCAAGTCCTCC 
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till ^\ r~\ r\ O ^\ 

NM_030589 


L/YP2A7 
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ACCTTCCGCCTCAAGTCCTCC 
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ACCTTCCGCCTCAAGTCCTCC 


U22029 


HSU22029 
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ACCTTCCGCCTCAAGTCCTCC 


NG_000008 
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a jt no a 

11831 


ACGTTCAGTGAGTGCTATGGC 


NM_000764 


CYP2A7 


11831 


ACGTTCAGTGAGTGCTATGGC 


U22029 


urn inonoA 

HSU22029 


A A e\+\ A 

11831 


ACGTTCAGTGAGTGCTATGGC 


111 1 C 

NM — 000765 


CYP3A7 


11832 


ACGCCTGTCACCTTGAAACAC 


NG_000008 


NG_000008 


11833 


ACCATCATCTGCTCCATCGTC 


NM_000767 


CYP2B6 


11833 


ACCATCATCTGCTCCATCGTC 


NM_000767 


CYP2B6 


11834 


ACAGAGAAATCCAACGCACAC 


NM_000769 


CYP2C19 


11835 


ACGGCTTCACCCTGTGATCCC 


i ii i f\r"vf^"T~T/*\ 

NM_000770 


CYP2C8 
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11835 
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NM — 000770 
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11836 


ACCAGAGACAACAAGCACCAC 
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CYP2C8 


11836 


ACCAGAGACAACAAGCACCAC 


ilia ftftn'/'^O 

NM_000772 


CYP2C18 


A A OT? 

11837 


ACGGAGATCCGGCGTTTCTGC 


vita rtnmTO 

NM_000772 


CYP2C18 


11838 


ACCAGAGACAACGAGCACCAC 


Nlvl_000773 


CYP2E 


A A OOO 

11839 


ACTATTCCCAAGTCCTTCACC 


ill A /\OrtTTO 

NM_000773 


CYP2E 


11840 


ACCGTCATAGCCGACATCCTC 


NM_000775 


CYP2J2 


4 H O A A 

11841 


ACGCCCTTATCCACATGGACC 


1114 AOftV "7 g 

NM_000775 


CYP2J2 


11842 


ACAGCACACAGGCAATCCTAC 


NM_000777 


CYP3A5 


11843 


ACATCGAAGGTCTTTAGGCCC 


NM_000778 


CYP4A1 1 


11844 


ACCAGGACCAGGAGCTACAAC 


AF208532 


AF208532 


11845 


ACGGAGGCACTGAGGCTCTAC 


iii« nnA7TO 

NM_000778 


i^V/p* jt * A A 

CYP4A1 1 


11845 


ACGGAGGCACTGAGGCTCTAC 


NM_000780 
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CYP7A1 
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ACTTCCATACCTGGGCTGTGC 


ilia /~\ /"V - 7 r> f\ 

NM_000780 


CYP7A1 


11847 


ACGTCAGCTTGGAAGGCAATC 


NM_000780 


CYP7A1 


11848 


ACTCTACCCAGACCCTTTGAC 


Ilia AnnTOit 

NlvL000781 


CYP11A 


11849 


ACGGCGGGCTCCGGAAATTAC 


1 II I #\Art*7ftO 
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CYP24 


11850 


ACACCGTGGAAGGCCTATCGC 
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A A o tr A 
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ACTGACCCGCAATCTCTTCTC 


1 IK 1 rtCTH CT 
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CYP26A1 
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ACTGACCCGCAATCTCTTCTC 
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CYP27A1 


A A OCO 
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ACAGTGGCCTTAACATAGCCC 
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ACCTGCATCGGGCAGACGTTC 


NM_004391 


CYP8B1 
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ACTGAGACCATGCTGGACAGC 


NM_004820 


CYP7B1 


11862 


ACGCAACATGGTGACACTTTC 


NM_007253 


CYP4F8 


11863 


ACTACCAAGAACGCTGCCGGC 
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XM_058459 


LOC1 20227 


11872 


XM_059042 


LOC1 26410 


11873 


XM_059135 


LOC1 27352 


11874 


XM_1 14074 


LOC1 99974 


11874 


XM_059135 


LOC1 27352 


11875 


XM_1 14074 


LOC1 99974 


11875 


XM_065069 


LOC126408 


11876 


XM_065151 


LOC1 26537 


11877 


XM_065151 


LOC 126537 


11878 


XM_069332 


LOC 135397 


11879 


XM_069332 


LOC 135397 


11880 


XM_069332 


LOC1 35397 


11881 


XM_071222 


LOC 138967 


11882 


XM_089093 


LOC 163720 


11883 


XM_1 03864 


LOC 165245 


11884 


XM_104192 


LOC 1641 93 


11885 


XM_1 14074 


LOC 199974 


11886 


XM_171967 


LOC256991 


11887 


XM_1 72333 


LOC255434 


11888 



ACCTCACCCAATTATGGGCTC 

ACTTCCAGGGATTACTCCAAC 

ACACTGACTCCAGTTTCTGCC 

ACCCAGCAGATTCTCTTGCAC 

ACCTTGCTGTCATTAGAGCAC 

ACCTTGCTGTCATTAGAGCAC 

ACCTTGCTGTCATTAGAGCAC 

ACGAACATGCTGATGACAGTC 

ACGTTCTGCCCTGAAAGATCC 

ACTGCCTTTCCATGGATTGGC 

ACTGGGAAGCCTTCTTGGGAC 

ACT TGCAT CGGAC AGAGC T T C 

ACACCCTCAGGTCTTTAACCC 

ACACCCTCAGGTCTTTAACCC 

ACGTGGCAGTGGCATTAACTC 

ACGTGGCAGTGGCATTAACTC 

ACCACTTGCACCATCAGCATC 

ACTGCCAGTGACAAGTGGAGC 

ACGCTAT CATCC AGG AGCAGC 

ACGAGAGAAGCGTTCCTGCCC 

ACGTTCACCTTCCAGCCACTC 

ACGCCTGGACGTTGGCTTCAC 

ACTTGCTGCTATGTCAGATCC 

ACACCTGGCTTCAACATCAGC 

ACCATC T TC TCAGACC AAT GC 

ACTTGATGTCAAGGCGGGTGC 

ACGACCCTCAGGTCTTTAACC 

ACCCAGCAGATCCTCCTGCAC 

ACCAGTAACACGAGGCGTCCC 
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Claims 

1. Polynucleotide comprising an RNA sequence comprising 
a first stretch of 21 consecutive nucleotides and a second 

5 stretch of 21 consecutive nucleotides, complementary to the 
first stretch of 21 consecutive nucleotides, wherein in first 
stretch of 21 consecutive nucleotides: 

a. in the 5' -> 3' direction, the first nucleotide is an 
A-nucleotide , the second nucleotide is a C-nucleotide 

10 and the last nucleotide is a C-nucleotide; and 

b. no stretches of four or more consecutive identical 
nucleotides are present; 

c. the total number of G- and C-nucleotides is between 33- 
71% of the total number of nucleotides 

15 d. in the 5 ! -> 3 f direction, consecutive nucleotides 3-21 

are homologous to a RNA-molecule. 

2. Polynucleotide according to claim 1, wherein the RNA- 
molecule is a human RNA molecule. 

3. Polynucleotide according to claims 1-2, wherein in 
20 the first stretch of 21 consecutive nucleotides no stretches 

of three or more consecutive A- nucleotides are present 

4. Polynucleotide according to claims 1-3 wherein in the 
first stretch of 21 consecutive nucleotides no stretches of 
three or more consecutive U-nucleotides are present 

25 5. Polynucleotide according to claims 1-4, wherein, in 

the 5 f -> 3' direction, consecutive nucleotides 3-21 of the 
first stretch of 21 consecutive nucleotides are unique. 

6. Polynucleotide according to claims 1-5, wherein, in 
the 5 ! -> 3' direction, consecutive nucleotides 3-21 of the 

30 first stretch of 21 consecutive nucleotides are homologous to 
a sequence positioned at least 7 5 nucleotides downstream of 
the translation initiation site of the transcribed RNA 
molecule encoding a polypeptide. 
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7. Polynucleotide according to claims 1-6, wherein, in 
the 5 T -> 3 f direction, consecutive nucleotides 3-21 of the 
first stretch of 21 consecutive nucleotides are homologous to 
a sequence positioned at least upstream of the translation 

5 termination site of the transcribed RNA molecule encoding a 
polypeptide . 

8. Polynucleotide according to claims 1-7 wherein the 
RNA sequence also comprises a linker sequence linking the 
first stretch of 21 consecutive nucleotides with the second 

10 stretch of 21 consecutive nucleotides. 

9. Polynucleotide according to claim 8, wherein the 
linker sequence is 4-30 nucleotides long, preferably 5-15 
nucleotides long and most preferably 8 nucleotides long 

10. Polynucleotide according to claims 8-9, wherein the 
15 linker sequence is SEQ ID NO: 1 

11. Polynucleotide according to claims 1-10, wherein the 
first stretch of 21 consecutive nucleotides is selected from 
a group consisting of SEQ ID NO: 2-11888 

12. Polynucleotide according to claims 1-11, wherein the 
20 first stretch of 21 consecutive nucleotides is selected from 

a group consisting of SEQ ID NO: 1342, 1338, 1343, 633, 635 

13. Vector capable of transfecting a host cell and 
comprising a sequence encoding the polynucleotide according 
to claims 1-12 and a promoter sequence operatively linked to 

25 the sequence encoding the polynucleotide. 

14. Vector according to claim 13, wherein the promoter 
is a microRNA promoter, preferably a let-7 promoter. 

15. Vector according to claim 14, wherein the promoter 
is a promoter recognized by RNA Polymerase III, preferably U6 

30 small nuclear RNA. 

16. The vector according to claims 13-15, wherein the 
vector is an adenoviral vector, preferably the adenoviral 
vector is replication defective. 

BNSDOCID: <WO 20O4O94636A1 J_> 



( 

WO 2004/094636 



PCT/EP2003/004362 



384 

17. Library of polynucleotide sequences according to 
claims 1-12. 

18. Library of vectors according to claims 13-16. 

19. Library according to claim 18 wherein the vectors 

5 are viral vectors preferably selected from a group consisting 
of AAV, Lentivirus or Retrovirus. 

20. Library according to claim 18 wherein the vectors 
are adenoviral vectors, preferably the adenoviral vectors are 
replication defective. 

10 21. Method of making a vector according to claim 16 

comprising the steps: 

a. synthesizing a forward primer with the following 
sequence in the 5' -> 3 1 direction: 

i. the nucleotides ACC 
15 ii. a DNA sequence corresponding to the antisense 

sequence of a sequence selected from the group consisting of 
SEQ ID NO: 2-11888 

iii. the nucleotides TTGCTATA 

iv. the antisense sequence corresponding to the DNA 
20 sequence from step a-ii 

v. the nucleotides TTT 

b. synthesizing a reverse primer with the following 
sequence in the 5 f -> 3 1 direction 

i. the nucleotides TAAAAA 
25 ii. a DNA sequence corresponding the antisense sequence 

. of a sequence selected from the group consisting of SEQ ID 
NO: 2-11888 

iii. the nucleotides TATAGCAA 

iv. the antisense sequence corresponding to the DNA 
30 sequence from step b-ii 

c. annealing the primers from step (a) and (b) 

d. exchanging the ccdB sequences in plasmid pKD122 for 
the annealed primers from step (c) 
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22. Method of preparing a vector according to claim 15 
comprising the steps: 

a. synthesizing a forward primer with the following 
sequence in the 5 f -> 3 T direction: 

i. the nucleotides ACC 

ii. a DNA sequence corresponding to a sequence selected 
from the group consisting of SEQ ID NO: 2-11888 

iii. the nucleotides TTGCTATA 

iv the antisense sequence corresponding to the DNA 
sequence from step a-ii 

v. the nucleotides TTT 

b. synthesizing a reverse primer with the following 
sequence in the 5' ~> 3 T direction 

i. i.the nucleotides TAAAAA 

ii. a DNA sequence corresponding to a sequence 
selected from the group consisting of SEQ ID NO: 2-11888 

iii. the nucleotides TATAGCAA 

iv. the antisense sequence corresponding to the DNA 
sequence from step b-ii 

c. annealing the primers from step (a) and (b) 

d. exchanging the ccdB sequences in plasmid pKD122 for 
the annealed primers from step (c) . 

23. Method of determining the function of a naturally 
occurring polynucleotide sequence comprising transfecting a 
host cell with a vector according to claims 13-16, the vector 
transcribing a polynucleotide sequence according to claims 1- 
12 and detecting a change in cellular phenotype. 

24. Method of determining the function of a naturally 
occurring polynucleotide sequence in a high throughput 
setting, 

a. providing a library of vectors according to claims 

17-20 

b. transducing a host cell with the vectors of step (a), 
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c. expressing in the host cell the product (s) of the 
vectors of step (a) , 

d. thereby altering a phenotype of the host, 

e. identifying the altered phenotype and, 

5 f . assigning a function to the naturally occurring 

polynucleotide sequence (s) . 
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Invention 1: claims 1-11, 13-24 (all partially) 

A polynucleotide comprising an RNA sequence as set out in 
claim 1, with the said sequence being selected from SEQ ID 
NO: 2 and various embodiments thereof. Furthemore vectors 
encoding the said polynucleotide, methods for making the 
said vector and methods of determining polynucleotide 
function comprising using the said vector. 
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A polynucleotide comprising an RNA sequence as set out 1n 
claim 1, with the said sequence being selected from SEQ ID 
NO's: 3-11888 each respectively and various embodiments 
thereof. Furthemore vectors encoding the said 
polynucleotide, methods for making the said vector and 
methods of determining polynucleotide function comprising 
using the said vector. 



